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The study population was recruited as part of the Alabama Udall Exploratory Center, NIH grant P20 NS092530. The sample was powered to
detect differences in microRNA expression between PD and control. We did not a priori calculate the power for the sequencing experiments
reported here because insufficient data were available to estimate power for this approach.

A total of 40 patients were recruited to the study. Six patients had inadequate samples or sequencing that failed quality control. The
remaining 34 are reported.

We have not performed replication. This will require recruitment of a new and larger cohort of patients. The results of the present study,
however, are critical to the design of such future replication cohorts.

Participants were not randomly assigned to groups as we studied the difference between a disease state (Parkinson disease) and healthy
controls.

Processing of the biospecimens, including separation of monocytes and preparation for RNA seq analysis, were conducted by personnel
blinded to the diagnosis.




