
GLFGAIAGFIENGWEGCGGEKEKEK
S
S

GLFGAIAGFIENGWEGCGGEKEKEK

ISD017
(dimer)

GLFGAAGFIENGWEGCGGEKEKEK
S
S

GLFGAAGFIENGWEGCGGEKEKEK

∆I6

GLFGAIAGFIAAGWAGCGGEKEKEK
S
S

GLFGAIAGFIAAGWAGCGGEKEKEK

∆Polar

Deletion of residue no 6 (Ile) 
from both peptide chains

Mutations of 3 polar residues to 
Ala in both peptide chains

GAAGAAAGAAENGAEGCGGEKEKEK
S
S

GAAGAAAGAAENGAEGCGGEKEKEK

∆Hydrophobic

ALFAAIAAFIENAWEACGGEKEKEK
S
S

ALFAAIAAFIENAWEACGGEKEKEK

∆Flexible

Mutations of 6 hydrophobic residues
to Ala in both peptide chains

Mutations of 5 Glycine residues to 
Ala in both peptide chains

GLFGAIAGFIENGWEGCGGEKEKEKISD017
(monomer)
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