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SETDB1: copy-number alterations from GISTIC
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SETDB1: Putative copy-number alterations from GISTIC

Fazio M, et al. Figure S4

Amplification I Deep Deletion No alterations

HDGF and SETDB1 co-occurrence Log2 Odds ratio >3, p<0.001, q<0.001
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Tumor burden in tumor bearing zebrafish at 10 weeks
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