Table S1. Sequence details of competitive nucleosome binding assays

Binding site location p63 binding site Nucleosome Sequence

SHL 0 High Affinit GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTGGGCATGTCCGGGCATGTCCTAACCG
19 nity [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGAGGTTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

SHL 0.5 High Affinit GATGGACCCTATACGCGECCACCCTGGAGAATCCCGETGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGGGGCATGTCCGGRCATGTCCG
. 19 nity [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGAGGTTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

SHL 4 High Affinit [GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
19 nity [CCAAGGGGATTACTCGGGCATGTCCGGGCATGTCCCAGATATATACATCCTGTGAGGTTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

SHL 4.5 High Affinit [GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
. 9 nity [CCAAGGGGATTACTCCCTAGGGGCATGTCCGGGCATGTCCATATACATCCTGTGAGGTTATTGAACAGCGACCTTGCCGGTGCCAGTCAGATAGTGTTCC

SHL 7 High Affinit [GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
19 nity [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATAGGGCATGTCCGGGCATGTCCCAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

SHL 65 High Affinit GATGGACCCTATACGCGECCGCCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
. 19 nity [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATGGGCATGTCCGGGCATGTCCTTGAACAGCGACCTTGCCGETGCCAGTCGGATAGTGTTCC

SHLS High Affinit GATGGACCCTATACGCGECCGCCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCE
19 nity [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGCGGGCATGTCCGEGCATGTCCGCCGETGCCAGTCGGATAGTGTTCC

SHL O Int diate Affinit GATGGACCCTATACGCGECCGCCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGETCGTAGACAGCTCTAGCACCGCTTAAACGCACGTAGACT GGGCATGTCTGGGCATAACCG
ntermediate AMNILY  JccAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGCATGTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCE

SHL OS5 Int diate Affinit GATGGACCCTATACGCGECCGCCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGETCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGAGACTGGGCATGTCTGGGCAG
. ntermediate AMNILY  JccAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGCATGTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCE

SHL 4 Int diate Affinit GATGGACCCTATACGCGECCGCCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGETCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
ntermediate AMNIYY  JccaaGGGEATTACTCAGACTGGGCATGTCTGGGCACAGATATATACATCCTGTGCATGTATTGAACAGCGACCTTGCCGETGCCAGTCGGATAGTGTTCC

SHL 4.5 Int diate Affinit GATGGACCCTATACGCGECCECCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGETCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCE
. ntermediate AMNIYY  JccaAaGGGEATTACTCCCTAGAGACTGGGCATGTCTGGGCAATATACATCCTGTGCATGTATTGAACAGCGACCTTGCCGETGCCAGTCGGATAGTGTTCE

i fini GATGGACCCTATACGCGECCECCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
SHL 7 Intermediate Affinity  |ccaaGEGEATTACTCCCTAGTCTCCAGBCACGTGTCAGATATATAAGACTGEGCATGTCTGGGCACAGCGACCT TECCGGTGCCAGTCGRATAGTGTTCC

SHL 6.5 Int diate Affinit [GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
. ntermeadiate AMNItY  JocaaceGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATAGACTGGGCATGTCTGGGCATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

SHL 8 | diate Affini [GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
ntermediate AffiNity  Jccaaco6eATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGCAGACTGGGCATGTCTGGECAGCCGGTGCCAGTCGGATAGTGTTCE

601-Modified Control GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
-Moditie ontrof [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGAGGTTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC

601 Control GATGGACCCTATACGCGECCACCCTGGAGAATCCCGGTGCCGAGGCCGCTCAATTGGTCGTAGACAGCTCTAGCACCGCTTAAACGCACGTACGCGCTGTCCCCCGCGTTTTAACCG
ontro| [CCAAGGGGATTACTCCCTAGTCTCCAGGCACGTGTCAGATATATACATCCTGTGCATGTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCC




