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Suppl. Fig. 1. Structure-based alignment of orthomyxo- and nidoviral HE proteins. Receptor-
binding (R), fusion (F), and esterase domains (E) as identified for HEF by Rosenthal et al.
(1998) are indicated by green, blue and red bars, respectively. The numbering of amino acid
residues corresponds to that of HEF of Influenza C virus strain Johannesburg/66. Active site
residues are shown in red. Residues, thought to form the oxyanion hole (corresponding to
Gly®, Asn''” and Arg*** of HEF), are shown in blue. BCoV: bovine coronavirus; OC43:
human coronavirus OC43; PHEV: porcine hemagglutinating encephalomyelitis virus; ECoV:
equine coronavirus; MHV: murine hepatitis virus (strains JHM, DVIM, -2 and -S; RCoV: rat
sialodacryoadenitis coronavirus; PuCoV: puffinosis virus; C/M1/4/93: influenza C virus strain
Miyagi; C/JHG/66: influenza C virus strain Johannesburg; BRV, B145, B150: bovine
torovirus strains Breda, B145 and B150; P-MAR, P10, P4: porcine torovirus strains Markelo,
P10 and P4.



