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Supplementary figures 

 
 

Supplementary Figure S1. Schematic representation of predicted canakinumab mechanism of action over Still’s 
disease innate immune system deregulation. The number on each link indicates to the number of the corresponding 
entry on Table S9, to retrieve the sources of information found in the scientific literature supporting the predicted 
mechanisms. Figure created to represent TPMS mechanism of action predictions using Graphviz software 

(https://graphviz.gitlab.io/). 

 



 
Supplementary Figure S2. Schematic representation of predicted tocilizumab mechanism of action over Still’s 
disease innate immune system deregulation. The number on each link indicates to the number of the corresponding 
entry on Table S10, to retrieve the sources of information found in the scientific literature supporting the predicted 
mechanisms. Figure created to represent TPMS mechanism of action predictions using Graphviz software 

(https://graphviz.gitlab.io/). 

 


