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- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Antibodies
Antibodies used

Atomic coordinates and structure factors of the FICDTReND-BiP complex have been deposited in the Protein Data Bank with accession code 6ZMD [https://
www.rcsb.org/structure/unreleased/6ZMD]. The mass spectrometry proteomics data have been deposited to the ProteomeXchange Consortium [http://
proteomecentral.proteomexchange.org/] via the PRIDE partner repository with the dataset identifier PXD022869 and 10.6019/PXD022869 [ProteomeXchange
Dataset PXD022869]. The AMBER force field parameters can be found in the AMBER parameter database (http://amber.manchester.ac.uk). The data that support
the findings of this study are available from the corresponding author upon reasonable request. Other Source data are provided with this paper.

None of the statistical method was used to predetermine sample size. To ensure reproducibility of the findings, for all in vitro assays, at least
three independent biological replicates were performed (n=3). Further details of sample size are included in corresponding figure legend and
methods.

No data were excluded.

All data presented in the manuscript are reproducible. Numbers of replications for each experiment are stated in the corresponding figure
legends.

Not relevant for the experimental design.

Not relevant for the experimental design.

Monoclonal mouse !-AMP antibodies (1:1000 dilution, Hoepfner et al. 2020; doi: 10.1016/j.isci.2020.101800),

Rabbit !-GFP primary antibody (A11122; Life Technologies, 1:2000 dilution),

Rabbit !-GRP78 primary antibody (PA5-34941; Thermo Scientific; 1:5000 dilution),

Mouse !-GAPDH primary antibody (sc-47724; Santa Cruz; 1:1000)

Goat secondary !-rabbit-HRP-antibody (12-348, Sigma, 1:40000 dilution)

Goat secondary !-mouse-HRP-antibody (31430, Thermo Scientific, 1:20000 dilution)




