Table S8: Anti-SMASH 5.1.0 prediction of gene clusters responsible for secondary metabolite production in Bacillus subtilis PTA-271.

Secondary metabolite Enzyme Gene clusters Compound Similarity
Betalactone-NRPS NRPS 1 Fengycin 100%
Bacillibactin 100%
NRP NRP 2
S S Surfactin 78%
Other NRPS 1 Bacilysin 100%
T3PKS PKS 1 - 0%
TransATPKS-NRPS-PKSlike PKS/NRPS 1 Bacillaene 100%
tRNA-dependent cyclodipeptide synthases - 1 - 0%
Terpene - 2 - 0%
N Subtilosin A 100%
Sactipeptide RIPP 2 . L
Ipeptl Sporulation killing factor  100%




