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S5 Fig. Shared epitope correlation relationship. Correlation between HLA-DRB1 shared epitope (calculated as codominant)
and other SNPs (calculated as dominant) in EIRA data within cases, control or all samples, for all non-HLA SNPs (A, C) or only
known non-HLA risk SNPs (B). P-values come from 1-sample t-tests against zero. Regressing out sex and the first ten principal

components gave essentially the same result (C) as without this step (A, B).



