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Figure S1. Size and number of EV quantifications

(A-B) The diameters of both WT (A) and KO (B) vesicles were measured using the dynamic light
scattering.

(C) The number of EVs were significantly decreased during shear-flow in KO cells compared to control
WT.

N=6 in each group.
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Figure S2. Gene Ontology (GO) analysis of proteomic data
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(A-C) The ratio (line graph) and the adjusted p-value (bar graph) show results of the three different GO

analyses. The ratio represents the significantly expressed genes involved over the total gene in each
category of the (A) biological processes, (B) cellular component and (C) molecular function,
respectively.
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Figure S3. Comparative GO analyses between ciliated WT and non-ciliated KO vesicles

(A) the biological process pie chart describes the biological objective to which the gene product

contributes.

(B) the cellular component pie chart describes the localization of the proteins in the cell where the gene

exerts its activity.

(C) the molecular function pie chart describes the biochemical activity of a gene product. The
percentages show the total protein involved in each process; bolded process indicates the difference of
expression between WT and KO cell-derived vesicles; non-bolded process indicates the expression

observed in both EVs.
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Figure S4. Analysis of relative expressions of ciliated WT and non-ciliated KO vesicle biomarkers

(A) line graph showing protein abundance of POR and CD166 biomarkers exclusively expressed in WT
and KO cell-derived vesicles, respectively.
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(B-D) chromatographs indicating the detection of POR , CD166 and filamin-C.

(B) POR peptide was detected at 182 second in the four independent samples from ciliated WT cells
(blue, light blue, orange and light orange).

(C) CD166 peptide was detected at 171 second in the four independent samples from non-ciliated KO
cells (green, light green, red and light red).

(D) Differentially expressed filamin-C peptide between WT and KO cell-derived vesicles was detected
at 98 second (blue, light blue, orange, light orange, green, light green, red and light red).
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Figure S5. Network interaction among POR, CD166 and other ciliary proteins

(A) a network interaction analysis shows POR and CD166 interaction with other sub-ciliary
compartments proteins (orange, transition zone; red, centriole; blue, appendages).

(B) a primary cilia sketch indicates each sub-ciliary compartment with its given color and localization of
ciliary and cytosolic vesicles within the cell.
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Figure S6. Network interaction among proteins expressed in ciliated WT vesicles

(A) a network interaction analysis shows interaction among proteins that are exclusively expressed in
WT (Table S3).

(B) a network interaction analysis shows interaction among proteins that are exclusively expressed in
ciliated WT vesicles (color light green) and proteins that are expressed in both ciliated WT and non-
ciliated KO vesicles (color white).
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Table S1. Analysis of protein compositions from isolated WT and KO cell-derived vesicles has
revealed 3,444 protein fractions.

Table S2. Only 748 proteins fractions with significance P-value < 0.05 are further analyzed.

Table S3. Shown here are 79 protein fractions expressed exclusively in isolated EVs from WT (ciliated
cells) after inducing the release of ciliary vesicle by fluid-shear flow.

Table S4. Shown here are 145 protein fractions expressed exclusively in isolated EVs from KO (non-
ciliated cells) after inducing the release of ciliary vesicle by fluid-shear flow.

Table S5. Shown here are 524 proteins expressed in both ciliated WT and non-ciliated KO cell-derived
vesicles.

Table S6. Shown here are top 100 extracellular vesicle biomarkers matched to the proteomic dataset
(Figure 2 e,f).

Table S7. A comparative analysis with primary cilia targeted vesicle study (exocyst-containing vesicles)
shows the overlap with an extended list of our significantly expressed EV proteome.

Table S8. Shown here are the list of 30 exclusively expressed EV proteins isolated from ciliary WT
(Table S3) that matched with known cilia specific markers.
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Supplemental Information

Ciliary extracellular vesicles are distinct from the cytosolic extracellular vesicles.

Authors: Ashraf M. Mohieldin®?, Rajasekharreddy Palal, Richard Beuttler!, James J. Moresco?,
John R. Yates, 1112, Surya M. Naulil?

Cell culture

Ciliated (control) and non-ciliated (IFT88) mouse knockout endothelial cells were cultured in Dulbecco’s
Modified Eagle Medium (DMEM) (Corning Cellgro), 10% fetal bovine serum (FBS) (HyClone) and 1%
penicillin/streptomycin (Corning Cellgro) at 37°C in a 5% CO: incubator. Prior to all experiments, cells
at 70-80% confluence were differentiated for 24-48 hours in serum-free and EV-free media

(Thermofisher).

Isolation of WT and KO cell-derived vesicles

To isolate ciliary vesicles from WT and KO endothelial cells, cells were grown in a 150-mm culture dish
in quadruplicate and special vesicle-depleted media was used (Thermofisher). At 70-80% confluence, cell
culture dishes were placed on an orbital shaker (Cole-Parmer) for 30 minutes at 350 rotations per minute
(2.0 dyn/cm?). Growth media was then collected respectively and spun at four different speeds: 300xg
for 10 minutes, 2,000xg for 10 minutes (Thermofisher; Heraeus Megafuge 8R) 10,000xg for 30 minutes
and 100,000xg for 70 minutes (Thermofisher; Sorvall wx+ ultra series centrifuge; Rotor: AH-629). The
supernatants were collected in all first three rounds of centrifugation. In the fourth round of centrifugation,
the supernatants were discarded, and the vesicle pellets were re-suspended in cold-PBS for another

centrifugation at 100,000xg for 70 minutes to ensure purity of the isolated vesicles. Vesicle pellets were

34



O©CO~NOOOTA~AWNPE

then re-suspended in either PBS, Radioimmunoprecipitation assay buffer (RIPA buffer), or 2.5%

glutaraldehyde for different analyses.

Scanning electron microscopy

Re-suspended vesicle pellets were fixed in 2.5% glutaraldehyde and kept for overnight at 4°C. Vesicles
were then washed three times with PBS, dehydrated through a graded series of ethanol for 10 minutes
each, and incubated in hexamethyldisilazane for 1 hour on ice. Samples were then mounted, air dried,

sputter-coated with gold, and examined under Zeiss SEM microscope (ZEISS; Sigma 300).

Transmission electron microscopy

Isolated vesicles from control and IFT88 knockout endothelial cells were re-suspended in PBS at room
temperature. Carbon/formvar copper grids (Electron Microscopy Sciences) were glow discharged under
ultraviolet light (UV) for one hour. Diluted vesicles were loaded into the grids for 30 minutes. Vesicles
were then blocked with 1% BSA, washed with PBS, incubated with anti-rabbit POR antibody (Abcam),
washed with PBS, incubated with 5 nm rabbit IgG gold conjugate nanoparticle (Nanocs), washed with
PBS, and negatively stained with 2% uranyless acetate and 3% lead citrate (Electron Microscopy
Sciences). The vesicles were examined under a JEOL JEM-2100F microscope operated at 200kV with a
Field Emission electron source. Images were recorded on a Gatan OneView camera at magnification of

40,000x, corresponding to 2.8 angstrom per pixel at specimen space.

Immunocytochemistry

Cells were stained following a standard protocol, as described previously [1]. Briefly, cells were washed

with sodium cacodylate buffer, incubated in 3% glutaraldehyde for 10 minutes, incubated in 1% Triton-
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X for 5 minutes, and all primary antibodies were diluted in a 10% FBS solution. Primary antibodies for
golgi-97 (1:500, cell signaling), HSP70 (1:100, Abcam), CD166 (1:500, Abcam), POR (1:500, Abcam),
and acetylated-a-tubulin (1:1000, Sigma), were incubated for overnight at 4°C. The secondary antibodies
FITC fluorescence (1:500, Pierce) and Texas-Red fluorescence (1:500, Pierce) were diluted ina 10% FBS
solution, and incubated for 1 hour at room temperature. Cells were then rinsed with cacodylate buffer,
mounted with DAPI (Vector laboratories), and images were taken with Nikon Ti-E using Nikon Element
software. To take advantage of the naturally rigid cilium, we used Tungsten microwire to enable imaging
single cells from the side as discussed previously [2, 3]. This strategy would overcome the issues with
optical distortions of traditional 2-dimensional cell imaging. For our studies, we previously ordered the
precision microwire from H.P. Reid, Inc. in Palm Coast, FL. Because the company has ceased to exist, a
replacement of the Tungsten microwire can be obtained through Luma Metall AB, Sweden (Wire quality
#823; Surface finish #42). The precision microwire was prepared by coating the wire with type | collagen
(50 pg/mL in 0.02N acetic acid) to provide a conducive surface for cell attachment and growth. The
microwires were then UV-sterilized for 30 min and mounted on the imaging chamber before seeding the
cells. If needed the microwire can be gently rotated to observe the confluency of the cells around the

microwire.

Immunoblotting

Re-suspended vesicle pellets in RIPA buffer containing protease inhibitor (Roche) were vortexed for 30
minutes and centrifuged for 15 minutes at 10,000xg (accuSpin Micro 17, Fisher scientific). Concentration
of protein lysates were then determined using Pierce BCA Protein Assay Kit (Thermo Fisher Scientific),
and protein lysates were then analyzed in a standard 10% gradient sodium dodecyl sulfate-polyacrylamide

gel electrophoresis (SDS-PAGE). To confirm equal loading, gels were stained with Coomassie blue dye
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(Bio-Rad, blue R-250), washed with de-staining solution (Bio-Rad), and imaged with the ChemiDoc
XRS+ system (Bio-Rad). Using the dry method, proteins were transferred to nitrocellulose membrane
(Thermo Fisher Scientific) and blocked with 5% milk. Membranes were then incubated with primary
antibodies (1:500, POR; 1:500, CD166; 1: 500, golgi-97; and 1:100, HSP70) for overnight at 4°C and
secondary antibodies (1:1000 for both anti-mouse and anti-rabbit) for 1 hour at room temperature.

Membrane was then rinsed and imaged with the ChemiDoc XRS+ system (Bio-Rad).

Proteomic analyses

Samples preparation: Vesicle pellets from four independent samples of control wild-type and IFT88 (total

of 8 samples) were re-suspended in RIPA buffer. Samples were next reduced with 5 mM TCEP
(Thermofisher) and alkylated in the dark for 15 minutes with 10 mM iodoacetamide (Thermofisher).
Protein samples were then digested for 18 hours at 37°C in 2 M urea, 100 mM Tris, 1 mM calcium chloride
and 2 pg of trypsin (Promega), followed by 5% formic acid neutralization.

Liguid chromatography with tandem mass spectrometry (LC-MS-MS): The digested protein samples

were run through a strong cation exchange column coupled by reverse phase separation to enhance the
separation power and dynamic range of analysis [4]. The column was next washed with 95% water, 5%
acetonitrile, and 10% formic acid. In series of steps, the column was next attached and analyzed with an
Agilent 1100 quaternary pump and a LTQ Orbitrap Velos (Thermofisher), with an in-house built
electrospray stage, as described previously [5]. Proteins identification and quantitation were analyzed
with the Integrated Proteomics Applications (San Diego, CA.). Tandem mass spectra were extracted from
raw files using RawExtract (Version 1.9.9) [6], and were searched against Uniprot mus musculus database

with reversed sequences using ProLuCID [7]. Peptide candidates were filtered using DTASelect program
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(version 2.0). Each separation was performed and clustered independently for all eight samples. Proteins
obtained from the different separations were categorized in terms of types and percentage of enrichment.

Protein data profiling: The proteomic data were analyzed based on the spectral count abundance. The p-

value for each protein entry was calculated using Microsoft Excel (version 15.4; Table S1). Protein
fractions with P value < 0.05 were further analyzed (Table S2). Based on our proteomic comparative
analysis, all highly significant protein candidates that were not present (zero spectral count) in non-ciliated
IFT88 knockout cells were categorized as WT vesicles exclusive proteins (Table 3). Similarly, highly
significant protein candidates that appeared only in non-ciliated IFT88, and not in ciliated control cells,
were categorized as proteins exclusively expressed in KO vesicles (Table 4). Proteins that were highly
significant and present in both vesicles were tabulated separately and categorized as proteins shared
between WT and KO cell-derived vesicles (Table 5). To calculate the fold changes in protein expressions,
the averaged spectrum count of each protein in wild-type control samples was divided by the averaged

spectrum count of each protein in IFT88 samples.

Bioinformatics analyses

Gene ontology (GO) analyses: The dataset was analyzed with Ontologizer application (version 2.0) [8].

This application generated a set of interlinked HTML pages that presented three different categories:
biological processes, cellular component and molecular function. For more targeted GO analyses for
protein function (protein classes), signaling pathways, as well as biological processes, cellular component
and molecular function, Panther classification system was used (version 14.0) [9, 10].

Volcano, clustering, Venn diagram and violin plots: When a dataset was not normally distributed or

heterogeneous variance was detected, the distributions were normalized via log transformation. Plots
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were made using the R project for statistical computing software, (version 3.5.3). Effect sizes included in
violin plots were calculated using a Hedge’s g with correction for small sample sizes [11].

Network analyses: The protein-protein interaction network was analyzed with Cytoscape software

(version 3.3.0). The network interaction was simplified to examine only interaction between POR and
CD166 biomarkers. Interaction with both biomarker with ciliary genes was also analyzed. Types of
interactions (direct, physical, association and colocalization) were all described in the network. All ciliary
genes that interacted with vesicle biomarkers were distinctively highlighted, according to their ciliary sub-

compartment localization.

Statistical analyses

All quantifiable data are reported as the meanzstandard error of the mean. The homogeneity of variance
(homoscedasticity) was verified within each data set. Statistical analysis was performed using ANOVA
(analysis of variance) followed by a Bonferroni post hoc test. Power analysis was determined from the
coefficient variant. Most of our statistical analyses were performed with GraphPad Prism software
(version 7.0). The probability levels P values, represent the significant differences, is indicated in each

calculated graph. Numbers of experimental replicates and sample sizes are indicated in the figure legends.
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Table S1 Click here to access/download;Table;Table S1.pdf

Table S1. Analysis of protein compositions from isolated WT and KO cell-derived vesicles has revealed 3,444 protein fractions.

[__Spectral count for ciliated EV (WT) | Spectral count for non-ciliated EV (KO) ‘

Accession T-test p-value [Samplel [Sample2 [Sample3 [Sampled |Samplel |Snmplel |Snmple3 [Sampled

P16125 0.003457809 0 0 0 0 13 L-lactate dehydrogenase B chain OS=Mus musculus GN=Ldhb PE=1 SV=2

P35441 0.00699971 0 0 0 0 A 7 4 6 Thrombospondin-1 OS=Mus musculus GN=Thbs1 PE=I SV-

Q6GQTI 0.011732945 0 0 0 0 4 8 4 6 Alpha-2-macroglobulin-P OS=Mus musculus GN=A2m P]

Q61171 0.035908159 7 2 8 0 32 28 9 28 Peroxiredoxin-2 OS=Mus musculus GN-= Prde PE=1 SV=. 3

P60766 0.001039897 26 22 22 7 82 63 48 57 Cell divi

Q61598 0.017221951 18 14 14 2 55 29 21 39 Rab GDP dissociation inhibitor beta OS=] Mu~ musculus GN=Gdi2 PE=

P26041 0.005194877 111 85 83 28 266 206 188 192 Moesin O lus musculus GN=Msn P] SV-

Q01853 0.034474749 45 26 44 11 120 98 42 89 Transitional endoplasmic reticulum ATPase OS=Mus musculus GN=Vcp PE=1 SV=4
P10107 0.001412006 90 73 70 26 229 152 129 205 Annexin Al OS=Mus musculus GN=Anxal PE=1 SV=2

Q07797 0.02567394 14 15 14 0 42 38 17 37 Galectin-3-binding protein OS=Mus musculus GN=Lgals3bp PE=1 SV=1

F8WIT2 0.003200513 132 80 104 32 219 180 123 210 Annexin OS=Mus musculus GI nxa6 PE=1 SV=1

P18760 0.003724147 67 60 60 17 134 96 86 108 Cofilin-1 OS=Mus musculus GN=Cfll PE=1 SV=3

AOA1BOGSX0 0.043669846 28 20 20 14 52 36 31 51 L-lactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 SV=1

P07356 0.015573479 123 89 75 15 208 135 97 156 Annexin A2 OS=Mus musculus GN=Anxa2 PE=] SV=2

P62259 0.009276622 34 34 35 14 68 54 35 71 14-3-3 protein epsilon OS=Mus musculus GN=Ywhae PE=1 SV=1

A6Z144 0.02587277 66 75 60 26 133 113 84 106 Fructose-bisphosphate aldolase OS=Mus musculus GN=Aldoa PE=1 SV=1

P57780 0.043192861 46 42 31 7 76 53 40 66 Alpha-actinin-4 OS=Mus musculus GN=Actn4 PE=] SV=1

P62962 0.018547269 53 57 56 18 73 104 70 89 Profilin-1 OS=Mus musculus GN=Pfn1 PE=1 §

P48036 0.012725186 73 41 42 16 95 67 59 84 Annexin A5 OS=Mus musculus GN=Anxa5 PE=] SV=

P17742 0.053917159 52 27 25 0 77 59 30 62 Peptidyl-prolyl cis-trans isomerase A OS=Mus musculus GN=Ppia PE=] SV=2

Q8VDD5 0.033862598 272 183 227 83 409 303 230 305 Myosin-9 OS=Mus musculus GN=Myh9 PE=1 SV=4

QIWUTS 0.041529698 88 65 57 17 107 83 68 95 Programmed cell death 6-interacting protein OS=Mus musculus GN=Pdcd6ip PE=1 SV=3
P70168 0.01050399 B 38 49 14 63 52 40 58 Importin subunit beta-1 OS=Mus musculus GN=Kpnb1 PE=1 SV=

Q6ROH7 0.042889642 30 19 25 7 20 17 10 21 Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Mus musculus GN=Gnas PE=1 SV=1
Q6PHCI 0.009664254 147 127 136 34 108 84 64 90 Alpha-enolase OS=Mus musculus GN=Enol PE=1 SV=1

PRO318 0.039641284 161 123 144 68 99 88 82 103 T-complex protein 1 subunit gamma OS=Mus musculus GN= (c(3 PE=1 SV=1

P63101 0.019829529 78 75 78 35 54 31 42 70 14-3-3 protein zeta/delta OS=Mus musculus GN=Ywhaz PE=1 SV=|

Q5SXR6 0.003343502 414 294 302 96 189 174 129 202 Clathrin heavy chain OS=Mus musculus GN=Cltc P] S

P40142 0.006584647 63 52 60 16 38 39 17 23 Transketolase OS=Mus musculus GN=Tkt PE=1 SV=1

QICQV8 0.006230055 73 54 58 34 29 21 24 58 14-3-3 protein beta/alpha O

F6YY69 0.003182217 89 81 76 40 23 26 29 67 14-3-3 protein theta (Fragment) OS s Sv=1

P80314 0.001582106 217 145 230 79 76 70 68 120 T-complex protein 1 subunit beta OS=Mus musculus G ct2 PE=1 SV=4

P62874 0.00790914 108 89 75 36 45 32 32 44 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnb1 PE=1 SV=3
Q61739 0.001399553 36 26 26 9 6 6 7 5 Integrin alpha-6 OS=Mus musculus GN=Itga6 PE=1 SV=3

Q62351 0.000290724 106 72 82 24 5 5 4 10 Transferrin receptor protein 1 OS=Mus musculus GN=Tfrc PE=1 SV=1

P62821 0.07497188 0 0 0 0 2 3 0 3 Ras-related protein Rab-1A OS=Mus musculus Gl ablA PE=1 SV=3

008917 0.189284287 0 0 0 0 5 0 0 6 Flotillin-1 OS=Mus musculus GN=Flotl PE=1 SV=1

H3BKGO 0.391002219 0 o 0 0 o 0 0 4 Caveolin-1 OS=Mus musculus GN=Cav1 PE=1 SV=1

B7FAVI 0.004455195 99 73 99 20 303 195 138 211 Filamin, alpha (Fragment) OS=Mus musculus GN=FIna PE=1 §’

D3Z318 0.36236249 225 178 220 75 367 0 0 244 Elongation factor 1-alpha I (Fragment) OS=Mus musculus GN=Eeflal PE=1 SV=1
P84078 0.066086698 20 12 9 4 22 18 13 25 ADP-ribosylation factor 1 OS=Mus musculus GN=Arf] PE=] §

QITTS0 0.122946822 6 3 0 0 6 6 8 11 Serine/threonine-protein kinase MRCK beta OS=Mus musculus GN=Cdc42bpb PE=1 SV=2
P63001 0.102102581 49 28 42 10 47 53 58 60 Ras-related C3 botulinum toxin substrate 1 OS=Mus musculus GN=Rac1l PE=1 SV=1
P35700 0.190724786 53 33 51 7 96 50 31 60 Peroxiredoxin-1 OS=Mus musculus GN=Prdx1 PI Sv=1

008992 0.172667576 17 14 14 4 24 16 12 28 Syntenin-1 OS=Mus musculus GN=Sdcbp PE=1 SV=1

QIWVIL 0.079384173 34 29 28 6 38 43 30 47 Prostaglandin F2 receptor negative regulator OS=Mus musculus GN=Ptgfrn PE=1 SV=2
P52480 0267546327 301 216 239 80 488 246 166 352 Pyruvate kinase PKM OS=Mus musculus GN=Pkm PE=1 SV=4

P10852 0.302064676 35 26 19 4 33 27 25 38 4F2 cell-surface antigen heavy chain OS=Mus musculus GN=Slc3a2 PE=1 SV=1

PO941I 0.344982189 184 141 179 76 210 223 191 223 Phosphoglycerate kinase 1 OS=Mus musculus GN=Pgk | PE=1 SV=4

P41731 0.121361253 0 0 3 0 3 6 4 0 CD63 antigen OS=Mus musculus GN=Cd63 PE=1 SV=2

Q02053 0.120439965 120 86 102 22 169 118 72 116 Ubiquitin-like modifier-activating enzyme 1 OS: usmusculusGN Ubal PE=1 SV=1
AOAT40LJLO 0.717034625 7 9 7 0 12 8 0 3 CD81 antigen (Fragment) OS=Mus musculus GN=Cd81 PE=1 SV=]

Q01279 0.127624755 3 4 0 0 4 5 5 prdermal growth factor receptor OS=Mus musculus G!

P62806 0.226080574 288 226 234 72 327 315 284 S

Q99116 0.146372189 21 14 16 5 23 20 18

Q3117 0.603663424 77 46 67 26 112 66 40 B

AOAOA6YXF6 0.579607824 86 71 58 21 52 67 83 119 Tmmfurmmg pmlem RhoA (Fragmem) 0S=Mus musculus GN=Rhoa PE=1 SV=1
Q9D091 0.140626898 10 4 0 0 10 7 10 11 GTPase NRas OS] musculus GN=Nras P SV=]

Q61696 0.199114225 87 76 81 39 o 0 95 0 Heat shock 70 kDa protein 1A O! us musculus GN=Hspala PE=1 SV=2

P07724 0.785465479 0 4 4 13 7 8 11 11 Serum albumin OS=Mus musculus GN=Alb PE=1 SV=3

P54116 0.081656295 3 9 10 2 5 11 8 7 Erythrocyte band 7 integral membrane protein OS=Mus musculus GN=Stom PE=1 SV=3
E9QIF2 0.528034416 473 343 350 95 543 327 269 465 Actin, cytoplasmic 1 OS=Mus musculus GN=Actb PE=1 SV=1

P97429 0.47432758 68 43 52 14 76 42 43 57 Annexin A4 OS=Mus musculus GN=Anxa4 PE=1 SV=4

E9Q3X0 0.735196524 13 9 15 2 8 15 8 17 Major vault protein OS=Mus musculus GN=Mvp PE=1 SV=1

P26040 0.599019696 70 61 65 18 63 68 64 66 Ezrin OS=Mus musculus GN=Ezr PE=1 SV=3

AOAOUIRNJI 0.832870111 304 204 263 79 315 246 178 280 Fatty acid synthase OS=Mus musculus GN=Fasn PE=1 SV=1

P63017 0.504313118 348 311 313 148 418 338 237 324 Heat shock cognate 71 kDa protein OS=Mus musculus GN=Hspa8 Pl SV
AOAOAOMQF6 0.508713099 137 109 132 59 182 134 74 112 G 3-phosph: 0S=Mus musculus GN=Gapdh PI

P17751 0.918861635 122 96 106 20 84 92 98 108 Triosephosphate isomerase OS=Mus musculus GN=Tpil PE=1 SV=4

P21956 0.315848493 230 171 193 80 218 198 145 187 Lactadherin OS=Mus musculus GN=Mfge8 PE=I §'

P80316 0.761804557 129 77 99 22 115 85 80 81 T-complex protein 1 subunit epsilon OS=Mus musculus GN=Cct5 PE=1 SV=1

P63260 0305366673 1196 955 993 449 1055 887 881 1094 Actin, cytoplasmic 2 OS=Mus musculus GN=Actg] PE=1 SV=1I

035598 0.430451625 4 5 7 0 8 7 3 5 Disintegrin and metalloproteinase domain-containing protein 10 OS=Mus musculus GN=Adam10 PE=1 SV=2
PO8752 0.420378363 56 39 40 1 52 33 25 47 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Mus musculus GN=Gnai2 PE=1 SV=5
Q9Z1Q5 0.266327101 47 32 37 8 43 31 27 racellular channel protein 1 OS=Mus musculus GN=Clicl PE=1 SV=3
P09055 0.144682836 94 85 90 29 89 73 71 ulus GN=Itgb1 PE=1 SV=1

P68369 0.458594742 223 150 153 34 188 143 77 nusculus GN=Tubala PE=1 SV=1

P05213 0.460832697 225 151 152 34 190 143 76 s musculus GN=Tubalb PE=1 SV=2

P20029 0.37501981 34 20 26 8 31 28 8 23 78 kDa glucose-regulated prot

P68373 0.393710732 220 149 149 34 186 135 77 160 Tubulin alpha-1C chain O

D3ZIM1 0.70254034 59 43 49 9 35 38 36 52 Guanine nucleotide-binding protein (‘(I)/G(S)/(‘(T) subunit beta-2 (Fragment) OS=Mus musculus GN=Gnb2 PE=1 SV=1
P68510 0.230994514 22 18 26 14 16 18 20 26 14-3-3 protein eta OS=Mus musculus GN=Ywhah PE=1 SV=2

Q61187 0.604299512 4 4 0 0 0 0 0 4 Tumor susceptibility gene 101 protein OS=Mus musculus GN=Tsg101 PE=1 SV-

E9Q0C3 0.1010874 94 93 104 43 98 82 59 88 Heat shock protein HSP 90-beta (Fragment) OS=Mus musculus GN=Hsp90ab1 PI

P07901 0.088575903 233 174 225 50 194 159 124 177 Heat shock protein HSP 90-alpha OS=Mus m\lsculu: GN (=Hsp90aal PE=1 SV=4

13QP71 0.341094864 22 20 17 5 12 17 15 17 Basigin (Fragment) OS=Mus musculus GN=Bsg PI SV=1

F27483 0.273409548 30 17 23 7 13 20 17 19 T-complex protein 1 subunit alpha Of us mnsculns GN=Tepl PE=1 SV=1

Q9EQP2 0.623047595 30 13 18 2 18 10 8 20 EH domain-containing protein 4 OS=Mus musculus GN=Ehd4 PE=1 SV=1

P17047 0.72245146 9 o 4 0 7 5 0 5 Lysosome-associated membrane glycoprotein 2 OS=Mus musculus GN=Lamp2 PE=1 SV=2
Q8VDN2 0.114091839 125 108 113 23 98 74 50 88 Sodium/potassium-transporting ATPase subunit alpha-1 OS=Mus musculus GN=Atplal PE=1 SV=1
P55258 0.267496862 7 0 7 0 4 5 7 7 Ras-related protein Rab-8A OS=Mus musculus GN=Rab8a PE=1 SV=2

P51150 0.941688958 32 19 18 0 16 14 10 26 Ras-related protein Rab-7a OS=Mus musculus GN=Rab7a PI S

Q91Vval 0.791702711 16 11 9 0 11 9 5 8 Ras-related protein Rab-14 OS=Mus musculus GN=Rab14 PI S

P53986 0.107024019 16 12 16 10 8 7 8 6 Monocarboxylate transporter 1 OS=Mus musculus GN=Slc16al PE=1 SV=1

P35278 0.409685858 8 8 13 0 5 3 0 7 Ras-related protein Rab-5C OS=Mus musculus G c PE=1 SV=2

QVQZF2 0.103596017 13 15 1 0 3 3 0 2 Glypican-1 OS=Mus musculus GN=Gpcl PE=1 S

AOAOUIRQ49 0.065348584 5 4 3 0 0 0 0 0 Hsp70-binding protein 1 (Fragment) OS=Mus musculus GN=Hspbp1 PE=1 SV=1
P40240 0207614406 4 4 0 6 0 0 0 0 CDY antigen OS=Mus musculus GN=Cd9 PE=1 SV:

Reverse_sp|P8252[EF2_MOUSE 0391002219 0 2 0 0 0 0 0 0 Elongation factor 2 0$=Mus musculus GN=Eef2 PE=1 SV=2

QIWVFs 0.391002219 0 4 0 0 0 0 0 0 prdermal growth factor receptor OS=Mus musculus GN:ngr PE=1 SV=1

Q61490 1.9445E-05 0 0 0 0 29 24 17

E9Q3Q6 1.9445E-05 0 0 0 0 29 24 17

E9Q4G8 1.9445E-05 0 0 0 0 29 24 17 B s B

Q5SUW3 7.11741E-05 0 0 0 0 6 5 4 5 Growth factor receptor-bound protein 10 OS=Mu

Q60760 7.11741E-05 0 0 0 0 6 5 4 5 Growth factor receptor-bound protein 10 OS=Mu

P26618 7.38176E-05 0 0 0 0 13 10 7 10 Platelet-derived growth factor receptor alpha O us musculus GN=Pdgfra P

035295 9.88794E-05 0 0 0 0 7 6 5 7 Transcriptional activator protein Pur-beta OS=Mu GN=Purb PE=1 SV=3
035474 0.000105736 0 o 0 0 15 11 10 13 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=2
Q8C4U8 0.000105736 0 o 0 0 15 11 10 13 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=1
Q80YX1 0.00012499 0 o 0 0 71 62 49 75 Tenascin OS=Mus musculus GI nc PE=1 SV=1

Q04857 0.000207749 0 0 0 0 23 19 14 17 Collagen alpha-1(VI) chain OS=Mus musculus G!

Q6PLI1 0.000257504 0 o 0 0 19 18 12 16 Crmpl protein OS=Mus musculus GN=Crmp1 PE=1 SV=1

P51655 0.000392305 0 o 0 0 35 22 20 25 Glypican-4 OS=Mus musculus GN=Gped PE=1 SV=2

D3Z1J5 0.000508638 0 o 0 0 4 3 3 4 Palladin (Fragment) OS=Mus musculus GN=Palld PE=1 SV=1

P62897 0.000546062 0 o 0 0 17 13 8 12 Cytochrome ¢, somatic OS=Mus musculus GN=Cycs PE=1 SV=2

P28653 0.000574134 0 0 0 0 35 21 19 31 Biglycan OS=Mus musculus GN=Bgn PE=1 SV=1

QIWTKS 0.000637921 0 o 0 0 4 3 2 4 Nuclear factor NF-kappa-B p100 subunit OS=Mus musculus GN=Nfkb2 PE=1 SV=1
Q62009 0.000644387 0 0 0 0 37 24 17 25 Periostin OS=Mus musculus GN=Postn Pl S

97927 0.000654838 0 0 0 0 34 29 17 34 Laminin subunit alpha-4 OS=Mus musculus GN=Lamad PE=1 SV=2

E9QA16 0.000749939 0 0 0 0 29 24 2 23 Protein Cald1 OS=Mus musculus GN=Cald 1 PE=1 SV=1

Q8VCQ8 0.000808196 0 0 0 0 29 23 22 23 Caldesmon 1 OS=Mus musculus GN=Cald1 PE=1 S

A0AOG2IGD2 0.000844875 0 0 0 0 5 5 3 4 Protein $100-A4 (Fragment) OS=Mus musculus GN=S100a4 PE=1 SV=1

PO7091 0.000844875 0 0 0 0 5 5 3 4 Protein $100-A4 OS=Mus musculus GN=S100a4 PE=1 SV=1

P37889 0.000948621 0 0 0 0 86 61 36 62 Fibulin-2 O lus musculus GN=FbIn2 PE=1 SV=2

AOA0J9YUE9 0.001171617 0 0 0 0 10 6 6

P54728 0.001176835 0 0 0 0 8 7 7 \Il\LIllIl\GN Rad23b PE=1 SV=2
G3XA35 0.001386952 0 0 0 0 12 9 6 7 MCG116562, isoform CRA_a O!

E9PYHO 0.001386952 0 0 0 0 12 9 6 7 Versican core protein OS=Mus

P10518 0.001406176 0 0 0 0 8 9 7 8 Delta-aminolevulinic acid dehydratase Of us musculm GN:Alnd PE=1 SV=1

Q6P069 0.00143027 0 0 0 0 12 11 8 8 Sorcin OS=Mus musculus GN=Sri PE=1 SV=1

P18872 0.001480543 0 0 0 0 26 22 13 29 Guanine nucleotide-binding protein G(o) subunit alpha Of us musculus GN=Gnaol PE=1 SV=3
Q8CG14 0.001603835 0 o 0 0 12 12 6 10 Complement Cls-A subcomponent OS=Mus musculus GN=Clsa PE=2 SV=2

E9Q6C2 0.001603835 0 o 0 0 12 12 6 10 Protein Clsl OS=Mus musculus GN=Cl1sl PE=1 SV=1

D3Z2M7 0.001614518 0 o 0 0 26 19 11 25 Guanine nucleotide-binding protein G(o) subunit zlpha (Fragment) OS=Mus musculus GN=Gnaol PE=1 SV=1
088322 0.001712844 0 0 0 0 92 66 35 71 Nidogen-2 OS=Mus musculus GI S

070326 0.001787627 0 o 0 0 5 3 3 3 Gremlin-1 OS=Mus musculus GN=Grem1 PE=2 SV 1

Q62523 0.002084986 0 o 0 0 6 5 3 7 Zyxin OS=Mus musculus GN=Zyx PE=1 §'

QTTQE2 0.002084986 0 o 0 0 6 5 3 7 Zyx protein OS=Mus musculus GN=Zyx Pl S

Q01149 0.002120259 0 o 0 0 42 39 25 26 Collagen alpha-2(I) chain OS=Mus musculus L:NMII&Z PE

H3BL26 0.002249225 0 0 0 0 6 5 4 8 Tetraspanin-6 (Fragment) OS=Mus musculus G

070401 0.002249225 0 o 0 0 6 5 4 8 Tetraspanin-6 OS=Mus musculus GN=Tspan6 PE=1 SV=1

Q99L96 0.002249225 0 0 0 0 6 5 4 8 Tetraspanin OS=Mus musculus GN=Tspan6 PE=]1 SV=1

P28654 0.002367549 0 o0 0 0 77 101 72 91 Decorin OS=Mus musculus GN=Den PE=1 §

Q62000 0.002404536 0 0 0 0 14 9 5 10 Mimecan OS=Mus musculus GN=Ogn P!

Q61553 0.002753759 0 0 0 0 85 107 89 111 Fascin 0S=Mus musculus GN

G3UXG7 0.002886723 0 0 0 0 5 5 5 5 C i

P67871 0.002886723 0 0 0 0 5 5 5 asein kinase I1 subunit beta OS=Mus musculus GN=Csnk2b PE=1 SV=1

D3Z4A4 0.003269405 0 0 0 0 27 18 9 20 Peroxiredoxin-2 (Fragment) OS=Mus musculus GN=Prdx2 PE=1 SV=8

D3YX76 0.003339675 0 0 0 0 4 5 3 6 Glutathione S-transferase OS=Mus musculus G! m2 PE=1 SV-

P15626 0.003339675 0 0 0 0 4 5 3 6 Glutathione S-transferase Mu 2 OS=Mus musculus GN=Gstm2 PE=1 SV=2
AOAO8TWS16 0.003504367 0 0 0 0 25 18 9 15 Pru\em Col6a3 OS=Mus musculus GN=Col6a3 PE=1 SV:

Q9DCC4 0.003573486 0 0 0 0 5 3 4 4 c: yerl PE=1 SV=2

Q5SS83 0.003604865 0 0 0 0 8 4 5 5 Flotillin 2, isoform CRA_a OS=Mus musculus GN=Flot2 PE=1 SV=1

Q60634 0.003604865 0 0 0 0 8 4 5 5 Flotillin-2 OS=Mus musculus GN=Flot2 PE=1 SV=2

AOA067XG53 0.003768895 0 0 0 0 8 8 6 5 Peripheral plasma membrane protein CASK (Fragment) OS=Mus musculus GN=Cask PE=1 SV=1
070589 0.003768895 0 o 0 0 8 8 6 5 Peripheral plasma membrane protein CASK OS=Mus musculus GN=Cask PE=1 SV=2
PI1152 0.004017591 0 o 0 0 19 8 10 13 Lipoprotein hpa:e ‘0S=Mus musculus GN=Lpl PE=1 SV=3

BIBIE2 0.004292091 0 o 0 0 4 6 4 5 L growth factor beta-binding protein 1 (Fragment) OS=Mus musculus GN=Ltbp1 PE=1 SV=8§
Q8CG19 0.004292091 0 0 0 0 4 6 4 5 Li growth factor beta-binding protein 1 OS=Mus musculus GN=Ltbp1 PE=1 SV=2
QIETS4 0.00437601 0 o 0 0 6 8 7 8 Palladin OS=Mus musculus GN=Palld PE=1 SV=2
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48428 0.004524911 0 0 0 0 1 5 5 6 Tubulin-specific chaperone A OS=Mus musculus GN=Tbea PE=1 SV=3
E9Q2A0 0.004609696 0 0 0 0 8 7 5 4 EGF-containing fibulin-like extracellular matrix protein 2 (Fragment) OS=Mus musculus GN=Efemp2 PE=1 SV=1
QU9K41 0.005109234 0 0 0 0 2 32 15 21 EMILIN-1 08=Mus musculus GN=Emilinl PE=1 §
E9PWQ3 0005148804 0 0 0 0 29 2 11 15 Protein Col6a3 OS=Mus musculus GN=Col6a3 PE=1 S
070433 0.005361581 0 0 0 0 5 7 5 9 Four and a half LIM domains protein 2 OS=Mus mu;culu; GN=Fh12 PE=1 $V=1
E9PYBO 0.005637731 0 0 0 0 7 4 6 6 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV="
QOWVI9 0.005876575 0 0 0 0 12 10 5 6 EGF-containing fibulin-like extracellular matrix protein 2 OS=Mus musculus GN=Efemp2 PE=
GSESD6 0.005876575 0 0 0 0 12 10 5 6 EGF-contining fibulin-like extracelllar matix protin 2 OS-Mus musculus GN~Efemp2 PE=
P10493 0.005996932 0 0 0 0 126 87 36 89 Nidogen-1 0S=Mus musculus GN=Nid 1 PE=1 SV=2
QuIU8 0.006089453 0 0 0 0 8 8 9 8 SH3 domain-binding glutamic acid-rich-like protein OS=Mus musculus GN=Sh3bgrl PE=1 SV=1
Q62059 0.006315549 0 0 0 0 1 9 5 5 Versican core protein OS=Mus museulus GN=Vean PE=1 SV=
Q61081 0.006333512 0 0 0 0 5 2 2 3 Hsp90 co-chaperone Cdc37 OS=Mus musculus GN=Cdc37 PE=1 SV=1
008603 0.006606666 0 0 0 0 8 7 6 4 Retinoic acid early-inducible protein 1-beta OS=Mus musculus GN=Ract1b PE=1 SV=1
53996 0.006827793 0 0 0 0 2 13 12 9 Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp PE=1 SV=2
Q60866 0.006963962 0 0 0 0 3 4 4 5 Phosphotriesierase-related protein OS=Mus musculus GN=Pier PE=1 SV=1
A2AUR3 0.006963962 0 0 0 0 3 4 4 5 Phosphotriesterase-related protein (Fragmcm) 0S-Mus musculus GN=Prer PE=1 SV=2
Q80YQI 0.00699971 0 0 0 0 4 7 4 6 Thrombospondin 1 OS=Mus musculus s1 PE=1 SV=1
D3YTPO 0.007130451 0 0 0 0 5 7 4 9 Metalloreductase STEAP}(Fragmcm)O us musculus GN=Steap3 PE=1 SV=8
E9QN92 0.007130451 0 0 0 0 5 7 4 9 Metalloreductase STEAP3 OS=Mus museulus GN=Steap3 PE=1 SV=I
Q8CI59 0.007130451 0 0 0 0 5 7 4 9 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=I S
AOAOR4TI GO 0.007130451 0 0 0 0 5 7 4 9 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 §
QICWS0 0.007276445 0 0 0 0 5 3 4 3 NG).NG i 1 0S=Mus musculus GN Ddahl PE=1 SV=3
Q64314 0.007325832 0 0 0 0 8 10 5 13 Hematopoietic progenitor cell antigen CD34 OS=Mus musculus GN=Cd34 P
P01027 0.007522037 0 0 0 0 12 17 1 10 Complement C3 OS=Mus musculus GN=C3 PE:
Q3U687 0.007620967 0 0 0 0 5 8 6 6
70290 0.009163409 0 0 0 0 13 18 7 12
A2ANS4 0009163409 0 0 0 0 13 18 7 12
QU3350 0.009228339 0 0 0 0 14 12 6 6
Q64449 0.009564109 0 0 0 0 7 9 5 13
P14428 0.009610074 0 0 0 0 6 5 4 10
G3UXU2 0.010593758 0 0 0 0 3 3 4 5
P61622 0.010593758 0 0 0 0 3 3 4 5
AOAOBAJIFO 0.010593758 0 0 0 0 3 3 4 5
Q8K2A1 0.010609968 0 0 0 0 6 4 3 2 PTB domain-containing engulfment adapter protein 1 OS=Mus musculus GN:
E0CXCS 0.010609968 0 0 0 0 6 4 3 2 PTB domain-containing engulfment adapter protein 1 OS=Mus musculus GN
035646 0.01093572 0 0 0 0 3 5 4 7 Calpain-6 OS=Mus musculus GN=Capné PE=1 SV=2
QIDOF9 0.011234897 0 0 0 0 8 6 5 13 Phosphoglucomutase-1 OS=Mus musculus GN=Pgm1 PE=1 SV=4
E9QN12 0.011495961 0 0 0 0 8 3 6 6 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
P05622 0.011495961 0 0 0 0 8 3 6 6 Platclet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE<1 SV=1
E9QPE2 0.011495961 0 0 0 0 8 3 6 6 Platclet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE<1 SV=1
B2RUES 0.011944388 0 0 0 0 3 5 5 6 Map4kd protein OS=Mus musculus GN-Mapdkd PE=1 SV=I
ADAOA6YWMS 0.011944388 0 0 0 0 3 5 5 6 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN=Map4k4 P
PIT820 0.011961137 0 0 0 0 3 4 4 3 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN-Map4k4 P
F7DBB3 0011973526 0 0 0 0 7 4 7 6 Protein Ahnak2 (Fragment) OS=Mus museulus GN=Ahnak2 PE=1 SV=1
P24549 0.01207989 0 0 0 0 2 4 2 4 Retinal dehydrogenase 1 OS=Mus musculus GN=Aldhlal PE=1 SV=5
62965 0013542122 0 0 0 0 4 9 5 7 Cellular retinoic acid-binding protein 1 OS=Mus musculus GN
P38647 0.013733466 0 0 0 0 7 5 2 3 Stress-70 protein, mitochondrial OS=Mus musculus GN=Hspa9 PE=1 SV=
E9PWES 0.013936138 0 0 0 0 39 29 8 29 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=Dpysi3 P!
Qo281 0.014866485 0 0 0 0 8 10 5 4 Protein Noxp20 OS=Mus musculus GN=Fam| 14al PE=1 §
P11087 0015241163 0 0 0 0 43 36 13 19 Collagen alpha-1(I) chain OS=Mus musculus GN=Collal PE=1 SV=4
Q08093 0015427758 0 0 0 0 7 5 6 3 B
Q62188 0017362145 0 0 0 0 39 29 7 29
QU9KSI 0.018263529 0 0 0 0 3 7 6 6
BIAXS8 0.018263529 0 0 0 0 3 7 6 6
AOAICTCYVO 0.018263529 0 0 0 0 3 7 6 6 s s
D3Z7Ds 0.019535993 0 0 0 0 8 5 2 3 Collagen alpha-2(VI) chain OS=Mus musculus G
Q8C8UO 0.021148077 0 0 0 0 2 10 4 14 Liprin-beta-1 0S=Mus musculus GN=Ppfibpl PE=1
AOA0G2IGZS 0.021633448 0 0 0 0 12 6 2 8 PDZ and LIM domain protein $ (Fragment) OS=Mus museulus GN=Pdlim5 PE=1 SV=1
Q8BH3S 0.024283172 0 0 0 0 4 5 7 5 Complement component C8 beta chain OS=Mus musculus GN=C8b PE=1 SV=I
D912Z9 0.026008571 0 0 0 0 13 6 2 8 ENH isoform 1b OS=Mus musculus GN=Pdlim3 PE=1 SV=1
Q8CISI 0.026008571 0 0 0 0 13 6 2 8 PDZ and LIM domain protein § OS=Mus museulus GN=Pdlims PE=1 SV=4
DOI301 0.026008571 0 0 0 0 13 6 2 8 ENH isoform 1d OS=Mus musculus GN=Pdlim3 PE=I SV=1
D9J300 0.026008571 0 0 0 0 13 6 2 8 ENH isoform Ic OS=Mus musculus GN=PdlimS PE=<1 SV=1
DOI302 0.026008571 0 0 0 0 13 6 2 8 ENH isoform l¢ OS=Mus musculus GN=Pdlim5 PE<1 SV=1
E9QIS3 0.026048044 0 0 0 0 5 12 4 9 Protein transport protein Sec23A OS=Mus museulus GN-
Q1405 0.026048044 0 0 0 0 5 12 4 9 Protein transport protein Sec23A OS=Mus musculus GN-
PO1942 0.028797929 0 0 0 0 3 8 4 4 Hemoglobin subunit alpha OS=Mus musculus GN=Hba PE=1 SV=2
QVIVBS 0.028797929 0 0 0 0 3 8 4 4 Alpha globin 1 0S=Mus musculus GN=haemaglobin alpha 2 PE=1 SV=1
Q61205 0.032542586 0 0 0 0 2 7 4 4 Platelet-activating factor acetylhydrolase IB subunit gamma OS=Mus musculus GN=Pafah1b3 PE=1 SV=I
D3ZTE6 0.032542586 0 0 0 0 2 7 4 4 Platelet-activating factor acetylhydrolase IB subunit gamma OS=Mus musculus GN=Pafah1b3 PE=1 SV=1
QUCPNS 0.035556315 0 0 0 0 13 14 3 6 Insulin-like growth factor 2 mRNA-binding protein 3 OS=Mus musculus GN=Igf2bp3 PE=1 SV=1
ADA0G2IEI0 0.036259822 0 0 0 0 12 4 2 6 PDZ and LIM domain protein 5 (Fragmeni) OS=Mus musculus GN Pdl\mS PE=1 SV=1
P33434 0.036569605 0 0 0 0 4 9 3 4 72 kDa type IV collagenase OS:
Q9CQ60 0.040112916 0 0 0 0 14 9 2 5 6-phosphogluconolactonase O
008604 0.058169473 0 0 0 0 7 5 4 0 c acid carly-inducible profein 1-gamma OS=Mus musculus GN=Raetlc PE=1 SV=1
QUIV35 0.058492489 0 0 0 0 3 0 2 3 Receptor-type tyrosine-protein phosphatase OS=! Mus musculus GN=Ptpra PE=1 SV=1
QIDSUS 0.058801998 0 0 0 0 4 3 0 3 Sorting nexin-5 us musculus GN=Snx3 PE=1 SV=
Q3TT92 0.058919844 0 0 0 0 39 29 0 29 Dihydropyrimidinase-related protein 3 O M..\ musculus GN=Dpysl3 PE=1 SV=1
Q60716 0.059371676 0 0 0 0 4 3 2 0 Prolyl &-hydroxylase subunit alphi-2 OS-Mus musculus GN-P4ha2 PE=1 §
Q5SX75 0.059371676 0 0 0 0 4 3 2 0 ' (Proline 4 alpha 1T isoform CRA_f 0S=Mus musculus GN=P4ha2 PE=1 SV=1
Q61391 0.059404406 0 0 0 0 4 3 0 4 Neprilysin OS-Mus musculus GN-Mme PE~1 SV=3
F6XSLS 0.059605792 0 0 0 0 7 5 0 5 6-phosphogluconolactonase (Fragment) OS=Mus musculus GN=Pgls PE=I SV=1
H3BIQ7 0.060121148 0 0 0 0 6 6 0 6 Peroxiredoxin-3, mitochondrial OS=Mus musculus GN=Prdx5 PE=1 SV=I
P99029 0.060121148 0 0 0 0 6 6 0 6 Peroxiredoxin-3, mitochondrial OS=Mus musculus GN=Prdx5 PE=1 SV=2
070493 0.060121148 0 0 0 0 4 4 0 4 Sorting nexin-12 0S=Mus musculus GN=Snx 12 PE=1 SV=1
Q3TGST 0.060121148 0 0 0 0 4 4 0 4 Putative uncharacterized protein OS=Mus musculus GN=Snx12 PE=1 SV=1
Q6ZWQS 0.060121148 0 0 0 0 4 4 0 4 Putative uncharacterized protein OS=Mus musculus GN=Snx12 PE=1 SV
Q3V2H3 0.060121148 0 0 0 0 4 4 0 4 Putative uncharacterized protein OS=Mus musculus GN=Snx 12 P!
054724 0.061611669 0 0 0 0 7 7 0 6 Polymerase I and transcript release factor OS=Mus musculus GN=Ptrf PE=1 SV=1
A2AF67 0.061827257 0 0 0 0 3 2 0 3 Dedicator of cytokinesis protein 11 0S-Mus musculus GN-Dock1 1 PE-1 SV-1
Q99KO1 0.061829808 0 0 0 0 5 3 3 0 Pyridoxal-d us museulus GN=Pdxdel PE=1 SV=2
AOAOR4I034 0.061829808 0 0 0 0 5 3 3 0 MICG129810, isoform CRA_c OS=Mus musculus GN=Pdxdel PE=1 SV=1
054988 0.062594515 0 0 0 0 9 2 6 2 STE20-like serine/threonine-protein kinase OS=Mus musculus GN=SIk PE=1 SV=2
POG684 0.063102753 0 0 0 0 5 s 0 4 Complement C5 OS=Mus musculus GN=CS PE=1 SV=
FICVIS 0.06311774 0 0 0 0 7 4 0 6 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=1
Qs6IMI 0.063850636 0 0 0 0 1 9 0 7 Acpl protein OS=Mus musculus GN=Acpl PE=I S
Qv23D2 0.064237986 0 0 0 0 0 4 3 6 Flavin reductase (NADPH) OS=Mus musculus G}
E9PZC3 0.064237986 0 0 0 0 0 4 3 6 Flavin reductase (NADPH) OS=Mus musculus GN=Blvrb PE=I SV=I
Q61166 0.064901439 0 0 0 0 4 4 0 3 Microtubule-associated protein RP/EB family member 1 0S=Mus musculus GN=Maprel PE=1 SV=3
AOAOI9YUN4 0065061703 0 0 0 0 10 6 0 10 Dyna Mus musculus GN=Dnm]1 PE=1 SV=1
A2AF47 0.06691555 0 0 0 0 4 2 0 3 Dedicator of cytokinesis protein 11 OS=Mus musculus GN=Dock] 1 PE 18v=1
QsSVII 0.067234945 0 0 0 0 6 0 4 8
QsSVI0 0.067234945 0 0 0 0 6 0 4 8 sv=1
QsSVI0 0.067234945 0 0 0 0 6 0 4 8
QsSVII 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit beta OS=Mus musculus GN-
QssvI2 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit beta OS=Mus musculus GN-
QsSVI3 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit beta OS=Mus musculus GN
QsSVI9 0.067234945 0 0 0 0 6 0 4 8
P28652 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit beta OS=Mus musculus GN-
Q923T9 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I subunit gamma OS=Mus musculus GN=Camk2g PE=1 SV=1
E9Q1V9 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I subunit delta OS=Mus musculus GN-Camk2d PE=1 SV=2
E9QIWO 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I subunit delta OS=Mus musculus GN~Camk2d PE=1 SV=2
E9QITI 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type IT subunit delta OS=Mus museulus GN~Camk2d PE=1 SV=1
Q68EG2 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit beta OS=Mus musculus GN=Camk2b PE=1 §
ADA0G2IGS4 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit delta OS=Mus musculus GN~Camk2d PE=1 SV=1
Q6PHZ2 0.067234945 0 0 0 0 6 0 4 8 Calcium/calmodulin-dependent protein kinase type I1 subunit delta OS=Mus musculus GN=Camk2d PE=1 SV=I
P24472 0.067808674 0 0 0 0 6 3 0 4 Glutathione S-transferase A4 OS=Mus musculus GN=Gstad PE=1 SV=3
QIDAWY 0.068505488 0 0 0 0 4 5 0 4 Calponin-3 OS=Mus musculus GN=Cnn3 PE=1 SV=1
A0A0G2IDVS 0.068505488 0 0 0 0 4 5 0 4 Calponin OS=Mus musculus GN=Cnn3 PE=1
0.068559656 0 0 0 0 10 12 2 3 Collagen alpha-2(VI) chain OS=Mus musculus G
P24527 0.069060706 0 0 0 0 3 3 0 2 Leukotriene A-4 hydrolase OS=Mus musculus GN
AOAOR41086 0.07046827 0 0 0 0 13 6 0 9 Olfactomedin-like protein 3 OS
QU0915 0071091559 0 0 0 0 6 4 0 3
AOAOR410S4 0.071228456 0 0 0 0 10 7 0 5 Lethal(2) giant larvac protein homolog 1 O!
Q80Y17 0.071228456 0 0 0 0 10 7 0 5 Lethal(2) giant larvac protein hnmnlng 10
Q8CBG6 0071715916 0 0 0 0 9 8 0 5 =
QUR257 0.071854304 0 0 0 0 5 7 0 6
AOAI40TSJ4 0.071854304 0 0 0 0 5 7 0 6 s
QoCz44 0.072476027 0 0 0 0 4 0 2 5 NSFLI cofactor p47 OS=Mus musculus GN-Nsfl ¢ PE=1 §
QICRS6 0.076053456 0 0 0 0 3 2 0 4 Calcium-regulated heat stable protein 1 0S-Mus musculus GN~Carhsp1 PE1 SY=1
E9QIE4 0.076469602 0 0 0 0 0 7 4 4 Cyclin-dependent kinase 4 (Fragment) Of =1 8v=1
P61226 0.078037625 0 0 0 0 3 3 0 5 Ras-related protein Rap-2b OS=Mus musculus GN=Rap2b PE=1 SV=1
P00493 0.078037625 0 0 0 0 3 3 0 5 0S=Mus musculus GN=Hprtl PE=1 SV=3
Q8BK62 0.079270066 0 0 0 0 15 6 0 9 Olfactomedin-like protein 3 OS-Mus musculus GN-Olfml3 PE-2 SV-2
P70206 0.080022834 0 0 0 0 4 3 0 6 Plexin-Al OS=Mus musculus GN~Plxnal PE=1 SV=1
QUDB34 0.080972725 0 0 0 0 2 3 0 2 Charged multivesicular body protein 2a OS=Mus musculus GN-Chmp2a PE=1 SV=1
D3Z4X1 0.081499815 0 0 0 0 7 4 2 0 6-phosphogluconolactonase OS=Mus musculus GN=Pgls PE<1 SV=I
Reverse_spiQ9QY33[TSN3_MOUSE 0.082732269 0 0 0 0 3 4 4 0 Tetraspanin-3 OS=Mus musculus GN=Tspan3 PE=1 SV=1
Q8K482 0.08335286 0 0 0 0 7 6 0 3 EMILIN-2 OS=Mus musculus GN=Emilin2 PE=1 §
Q8C3V4 0.084103981 0 0 0 0 2 3 0 4 Signal transducer and activator of transcription OS=Mus musculus GN=Statl PE=I SV=1
AOAOSTWSPS 0.084103981 0 0 0 0 2 3 0 4 Signal transducer and activator of transcription OS=Mus museulus GN=Statl PE=1 §
P42225 0.084103981 0 0 0 0 2 3 0 4 Signal transducer and activator of transcription 1 OS=Mus museulus GN=Stat1 P
G3X8Q5 0.084410115 0 0 0 0 5 7 0 10 Ceruloplasmin OS=Mus musculus GN=Cp PE=I SV=1
Q61147 0.084410115 0 0 0 0 5 7 0 10 Ceruloplasmin OS=Mus musculus GN=Cp PE=1 SV=2
E9PZDS 0.084410115 0 0 0 0 5 7 0 10 Ceruloplasmin OS=Mus musculus GN=Cp PE=1 SV=1
G3X9TS 0.084410115 0 0 0 0 5 7 0 10 Ceruloplasmin OS=Mus musculus GN=Cp PE=I SV=1
Q8CG16 0.084437203 0 0 0 0 6 10 0 7 Complement Clr-A subcomponent OS=Mus musculus GN=Clra PE=1 SV=1
GSESGO 0.085270199 0 0 0 0 10 4 0 5 Heterogencous nuclear ribonucleoprotein D, isoform CRA_b OS=Mus musculus GN=Hnmpd PE= SV=1
G3IXIWO 0.085270199 0 0 0 0 10 4 0 5 Heterogencous nuclear ribonucleoprotein D, isoform CRA_a OS=Mus musculus GN=Hnrnpd PE=1 SV=1
P70202 0.087887774 0 0 0 0 5 3 5 0 Latexin OS=Mus musculus GN=Lxn PE=1 §
PO8121 0.088633399 0 0 0 0 12 9 3 0 Collagen alpha-1(I11) chain OS=Mus mus
QSBFW7 0.089152769 0 0 0 0 7 3 0 3 Lipoma-preferred partner homolog OS=Mus musculus GN:
Q8BK64 0.08930278 0 0 0 0 3 4 0 2 Activator of 90 kDa heat shock protein ATPase homolog 1 0S=Mus musculus GN=Ahsal PE=1 SV=2
BIAQD3 0.090893068 0 0 0 0 4 0 6 6 Ras-related protein Rab-34 OS=Mus musculus GN=Rab34 PE=1 SV=1
Q64008 0.090893068 0 0 0 0 4 0 6 6 Ras-related protein Rab-34 OS=Mus musculus GN=Rab34 PE=1 SV=2
QUPD20 0.090893068 0 0 0 0 4 0 6 6 Rab34 OS=Mus musculus GN=Rab34 PE=1 SV=1
QU9K94 0.093851909 0 0 0 0 2 2 0 4 Signal transducer and activator of transcription OS=Mus musculus GN=Statl PE=<1 SV=1
GIX9H8 0.093851909 0 0 0 0 4 4 0 8 E3 ubiquitin- protein ligase NEDD4-like OS=Mus museulus GN=Neddd1 PE=1 SV=1
F6VLTS 0.094007766 0 0 0 0 0 3 6 6 (RNA N lytic subunit WDR# (Fragment) OS=Mus museulus GN=Wdr4 PE=1 SV=1
QUIKCE 0.094303581 0 0 0 0 4 3 0 7 von Willebrand laclor A domain-containing protein SA OS=Mus museulus GN=VwaSa PE=1 SV=2
P82198 0.095192261 0 0 0 0 0 2 3 2 Transforming growth factor-beta-induced protein ig-h3 OS=Mus musculus GN=Tgfbi PE=1 SV=1
P53690 0.10475924 0 0 0 0 2 0 2 5 Matrix metalloproteinase-14 OS=Mus musculus GN=Mmp14 PE=2 SV=3
Q8CFI0 0.106450822 0 0 0 0 4 4 0 9 E3 ubiquitin-protein ligase NEDD4-like OS=Mus musculus GN=Nedd41 PE<1 SV=2
BIAQD4 0.107380535 0 0 0 0 3 0 6 6 Ras-related protein Rab-34 (Fragment) OS=Mus musculus GN=Rab34 P] -
D6RHA2 0.108131208 0 0 0 0 2 0 3 2 N-acylglucosamine 2-epimerase OS=Mus musculus GN=Renbp PE=1 SV-



P§2343 0.108131208 0 0 0 0 2 0 3 2 N-acylglucosamine 2-epimerase OS=Mus musculus GN=Renbp PE=1 SV=3

P70193 0.110262818 0 0 0 0 0 6 7 3 Leucine-rich repeats and immunoglobulin-like domains protein 1 OS=Mus musculus GN=Lrig] PE=I SV=2
E9QIX8 0.110788078 0 0 0 0 0 2 2 6 Voliage-dependent calcium channel subunit alpha-2/delta-1 OS=Mus musculus GN=Cacna2d| PE=1 SV-
008532 0.110788078 0 0 0 0 0 2 2 6 Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Mus musculus GN=Cacna2d| PE=1 SV-
Q6NXLI 0116682183 0 0 0 0 2 6 3 0 Protein Sec24d OS=Mus musculus GN=Sec24d PE=1 SV=1

089086 0.11928607 0 0 0 0 2 0 4 3 RNA-binding protein 3 OS=Mus mus ulu~G bm3 PE=I SV=1

Q8BGI3 0.11928607 0 0 0 0 2 0 4 3 Putative uncharacterized protein Of musculus GN=Rbm3 PE=1 SV=1

Q9QZMO 0.138979589 0 0 0 0 2 5 0 2 Ubiquilin-2 0S=Mus musculus GN= quan PE=1 SV=2

Reverse_r[EOCXL4[EOCXL4_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog OS=Mus musculus GN=Pard3 PE=1 §'
Reverse_sp/Q99NH2PARD3_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog OS-Mus musculus GN=Pard3 PE=1 §'

P25446 0.181697101 0 0 0 0 5 4 0 0 Tumor necrosis factor receptor superfamily member 6 OS=Mus musculus GN=Fas PE=1 SV=2
Qu1721 0.181697101 0 0 0 0 5 4 0 0 Growth arrest-specific protein 1 OS-Mus musculus GN=Gasl PE=2 SV=2
Reverse_tr[EOCZE2[EOCZE2_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog (Fragment) OS-Mus musculus GN=Pard3 PE=1 SV=1
Reverse_tr[BTZNY3[BTZNY3_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Pard3 protein OS=Mus musculus GN=Pard3 PE=1 SV~1

Reverse_tr/AOAOR4]1 Y4|AOAOR4T1 Y4_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog OS-Mus musculus GN=Pard3 PE=1 SV=1
Reverse_tr[EOCX45[EOCX45_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog (Fragment) OS=Mus musculus GN=Pard3 PE=1 SV=1
Reverse_tr[F6UGUT[F6UGU7_MOUSE 0.181697101 0 0 0 0 5 4 0 0 Partitioning defective 3 homolog (Fragment) OS=Mus musculus GN=Pard3 PE=1 SV=1
AOAOR4IOT? 0.181697101 0 0 0 0 5 4 0 0 Growth arrest-specific protein 1 OS=Mus musculus GN=Gasl PE=1 SV=1
Reverse_tr/G3XA13[G3XA13_MOUSE 0181697101 0 0 0 0 5 4 0 0 Par-3 (Partitioning defective 3) homolog (C. elegans) OS=Mus musculus GN=Pard3 PE=1 SV=1
Reverse_tr]ASD6P2|ASD6P2_MOUSE 0181697101 0 0 0 0 5 4 0 0 Par-3 (Partitioning defective 3) homolog (C. elegans) OS=Mus musculus GN=Pard3 PE=1 SV-
D37765 0.181783016 0 0 0 0 0 0 2 3 Putative RNA-binding protein Luc7-like 1 (Fragment) OS=Mus musculus GN=Luc7l PE=1 §!
Reverse_sp|Q99JR8|SMRD2_MOUSE 0.181783016 0 0 0 0 0 0 2 3 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamlly D mcmbcl 2 0S=Mus musculus GN=Smared2 PE=1 SV=2
D3YZ19 0.181783016 0 0 0 0 0 0 2 3 DNA-directed RNA polymerase II subunit RPBI T OS=Mus musculus GN=Polr2j PE=1 SV=
ADAOR4I047 0.181783016 0 0 0 0 0 0 2 3 Luc7 homolog (S. cerevisiac)-like, isoform CRA_c OS=Mus musculus GN=Luc71 PE 1 sv 1
Q3TIRG 0.181932095 0 0 0 0 4 3 0 0 Prefoldin subunit 3 OS=Mus musculus GN=Vbp1 P

Q2119 0.181932095 0 0 0 0 4 3 0 0 Exosome complex component RRP41 0S=Mus musculus G

Q6VGSS 0.182507666 0 0 0 0 0 3 0 3 Protein Daple OS=Mus musculus GN=Cy =1 SV-

Q8VDT5 0.182507666 0 0 0 0 0 2 0 2 Huntingtin-interacting protein 1 OS=Mus musculus GN=Hip1 PE=1 §

QUESN9 0.182507666 0 0 0 0 0 2 0 2 C-Jun-amino-terminal ¢ protein 3 0S=Mus musculus G|

J3QNR6 0.182507666 0 0 0 0 0 2 0 2 C-Jun-amino-terminal kinase-interacting protein 3 OS=Mus musculus GN=Mapk8ip3 PE=1 SV=1
Q8R3BI 0.182507666 0 0 0 0 0 4 0 41 i itol 4, delta-1 OS=Mus musculus G| mn PE=1 SV=2
E9Q6B6 0.182507666 0 0 0 0 0 2 0 2 C-Jun-amino-terminal kinase-interacting protein 3 0S=Mus musculus G =1
E9Q6E0 0.182507666 0 0 0 0 0 2 0 2

Q3SW88 0.182507666 0 0 0 0 0 3 0 3

Q3SW87 0.182507666 0 0 0 0 0 3 0 3 s

K3W4S4 0.182507666 0 0 0 0 0 2 0 2 C-Jun-amino-terminal kinase-interacting protein 3 OS-Mus musculus GN-Mapk8ip3 PE=1 SV~1
Q60817 0.182862354 0 0 0 0 0 4 0 5 Nascent polypeptide-associated complex subunit alpha OS=Mus musculus GN-Naca PE=1 SV=1
P50518 0.183048992 0 0 0 0 2 0 0 2 V-type proton ATPase subunit E 1 OS-Mus musculus GN=Atp6vlel PE=1 SV=2

P47791 0.183048992 0 0 0 0 4 0 0 4 Glutathione reductase, mitochondrial OS-Mus musculus GN=Gsr PE=1 SV=3

QUIHI0 0.183048992 0 0 0 0 4 0 0 4 Matrix metalloproteinase-19 OS=Mus musculus GN=Mmp19 PE=2 SV=1

AOAIBOGRG1 0.183048992 0 0 0 0 4 0 0 4 Ras-related protein R-Ras (Fragment) OS=Mus musculus GN=Rras PE=1 SV=|

ADAONASWO7 0.183048992 0 0 0 0 2 0 0 2 V-type proton ATPase subunit E 1 (Fragment) OS=Mus musculus GN=Atp6vlel PE=1 SV=1
ADAON4SW34 0.183048992 0 0 0 0 2 0 0 2 V-type proton ATPase subunit E 1 (Fragment) OS=Mus musculus GN=Atp6vlel PE=1 SV=1
P62743 0.18314734 0 0 0 0 0 3 2 0 AP-2 complex subunit sigma OS-Mus musculus GN-Ap2s PE=1 sv

QIIYRY 0.183629719 0 0 0 0 4 0 0 3 Prostaglandin reductase | OS=Mus musculus GN=Pigrl PE=I §

QVZ2HS5 0.183629719 0 0 0 0 4 0 0 3

E9PV14 0.183629719 0 0 0 0 4 0 0 3 like protein 1 (Fragment) OS=Mus musculus GN=]

QuCPUO 0.183629719 0 0 0 0 4 0 0 3 Lactoylglutathione lyase OS-Mus musculus GN=Glo] PE=1 SV=

A2AUKS 0.183629719 0 0 0 0 4 0 0 3 Band 4.1-like protein 1 OS=Mus musculus GN=Epb4 111 PE=1 SV=1

A2AUKS 0.183629719 0 0 0 0 4 0 0 3 Band 4.1-like protein 1 OS=Mus musculus GN=Epb4 111 PE=1 SV=1

A2AUK6 0.183629719 0 0 0 0 4 0 0 3

A2AUKT 0.183629719 0 0 0 0 4 0 0 3 s

Q922R8 0.184049837 0 0 0 0 6 4 0 0 Protein disulfide-isomerase A6 OS=Mus musculus GN=Pdia6 PE=1 SV=3

FTCIN9 0.185306662 0 0 0 0 4 0 3 0 Serotransferrin (Fragment) OS=Mus musculus GN=Trf PE=4 SV=1

Q91215 0.185306662 0 0 0 0 4 0 3 0 UTP--glucose-1-phosphate uridylyliransferase OS=Mus musculus GN= ngZ I’E 15V=3
QIILBO 0.185925393 0 0 0 0 3 3 0 0 MAGUK p35 subfamily member 6 OS=Mus musculus GN

P48774 0.185925393 0 0 0 0 4 4 0 0 Glutathione S-transferase Mu 5 OS=Mus musculus GN=Gstm5 PE=1 sv

QUERGO 0.185925393 0 0 0 0 2 2 0 0 LIM domain and actin-binding protein | OS=Mus musculus GN=Limal PE=1 SV=3

QSNCU4 0.185925393 0 0 0 0 2 2 0 0 SPARC 08-Mus musculus GN=Sparc PE=1 SV~1

PO7214 0.185925393 0 0 0 0 2 2 0 0 SPARC OS-Mus musculus GN=Sparc PE=1 SV~1

Q38A65 0.185925393 0 0 0 0 2 2 0 0 C-Jun-amino-terminal kinase-interacting protein 4 OS-Mus musculus GN=Spag9 PE=1 SV=2
B2RQG2 0.185925393 0 0 0 0 3 3 0 0 PHD finger protein 3 OS-Mus musculus GN=Phf3 PE=1 SV~1

E9Q512 0.187361206 0 0 0 0 0 3 3 0 Protein Tripl | OS-Mus musculus GN=Trip11 PE=1 SV=1

E9QOU3 0.187361206 0 0 0 0 0 2 2 0 BRCAI-A complex subunit BRE OS=Mus musculus GN=Bre PE=I SV=1

Q8BVI9 0.187361206 0 0 0 0 0 3 3 0 Protein Tripl I (Fragment) OS=Mus musculus GN=Trip1 1 PE=1 SV=1

QVCQX6 0.187361206 0 0 0 0 0 6 6 0 MCG141091, isoform CRA_a OS=Mus musculus GN-Gm16286 PE=1 SV=1

QUR059 0.187555485 0 0 0 0 9 0 0 6 Four and a half LIM domains protein 3 OS=Mus museulus GN=FhI3 PE=1 SV=2

P06837 0.187555485 0 0 0 0 3 0 0 2 Neuromodulin OS=Mus musculus GN=Gap43 PE=1 sv:l

QIMX43 0.187555485 0 0 0 0 3 0 0 2 Protein kinase C OS=Mus musculus GN=Prked Pl

QIMX42 0.187555485 0 0 0 0 3 0 0 2 Protein kinase C OS=Mus musculus GN=Prked PE= lSV 1

QIMX41 0.187555485 0 0 0 0 3 0 0 2 Protein kinase C delta type OS=Mus musculus GN=Prked PE=1 SV=1

QIMX40 0.187555485 0 0 0 0 3 0 0 2 Protein kinase C OS=Mus musculus GN=Pred PE

P28867 0.187555485 0 0 0 0 3 0 0 2

QID99T 0187717479 0 0 0 0 5 3 0 0

Q9QZ08 0.187717479 0 0 0 0 5 3 0 0

G3UYU4 0.189284287 0 0 0 0 5 0 0 6

Q60631 0.189826693 0 0 0 0 0 5 0 4

BIAT92 0.189826693 0 0 0 0 0 5 0 4

008795 0.192234684 0 0 0 0 0 0 2 2

Q3UDMO 0.192234684 0 0 0 0 0 0 3 3

Q921Y0 0.192234684 0 0 0 0 0 0 3 3 MOB kinase activator 1A OS=Mus musculus GN-

QSBPBO 0.192234684 0 0 0 0 0 0 3 3 MOB kinase activator 1B OS=Mus musculus G

Q64339 0.194957854 0 0 0 0 3 0 0 4 Ubiquitin-like protein 1SG15 OS=Mus musculus Gl

D3Z4U3 0.1952413 0 0 0 0 0 4 2 0 Ubiquitin-conjugating enzyme E2 K OS-Mus musculus

Qo21M7 0197263378 0 0 0 0 4 5 0 0 Protein FAM49B OS-Mus musculus GN~Fam49b PE 1

Q61792 0.19758519 0 0 0 0 6 3 0 0 LIM and SH3 domain protein | OS-Mus musculus GN~Lasp1 PE=1 SV=1

B7ZCP6 0200381786 0 0 0 0 3 0 3 0 Copine-1 (Fragment) OS-Mus musculus GN-Cpnel PE=1 SV=2

P06795 0200381786 0 0 0 0 2 0 2 0 Multidrug resistance protein 1B OS=Mus musculus GN=Abcb1b PE=1 SV=1

AOAIBOGR63 0200707146 0 0 0 0 0 3 0 2 Charged multivesicular body protein 2a OS=Mus musculus GN=Chmp2a PE=1 SV=1
AOAIBOGTTS 0200707146 0 0 0 0 0 3 0 2 Charged multivesicular body protein 2a OS=Mus musculus GN=Chmp2a PE=1 SV=1
AOAIBOGSH4 0200707146 0 0 0 0 0 3 0 2 Charged multivesicular body protein 2a OS=Mus musculus GN=Chmp2a PE=1 SV=1

QU887 0200707146 0 0 0 0 0 3 0 2 Fibulin-1 OS=Mus musculus GN=FbIn] PE=1 SV=2

P31230 0201637289 0 0 0 0 3 4 0 0 Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Mus museulus GN=Aimp1 PE=1 SV=2
Q3UZG4 0201637289 0 0 0 0 3 4 0 0 Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Mus musculus GN=Aimp1 PE=1 SV=1
GSESJ0 0202805091 0 0 0 0 2 0 0 3 Neurogenic locus notch homolog protein 2 OS=Mus musculus GN=Notch2 PE=1 SV=1

FTBE32 0204062024 0 0 0 0 0 0 6 5 Ras-related protein Rab-34 (Fragment) OS=Mus musculus GN=Rab34 PE=1 SV=1

P12032 0204347839 0 0 0 0 0 3 4 0 Metalloproteinase inhibitor | 0S=Mus musculus GN=Timp1 PE=I SV=2

Q61703 020469728 0 0 0 0 6 0 0 3 Inter-alpha-trypsin inhibitor heavy chain H2 0S=Mus museulus GN=1tih2 PE=1 SV=1

G3X977 0.20469728 0 0 0 0 6 0 0 3 Inter-alpha trypsin inhil s

Q80XS81 020469728 0 0 0 0 6 0 0 3 Acetyl-Coenzyme A acetyliransferase 3 OS=Mus musculus G

P28301 0205926322 0 0 0 0 9 4 0 0 Protein- ]ysme(v oxidase OS=Mus musculus GN=Lox PE=1 SV=1

088428 0210607504 0 0 0 0 2 3 0 0 5" synthase 2 0S=Mus musculus GN=Papss2 PE=1 SV=2
A2AT02 0210919196 0 0 0 0 3 0 0 5 NSFL1 wmmr P47 0S=Mus musculus GN=Ns

Q8R550 0213667784 0 0 0 0 0 2 3 0 SH3 domain-containing kinase-binding protein 1 0S=Mus musculus GN=Sh3kbp1 PE=1 SV=1
BOROYS 0213667784 0 0 0 0 0 2 3 0 SH3 domain-containing kinase-binding protein | (Fragment) OS=Mus musculus GN=Sh3kbp1 PE=1 SV=1
P35288 0222420871 0 0 0 0 0 0 3 2 Ras-related protein Rab-23 OS=Mus musculus GN-Rab23 PE=1 S

QoDa19 0222420871 0 0 0 0 0 0 3 2 Putative uncharacterized protein OS=Mus musculus GN=Rab23 PE=1 SV=1

Q61035 0224016507 0 0 0 0 0 4 0 2 Histidine-—RNA ligase, cytoplasmic OS-Mus museulus GN-Hars PE=1 SV=2

QU9IY8 0226672289 0 0 0 0 2 0 0 4 Phospholipid phosphatase 3 OS-Mus musculus GN=Plpp3 PE=1 SV~1

035516 0226672289 0 0 0 0 2 0 0 4 Neurogenic locus notch homolog protein 2 OS=Mus musculus GN-] NolchZ PE 15v=1

G3XA25 0229008823 0 0 0 0 8 0 0 3 Acetyl-CoA acetyltransferase, cytosolic OS-Mus musculus GN=Ac:

Q8CAY6 0229008823 0 0 0 0 8 0 0 3 Acetyl-CoA acetyltransferase, cytosolic OS=Mus musculus GN=

Q6NZD2 0234346693 0 0 0 0 2 0 3 0 Putative uncharacterized protein OS=Mus musculus GN=Snx1 PE=1 SV=1
contaminant_UBIQUITIN09 0234346693 0 0 0 0 2 0 3 0 no deseription

QIWVS0 0234346693 0 0 0 0 2 0 3 0 Sorting nexin-1 0S=Mus musculus GN=Snx1 PE=1 SV=1

QUER72 0234346693 0 0 0 0 2 0 3 0 Cysteine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Cars PE=1 SV=2

Q8BNDS 0250454941 0 0 0 0 3 7 0 0 Sulfhydryl oxidase 1 OS=Mus musculus GN=Qsox1 PE=1 SV=1

P26883 027385809 0 0 0 0 13 0 0 3 Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Mus musculus GN=Fkbp1a PE=1 SV=2
25799 0286716188 0 0 0 0 2 7 0 0 Nuclear factor NF-kappa-B p105 subunit OS=Mus musculus GN=Nfkb1 PE=1 SV=2

D6RFU9 0391002219 0 0 0 0 0 0 0 5 Synaptophysin-like protein 1 OS=Mus musculus GN=Sypl PE=1 SV=1
Reverse_tr/A2A7T3[A2A7T3_MOUSE 0391002219 0 0 0 0 0 0 0 4 Arginine-glutamic acid dipeptide repeats protein OS=Mus musculus GN=Rere PE=1 SV=
QURILS 0391002219 0 0 0 0 2 0 0 0 kinase 1 OS=Mus musculus GN=Mastl PE=I SV=3
055091 0391002219 0 0 0 0 0 0 0 6 Protein IMPACT OS= MusmusculusGN ~Impact PE~1 SV-2

E9Q3L4 0391002219 0 0 0 0 2 0 0 0 Protein [fi207 0S=Mus musculus GN=Ifi207 PE=1 SV=

E9Q3L2 0391002219 0 0 0 0 0 0 0 2 Phosphatidylinositol 4-kinase alpha OS=Mus musculus GN=Pi4ka PE=1 SV=2

QSDOEO 0391002219 0 0 0 0 2 0 0 0 Tkbkb protein OS=Mus musculus GN=Ikbkb PE=1 SV=

QICXD9 0391002219 0 0 0 0 0 0 2 0 Leucine-rich repeat-containing protein 17 0S=Mus musculus GN=Lrrc17 PE=2 SV=1

D3Z794 0391002219 0 0 0 0 2 0 0 0 Small ubiquitin-related modifier 2 OS-! usculus GN=Sumo2 PE=1 §

P58389 0391002219 0 0 0 0 0 0 0 2 Serine/threonine-protein phosphatase 2A activator OS=Mus musculus GN=Ppp2r4 PE=1 SV=1
G3UYF9 0391002219 0 0 0 0 2 0 0 0 Prefoldin subunit 6 OS-Mus musculus GN=Pfdn6 PE=1 SV~=1

Q99193 0391002219 0 0 0 0 0 0 0 7 Interferon-induced transmembrane protein 2 0S=Mus musculus GN=Ifitm2 PE=1 SV=1
Q9QY06 0391002219 0 0 0 0 0 0 0 4 Unconventional myosin-IXb OS-Mus musculus GN-Myo9b PE=1 SV=2

QIDOK2 0391002219 0 0 0 0 4 0 0 0 Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS-Mus musculus GN=Oxetl PE=1 SV=1
BIAWY4 0391002219 0 0 0 0 3 0 0 0 Protein kinase C and casein kinase IT substrate protein 3 (Fragment) OS-Mus musculus GN=Pacsin3 PE=1 SV~1
009117 0391002219 0 0 0 0 0 0 0 5 Synaptophysin-like protein 1 OS-Mus musculus GN=Sypll PE=1 §

P61957 0391002219 0 0 0 0 2 0 0 0 Small ubiquitin-related modifier 2 OS=Mus museulus GN-Sumo2 PE=1 SV=1
Reverse_tr[F§WH29[F§WH29_MOUSE 0391002219 0 0 0 0 0 2 0 0 Fibrocystin-L OS=Mus musculus GN=Pkhd 111 PE=1 SV=1

QUDBC3 0391002219 0 0 0 0 0 0 0 2 Cap-specific mRNA (nucleoside-2"-O-)-methyltransferase 1 OS=Mus museulus GN=Cmtrl PE=1 SV=1
I7THFT9 0391002219 0 0 0 0 2 0 0 0 Histone H1t OS=Mus musculus GN=Histlh1t PE=1 SV=

QUCXPS 0391002219 0 0 0 0 0 0 2 0 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-10 OS=Mus musculus GN=Gng10 PE=3 SV=1
QUZIE4 0391002219 0 0 0 0 0 0 2 0 Glycogen [starch] synthase, muscle OS=Mus musculus (JN—(Jysl PE=1 SV=2

Q9QZ06 0391002219 0 0 0 0 0 2 0 0 Toll-interacting protein OS=Mus musculus GN=Tollip PE=1 SV=
Reverse_sp|Q6NZC7[S231P_MOUSE 0391002219 0 0 0 0 2 0 0 0 SEC23-interacting protein OS=Mus musculus GN=Sec23ip }’E 15v=2

P14733 0391002219 0 0 0 0 0 0 0 3 Lamin-BI OS=Mus musculus GN=Lmnb1 PE=1 SV=3

EOCZEO 0391002219 0 0 0 0 0 3 0 0 NEDDS-activating enzyme E regulatory subunit OS=Mus musculus GN=Nael PE=1 $V=1
G3UYU6 0391002219 0 0 0 0 0 0 3 0 Receptor-type ty

Q81227 0391002219 0 0 0 0 0 0 0 2 Adhesion G protei

Reverse_spQSND29RILP_MOUSE 0391002219 0 0 0 0 0 0 2 0 Rab-interacting lyso:

G3X922 0391002219 0 0 0 0 0 0 2 0 MCG115602 0S=Mus musculus GN=Dnajc13 PE=I SV=1

Q6VYI4 0391002219 0 0 0 0 0 0 4 0 TAR DNA-binding protein 43 O

Q6VYIS 0391002219 0 0 0 0 0 0 4 0 TAR DNA-binding protein 43 O

BIEJA3 0391002219 0 0 0 0 0 0 3 0 Protein tyrosine phosphatase, receptor type, D OS=Mus musculus G

QIRIQ6 0391002219 0 0 0 0 2 0 0 0 Transmembrane protein 1768 0S=Mus musculus GN=Tmem176b PE-

QSCEB6 0391002219 0 0 0 0 0 0 0 2 1,5-anhydro-D-fructose reductase OS=Mus musculus GN=Akrlel PE=1 SV=1

D3YUIS 0391002219 0 0 0 0 5 0 0 0 Dimethylarginine dimethylaminohydrolase 1, isoform CRA_a OS=Mus musculus GN=Ddah1 PE=1 SV~1
Reverse_tr[E9Q8F8[E9Q8FS_MOUSE 0391002219 0 0 0 0 4 0 0 0 Protein Abcald OS-Mus musculus GN-Abcal4 PE—4 SV=1

QSFWK3 0391002219 0 0 0 0 0 3 0 0 Rho GTPase-activating protein 1 OS-Mus musculus GN=Arhgap1 PE=1 SV=1

QUIKS3 0391002219 0 0 0 0 2 0 0 0 Prolargin OS-Mus musculus GN~=Prelp P -2

Q6A0D4 0391002219 0 0 0 0 0 0 0 2 Raftlin OS-Mus musculus GN=Rftn| PE=1 SV—4

Reverse_trZ4YL78/Z4YL78_MOUSE 0391002219 0 0 0 0 0 0 3 0 Cytoskeleton-associated protein 5 OS=Mus musculus GN=CkapS PE=1 SV=1

E9QMV2 0391002219 0 0 0 0 3 0 0 0 Costars family protein ABRACL OS=Mus museulus GN=Abracl PE=1 §'

G3UXH4 0391002219 0 0 0 0 0 0 0 4 Serine/threonine-protein kinase N2 OS=Mus musculus GN=Pkn2 PE=1 SV=1

Q8VBW6 0391002219 0 0 0 0 0 3 0 0 NEDDS-activating enzyme E1 regulatory subunit OS=Mus musculus GN=Nael PE=1 SV=1
Reverse_sp|Q8BW94|DYH3_MOUSE 0391002219 0 0 0 0 0 0 0 2 Dynein heavy chain 3, axonemal OS=Mus musculus GN=Dnah3 PE=1 SV=2

70122 0391002219 0 0 0 0 2 0 0 0 Ribosome maturation protein SBDS OS=Mus musculus GN=Sbds PE=1 SV=4




Reverse_trlE9QIX4[E9QIX4_MOUSE 0391002219 0 0 0 0 3 0 0 0 Nitric oxide synthase OS=Mus musculus GN=Nos3 PE=1 SV=1

QUD892 0391002219 0 0 0 0 0 2 0 0 Inosine triphosphate pyrophosphatase OS=Mus museulus GN=Itpa PE=1 SV=2

Reverse_sp|C8 YR32|LOXHI_MOUSE 0391002219 0 0 0 0 0 0 2 0 Lipoxygenase homology domain-containing protein 1 OS=Mus musculus GN=Loxhd1 PE=2 SV=1
9ROYS 0391002219 0 0 0 0 4 0 0 0 Adenylate kinase i isoenzyme 1 0S=Mus musculus GN=AK] PE=|

Q8K210 0391002219 0 0 0 0 2 0 0 01 delta-3 OS=Mus musculus GN=Pled3 PE=1 SV=2

Reverse_splD3YXGOHMCNI_MOUSE 0391002219 0 0 0 0 0 0 3 0 Hemicentin-1 0S=Mus nmulmGN Hmenl PE=I SV=1

Q6P572 0391002219 0 0 0 0 0 0 2 0

Q70KF4 0391002219 0 0 0 0 2 0 0 0

F6VXKT 0391002219 0 0 0 0 0 0 0 2 sculus

Reverse_sp/Q9Z329ITPR2_ MOUSE 0391002219 0 0 0 0 2 0 0 0 Inositol 1,4,5-trisphosphate receptor type 2 0S=Mus musculus GN=Itpr2 PE=1 SV~4

E9Q4S3 0391002219 0 0 0 0 3 0 0 0 Ninein OS=Mus musculus GN=Nin PE=1 SV~=1

Q60872 0391002219 0 0 0 0 2 0 0 0 Eukaryotic translation initiation factor 1A OS-Mus musculus GN~Eifla PE=2 SV=3

Reverse_splP13541MYH3_MOUSE 0391002219 0 0 0 0 0 2 0 0 Myosin-3 OS-Mus musculus GN-Myh3 PE=2 SV=2

72CP7 0391002219 0 0 0 0 0 0 3 0 Copine-1 (Fragment) OS-Mus musculus GN=Cpnel PE=I SV=1
Q3UNHY 0391002219 0 0 0 0 0 0 2 0 Putative uncharacterized protein OS-Mus museulus GN=Tarbp2 PE~1 SV=1
H3BIHS 0391002219 0 0 0 0 0 0 3 0 Protein Tripl I (Fragment) OS=Mus musculus GN=Trip1 1 PE=1 SV=]

AOAIBOGT92 0391002219 0 0 0 0 0 0 2 0 Glycogen [starch] synthase OS=Mus musculus GN=Gysl PE=1 SV=1

QUET30 0391002219 0 0 0 0 0 0 0 2 Transmembrane 9 superfamily member 3 OS=Mus musculus GN=Tm9sf3 PE=1 SV=1
Q58575 0391002219 0 0 0 0 2 0 0 0 Tensin-3 OS=Mus musculus GN=Tns3 PE=1 SV=1

E9PXVT 0391002219 0 0 0 0 0 0 4 0 Protein diaphanous homolog 1 OS=Mus musculus GN=Diaph1 PE=1 SV=1

Q6PDLO 0391002219 0 0 0 0 0 0 0 2 Cytoplasmic dynein 1 light intermediate chain 2 OS=Mus musculus GN=Dynclli2 PE=1 SV=2
FTAAPA 0391002219 0 0 0 0 5 0 0 0 Calcium-transporting ATPase OS=Mus musculus GN=Atp2b4 PE=1 SV=1

070439 0391002219 0 0 0 0 2 0 0 0 Syntaxin-7 OS=Mus musculus GN=Stx7 PE=1 SV-

Reverse_sp/Q8CJ40[CROCC_MOUSE 0391002219 0 0 0 0 2 0 0 0 Rootletin OS=Mus musculus GN=Croce PE=1 SV=2

QVIYRI 0391002219 0 0 0 0 3 0 0 0 Twinfilin-1 OS=Mus musculus GN=Twfl PE=1 SV=2

070400 0391002219 0 0 0 0 3 0 0 0 i

23492 0391002219 0 0 0 0 2 0 0 0

Q99PLS 0391002219 0 0 0 0 0 2 0 0

AOAIBOGT68 0391002219 0 0 0 0 0 0 0 7

F6XC54 0391002219 0 0 0 0 0 0 4 0 Protein diaphanous homolog 1 05 Mus musculus GN- iaph1 PE=1 SV=1

A2AH25 0391002219 0 0 0 0 0 3 0 0 Rho GTPase-activating protein 1 OS=Mus musculus GN=Arhgap] PE=1 S

QICW03 0391002219 0 0 0 0 2 0 0 0 Structural maintenance of chromosomes protein 3 0S=Mus musculus G?

G3UWK6 0391002219 0 0 0 0 0 0 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Piprd PE=
F7AAEQ 0391002219 0 0 0 0 2 0 0 0 Phosphoinositide phospholipase C (Fragment) OS-Mus musculus GN=Pled3 PE=1 SV~1
Q922X9 0391002219 0 0 0 0 0 2 0 0 Protein arginine N-methyltransferase 7 OS=Mus musculus GN=Prm(7 PE=1 SV

D3Z074 0391002219 0 0 0 0 0 0 4 0 Protein diaphanous homolog 1 OS-Mus musculus GN-Diaph1 PE=1 SV=2

E9QKL6 0391002219 0 0 0 0 2 0 0 0 Interferon-activable protein 204 OS-Mus musculus GN=1fi204 PE=1 SV-

QUR045 0391002219 0 0 0 0 0 0 0 3 Angiopoietin-related protein 2 OS-Mus musculus GN=Angptl2 PE=2 SV-

E9PYLI 0391002219 0 0 0 0 0 0 0 2 Chromodomain-helicase-DNA-binding protein 5 OS-Mus musculus GN~Chd3 PE=1 SV~1
008539 0391002219 0 0 0 0 5 0 0 0 Mye box-dependent-interacting protein 1 OS=Mus musculus GN=Bin1 PE=1 SV=1
Reverse_sp/Q9JLQOICD2AP_MOUSE 0391002219 0 0 0 0 0 0 0 2 CD2-associated protein OS=Mus musculus GN=Cd2ap PE=1 SV=3

Q80U72 0391002219 0 0 0 0 0 4 0 0 Protein scribble homolog OS=Mus musculus GN=Scrib PE=1 SV=2

QV4690 0391002219 0 0 0 0 3 0 0 0 Neurofibromin OS=Mus musculus GN=Nf1 PE=1 SV=1

G3UX60 0391002219 0 0 0 0 0 0 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Ptprd PE=1 SV=1
Reverse_tr/A2ANY6|A2ANY6_MOUSE 0391002219 0 0 0 0 0 0 0 2 Protein Mdnl OS=Mus musculus GN=Mdn1 PE=1 SV=1

P20352 0391002219 0 0 0 0 0 3 0 0 Tissue factor OS=Mus musculus GN=F3 PE=1 SV=2

Q60795 0391002219 0 0 0 0 8 0 0 0 Nuclear factor erythroid 2-related factor 2 OS=Mus musculus GN=Nfe212 PE=1 SV=2
PI18052 0391002219 0 0 0 0 3 0 0 0 Receptor-type tyrosine-protein phosphatase alpha OS=Mus musculus GN=Ptpra PE=1 SV=3
E9QKE4 0391002219 0 0 0 0 2 0 0 0 Rab3 GTPase-activating protein non-catalytic subunit OS=Mus musculus GN=Rab3gap2 PE=1 SV=1
AOATBOGSFO 0391002219 0 0 0 0 0 0 2 0 60S ribosomal protein L13a OS=Mus musculus GN=Rpl1 3a PE=4 SV=1

070591 0391002219 0 0 0 0 0 0 0 2 Prefoldin subunit 2 0S=Mus musculus GN=Pfdn2 PE=1 SV=2
Reverse_tr/Q6P2641Q6P264_ MOUSE 0391002219 0 0 0 0 0 0 2 0 Fn3k protein O$=Mus musculus GN=Fn3k PE=1 §

Q921E2 0391002219 0 0 0 0 3 0 0 0 Ras-related protein Rab-31 OS=Mus musculus GN=Rab3 1 PE=1 SV=1
Reverse_sp|PS1830]ADCY9_MOUSE 0391002219 0 0 0 0 0 0 0 2 Adenylate cyclase type 9 OS=Mus musculus GN=Adey9 PE=1 SV=1

FTAT44 0391002219 0 0 0 0 0 2 0 0 Toll-interacting protein OS=Mus musculus GN=Tollip PE=1 SV=2

BOV2NI 0391002219 0 0 0 0 0 2 0 0 Receptor-type tyrosine-protein phosphatase S OS=Mus musculus GN=Ptprs PE=1 SV=1
Q8BG79 0391002219 0 0 0 0 3 0 0 0 GN=Cwf1912 PE=1 SV=

Q61043 0391002219 0 0 0 0 3 0 0 0 sV

Q8BWW9 0391002219 0 0 0 0 0 0 0 4

Q8BWW3 0391002219 0 0 0 0 3 0 0 0 Phosphoacetylglucosamine mutase O

AOAIBOGRPT 0391002219 0 0 0 0 0 0 0 6 Proline synthase co-transcribed bacterial homolog protein (Fragment) OS-" M\ls musculus GN=Prosc PE=1 SV~1
QU8024 0391002219 0 0 0 0 0 0 0 2 Core-binding factor subunit beta OS=Mus musculus GN=Cbfb PE=1 SV=1

D3YVN1 0391002219 0 0 0 0 9 0 0 0 Actin-like protein 6A (Fragment) OS-Mus musculus GN=Actléa PE=1 SV~1

008599 0391002219 0 0 0 0 4 0 0 0 Syntaxin-binding protein 1 OS=Mus museulus GN=Stxbp1 PE=1 SV=

BTZNR9 0391002219 0 0 0 0 3 0 0 0 Mapdkd protein OS=Mus musculus GN-Map4kd PE=1 SV=1

E9PYU4 0391002219 0 0 0 0 0 0 0 2 Chromodomain-helicase-DNA-binding protein 5 OS=Mus musculus GN=Chd5 PE=1 SV=1
Reverse_sp/Q6ZPS2[CRNSI_MOUSE 0391002219 0 0 0 0 0 0 0 2 Carnosine synthase 1 OS=Mus musculus GN=Carns| PE=1 SV=2

E9QLIO0 0391002219 0 0 0 0 2 0 0 0 Cardiomyopathy-associated protein 5 OS=Mus musculus GN=Cmya PE=1 SV=1

Q62446 0391002219 0 0 0 0 0 0 0 3 Peptidyl-prolyl cis-trans isomerase FKBP3 OS=Mus musculus GN=Fkbp3 PE=1 SV=2
Q68FG2 0391002219 0 0 0 0 0 0 2 0 Protein Sptbn2 OS=Mus musculus GN=Sptbn2 PE=1 SV=1
Reverse_sp/A2AGTS|CKAPS_MOUSE 0391002219 0 0 0 0 0 0 3 0 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap5 PE=1 SV=1

QSBHSS 0391002219 0 0 0 0 0 2 0 0 TIP41-like protein OS=Mus musculus GN=Tiprl PE=1 SV=1
Reverse_tr/AOAT40LIN9|AOAT40LING_MOUSE 0391002219 0 0 0 0 0 0 0 2 Dynein heavy chain 3, axonemal OS=Mus musculus GN=Dnah3 PE:

Q8BH40 0391002219 0 0 0 0 2 0 0 0 Putative uncharacterized protein OS=Mus musculus GN=Stx7 PE=

Q4VA93 0391002219 0 0 0 0 2 0 0 0 Protein kinase C OS=Mus museulus GN=Prkca PE=1 SV=I

PS7787 0391002219 0 0 0 0 0 3 0 0 Monocarboxylate transporter 4 OS=Mus musculus GN=Slc16a3 PE=1 SV=1

QG8FEG 0391002219 0 0 0 0 2 0 0 0 Protein FAM65A 0S=Mus musculus G SV=

FOWT12 0391002219 0 0 0 0 2 0 0 0 Deoxyhypusine synthase (Fragment) OS=Mus musculus GN=Dhps PE=1 SV=1

Q62432 0391002219 0 0 0 0 0 0 0 2 Mothers against decapentaplegic homolog 2 0S=Mus muscul mad2 PE=1 SV=2
P20444 0391002219 0 0 0 0 2 0 0 0 Protein kinase C alpha type OS=Mus musculus GN=Prkca P

EOCYI9 0391002219 0 0 0 0 0 2 0 0 GRIP and coiled-coil domain-containing protein 2 OS=Mus musculus GN=Gee2 PE=1 SV=1
QVIHZ2 0391002219 0 0 0 0 0 2 0 0 Progressive ankylosis protein OS=Mus musculus G

QSNCU3 0391002219 0 0 0 0 2 0 0 0 SPARC (Fragment) OS-Mus musculus GN=Sparc P

E9Q2T8 0391002219 0 0 0 0 0 0 5 0 EGF-containing fibulin-like extracellular matrix protein 2 (Fragment) OS=Mus musculus GN-Efemp2 PE=1 SV=1
QSH8C4 0391002219 0 0 0 0 2 0 0 0 Vacuolar protein sorting-associated protein 13A OS-Mus musculus GN=Vps13a P 1
Q3TXV4 0391002219 0 0 0 0 3 0 0 0 Putative uncharacterized protein OS-Mus museulus GN-Rab3 1 PE=1 SV=1

Q6PIBY 0391002219 0 0 0 0 5 0 0 0 Binl protein OS=Mus musculus GN=Bin1 PE=1 SV~1
Reverse_splQ14AT2[TEX11_MOUSE 0391002219 0 0 0 0 2 0 0 0 Testis-expressed sequence 11 protein OS=Mus musculus GN=Tex 11 PE=1 SV=1

E9Q828 0391002219 0 0 0 0 5 0 0 0 Calcium-transporting ATPase OS=Mus musculus GN=Atp2b4 PE=1 S

Q3TXUS 0391002219 0 0 0 0 2 0 0 0 Deoxyhypusine synthase OS=Mus musculus GN=Dhps PE=1 SV=2
Reverse_tr[E9PZFO[E9PZFO_MOUSE 0391002219 0 0 0 0 0 0 0 2 Nucleoside diphosphate kinase OS=Mus musculus GN=Gm20390 PE=3 SV=1

QTTPWI 0391002219 0 0 0 0 0 4 0 0 Nexilin OS=Mus museulus GN=Nexn PE=1 SV=3

E9PVWS 0391002219 0 0 0 0 0 0 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Piprd PE=1 SV=2
ADAOG2IFV3 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN=Adgrl2 PE=1 SV=1
P30412 0391002219 0 0 0 0 2 0 0 0 Peptidyl-prolyl cis-trans isomerase C OS=Mus musculus GN=Ppic PE=1 SV=

E9Q7I7 0391002219 0 0 0 0 0 0 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Ptprd PE=1 SV=2
P35235 0391002219 0 0 0 0 2 0 0 0 Tyrosine-protein phosphatase non-receptor type 11 0S=Mus musculus GN=Ptpn11 PE=1 SV=2
AOADAGYWS3 0391002219 0 0 0 0 3 0 0 0 Mitogen-activated protcin kinase kinase kinase kinase 4 0S=Mus musculus GN-Map4k4 PE=1 SV=1
D3YZ57 0391002219 0 0 0 0 0 0 0 5 Tyrosine-protein kinase OS=Mus musculus GN=Fyn PE=1 S

Q3UIQY 0391002219 0 0 0 0 4 0 0 0 Suceinyl-CoA:3-ketoacid-cocnzyme A transferase OS-Mus museulus GN-Oxetl PE-1 SV-1
AOAIDSRM94 0391002219 0 0 0 0 0 0 0 2 Cytoplasmic dynein 1 light intermediate chain 2 OS=Mus musculus GN=Dynel1i2 PE=1 SV=1
D3YYUS 0391002219 0 0 0 0 0 0 0 4 Obscurin-like protein 1 OS=Mus musculus GN=Obsl1 PE=1 §

E9PVM7 0391002219 0 0 0 0 0 4 0 0 Glutathione S-transferase (Fragment) OS=Mus musculus GN=GstmS PE=1 SV=1
Reverse_splQIR207NBN_MOUSE 0391002219 0 0 0 0 0 2 0 0 Nibrin OS=Mus musculus GN=Nbn PE=1 SV=1

D3Z2F§ 0391002219 0 0 0 0 0 8 0 0 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpe3 PE=1 SV=1
Reverse_tr[E9PUUSIE9PUUS_MOUSE 0391002219 0 0 0 0 0 2 0 0 Fibrocystin-L OS=Mus musculus GN=Pkhd 111 PE=1 SV=1

088351 0391002219 0 0 0 0 2 0 0 0 Inhibitor of nuclear factor kappa-B kinase subunit beta OS=Mus musculus GN~=Tkbkb PE=I SV=1
E9Q806 0391002219 0 0 0 0 0 0 3 0 Copine-1 0S-Mus musculus GN~Cpnel PE=1 SV=1

D37282 0391002219 0 0 0 0 0 0 2 0 RISC-loading complex subunit TARBP2 (Fragment) OS-Mus musculus GN=Tarbp2 PE=1 SV~1
P49817 0391002219 0 0 0 0 0 0 0 4 Caveolin-1 OS=Mus musculus GN=Cav1 PE=1 SV=1

088447 0391002219 0 0 0 0 3 0 0 0 Kinesin light chain 1 0S-Mus musculus GN=Klc] PE=1 SV=3

Q62Q12 0391002219 0 0 0 0 0 0 2 0 Ninein-like protein OS=Mus musculus GN=Ninl PE=1 SV=3

POISST 0391002219 0 0 0 0 0 4 0 0 Beta-2-microglobulin OS=Mus musculus GN=B2m PE=1 SV=2

ADADAGYVYT 0391002219 0 0 0 0 0 0 0 2 Ubiquitin carboxyl-terminal hydrolase 4 OS=Mus musculus GN=Usp4 PE=1 SV=1
ADAOG2IFFS 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus museulus GN=Adgrl2 PE=1 SV=1
Reverse_sp|P00520]ABL1_MOUSE 0391002219 0 0 0 0 0 2 0 0 Tyrosine-protein kinase ABLI OS=Mus musculus GN=Abl1 PE=1 SV=3

E9PWI6 0391002219 0 0 0 0 0 2 0 0 GRIP and coiled-coil domain-containing protein 2 OS=Mus musculus GN=Gee2 PE=1 SV=1
Q03958 0391002219 0 0 0 0 2 0 0 0 Prefoldin subunit 6 OS=Mus musculus GN=Pfdn6 PE=1 SV=1

ADA0G2IGS9 0391002219 0 0 0 0 0 4 0 0 Nexilin (Fragment) OS=Mus musculus GN=Nexn PE=1 §

35083 0391002219 0 0 0 0 0 0 0 31 alphaO&MusmusculusGN =Agpatl PE=1 SV=1
ADAOG2IG66 0391002219 0 0 0 0 0 0 0 2 Adheslcn G protein- ccuplcd receptor L2 OS=Mus musculus GN=Adgrl2 PE=1 SV=1
Reverse_tr/E9QIE7[EIQIET_MOUSE 0391002219 0 0 0 0 0 2 0 0 Centriolin OS=Mus musculus GN=Cnirl PE=1 SV=2
Reverse_sp|P70227[ITPR3_MOUSE 0391002219 0 0 0 0 0 0 0 2 Inositol 1.4,5-trisphosphate receptor type 3 0S=Mus musculus GN=Ttpr3 PE=1 SV=3
Reverse_rRGML3R4GML3_MOUSE 0391002219 0 0 0 0 0 2 0 0 Centriolin OS=Mus musculus GN=Cnfrl PE=1 SV=2
Q3TQ39 0391002219 0 0 0 0 2 0 0 0
P21447 0391002219 0 0 0 0 2 0 0 0
Reverse_trH3BIG4H3BIG4_MOUSE 0391002219 0 0 0 0 0 0 0 3
Q3UIU4 0391002219 0 0 0 0 2 0 0 0 gam P!

ADADAGYWMS 0391002219 0 0 0 0 2 0 0 0 Rab3 GTPase-activating protein non-catalytic subunit o Mus musculus GN-Rab3gap2 PE=1 SV=1
QUEPK2 0391002219 0 0 0 0 0 0 6 0 Protein XRP2 OS-Mus musculus GN=Rp2 PE=1 SV=3

Q8BMI3 0391002219 0 0 0 0 2 0 0 0 Eukaryotic translation initiation factor 1A, X-chromosomal OS=Mus musculus GN~Eiflax PE=2 SV=3
Reverse_sp|P70313]NOS3_MOUSE 0391002219 0 0 0 0 3 0 0 0 Nitric oxide synthase, endothelial OS-Mus musculus GN-Nos3 PE=1 SV—4

05555 0391002219 0 0 0 0 2 0 0 0 Integrin alpha-M OS-Mus musculus GN~ltgam s
P52760 0391002219 0 0 0 0 2 0 0 0 Ribonuclease UK114 OS-Mus musculus GN=Hrsp12 PE=1 SV=3
P51432 0391002219 0 0 0 0 0 2 0 01 4, beta-3 OS-Mus musculus GN=Plcb3 PE=1 SV=2
BIASP2 0391002219 0 0 0 0 0 0 3 0 Tyrosine-protein kinase OS=Mus musculus GN=Jak1 PE=1 SV=1
HTBWX9 0391002219 0 0 0 0 2 0 0 0 Small ubiquitin-related modifier 2 OS=Mus musculus GN=Sumo2 PE=1 SV=1
1BQQI6 0391002219 0 0 0 0 0 0 0 15 Protein Col6a3 OS=Mus musculus GN=Col6a3 PE=1 SV=
ADAOAGYWRS 0391002219 0 0 0 0 3 0 0 0 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN=Mapdk4 PE=1 SV=1
Reverse_tr[K3W4R0[K3W4R0_MOUSE 0391002219 0 0 0 0 4 0 0 0 Dynein heavy chain 17, axonemal OS=Mus musculus GN=Dnah17 PE=1 SV=1
Reverse_tr[E9Q706[E9Q706_MOUSE 0391002219 0 0 0 0 0 0 0 2 Adenylate cyclase type 9 OS=Mus musculus GN=Adcy9 PE=1 SV=1
AOAIDSRMCI 0391002219 0 0 0 0 0 0 0 2 Cytoplasmic dynein | light intermediate chain 2 (Fragment) OS=Mus musculus GN=Dynclli2 PE=1 SV=1
ADAOG2IGNG 0391002219 0 0 0 0 2 0 0 0 268 proteasome non-ATPase regulatory subunit 9 (Fragment) OS=Mus musculus GN=Psmd9 PE=1 §'
D3YXGO 0391002219 0 0 0 0 0 4 0 0 Hemicentin-1 OS=Mus musculus GN=Hmen1 PE=1 SV=1
Reverse sp\AZAL}é\(NTRL MOUSE 0391002219 0 0 0 0 0 2 0 0 Centriolin OS=Mus musculus GN=Cntrl PE=1 SV=2
A0A0G2IGM: 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN=Adgrl2 PE=I SV=1
GSESF4 0391002219 0 0 0 0 7 0 0 0 Fucose-1-phosphate guanylyliransferase OS=Mus museulus GN=Fpgt PE=1 SV=1
GSESFI 0391002219 0 0 0 0 2 0 0 0 Integrin alpha-M OS=Mus musculus GN=ltgam PE=1 SV=2
Reverse_tr/G3X928/G3X928_MOUSE 0391002219 0 0 0 0 2 0 0 0 SEC23-interacting protein OS=Mus musculus GN=Sec23ip PE=I SV=1
QIIWGH 0391002219 0 0 0 0 0 3 0 0 Elongator complex protein 2 OS-Mus musculus GN=£Ip2 PE=1 $V=1
ADA0G2IGIL 0391002219 0 0 0 0 0 4 0 0 Nexilin 08=Mus musculus GN=Nexn PE=1 SV=1
Q8CHG3 0391002219 0 0 0 0 0 2 0 0 GRIP and coiled:

AOAI40TSI9 0391002219 0 0 0 0 0 0 0 2 Phosphatidylinositol 4-kinase alpha OS=Mus musculus G

E9QOM9 0391002219 0 0 0 0 0 0 0 23 Protein Cald] OS=Mus musculus GN=Cald1 PE=1 SV~1

Q61735 0391002219 0 0 0 0 4 0 0 0 Leukocyte surface antigen CD47 OS=Mus musculus GN=Cd47 PE=1 SV=2

GSESTO 0391002219 0 0 0 0 3 0 0 0 Dnal (Hsp40) homolog, subfamily C, member 5, isoform CRA_b OS-Mus musculus GN~-Dnaje3 PE=1 SV~1
AOAOG2JH16 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 0S-Mus musculus GN-Adgrl2 PE=1 SV=1

Q3UI41 0391002219 0 0 0 0 2 0 0 0 Inhibitor of nuclear factor kappa-B kinase subunit beta OS=Mus musculus GN~Tkbkb PE=1 SV=1
E9PXB7 0391002219 0 0 0 0 0 0 0 9 E3 ubiquitin-protein ligase NEDD4-like OS-Mus musculus GN-Nedd41 PE~1 SV~1

F8VPLS 0391002219 0 0 0 0 3 0 0 0 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN=Mapdk4 PE=1 SV=2
Reverse_sp/Q3UHUSMTCLI_MOUSE 0391002219 0 0 0 0 2 0 0 0 Microtubule cross-linking factor 1 OS=Mus musculus GN=Mtell PE=1 SV=1

Q07235 0391002219 0 0 0 0 5 0 0 0 Glia-derived nexin OS=Mus musculus GN=Serpine2 PE=1 SV=2

ADAOR4II96 0391002219 0 0 0 0 0 2 0 0 C-Jun-amino-terminal kinase-interacting protein 4 OS=Mus musculus GN=Spag9 PE=I SV=1
Reverse_splQ69Z23[DYH17_MOUSE 0391002219 0 0 0 0 4 0 0 0 Dynein heavy chain 17, axonemal OS=Mus musculus GN=Dnah17 PE=1 SV=2

E9Q604 0391002219 0 0 0 0 2 0 0 0 Integrin alpha M, isoform CRA_a OS=Mus musculus GN=ltgam PE=1 SV=2




QIDCTI 0391002219 0 0 0 0 0 0 0 2 15-anhydro-D-fructose reductase OS=Mus musculus GN=AKr|¢2 PE=1 SV=1
Q62077 0391002219 0 0 0 0 0 0 0 21 gamma-1 0S=Mus musculus GN=Pleg1 PE=1 SV=2
QVQZZ4 0391002219 0 0 0 0 0 0 0 2 Unconventional myosin-XV OS=Mus musculus GN-Myo1 5a PE=1 §
PIT314 0391002219 0 0 0 0 0 0 0 4 Cystei i
Q91V64 0391002219 0 0 0 0 2 0 0 0 Tsochorismatase domain-containing protein 1 OS=Mus musculus GN=Isoc] PE=1 SV=1
AOAOR4IOT4 0391002219 0 0 0 0 2 0 0 0 Inhibitor of nuclear factor kappa-B k usculus GN=Ikbkb PE=1 SV=1
QSSXGl 0391002219 0 0 0 0 0 3 0 0 Misshapen-like kinase 1 OS=Mus mu
QSSXG3 0391002219 0 0 0 0 0 3 0 0 Misshapen-like kina
Q543K9 0.391002219 0 0 0 0 2 0 0 0 Purine nucleoside phosphorylase OS=Mus musculus GN
Reverse_tr/AOAOR4J0K2/AOAOR4J0K2 MOUSE 0391002219 0 0 0 0 0 0 3 0 Cytoskeleton-associated protein § OS=Mus museulus G/
Reverse_trlJ3QMCS|3QMCS_MOUSE 0391002219 0 0 0 0 0 0 0 2 Protein Mdn1 OS=Mus musculus GN=Mdn1 PE=1 SV=1
QSBLD4 0391002219 0 0 0 0 0 0 4 0 MCG16669, isoform CRA_f OS=Mus musculus GN=Tardbp PE=1 SV=1
AJELS 0391002219 0 0 0 0 0 2 0 0 Toll interacting protein, isoform CRA_b OS=Mus museulus GN=Tollip PE=1 SV=1
QICRO0 0391002219 0 0 0 0 2 0 0 0 268 proteasome non-ATPase regulatory subunit 9 OS=Mus musculus GN=Psmd9 PE=1 SV=I
E9QSK8 0391002219 0 0 0 0 2 0 0 0 Integrin alpha-M OS=Mus musculus GN=ligam PE=1 §
Reverse_sp/Q8BL66[EEA]_MOUSE 0391002219 0 0 0 0 0 3 0 0 Early endosome antigen 1 OS=Mus musculus GN=Eeal PE=1 SV=2
F8WH3 1 0391002219 0 0 0 0 0 2 0 0 C-Jun-amino-terminal kinase-interacting protein 4 OS=Mus musculus GN=Spag9 PE=1 SV=2
F6SH61 0391002219 0 0 0 0 0 2 0 0 C-Jun-amino-terminal kinase-interacting protein 4 (Fragment) OS=Mus musculus GN=Spag9 PE=1 SV=1
S4RIVO 0391002219 0 0 0 0 3 0 0 0 PDZ and LIM domain protein | (Fragment) OS=Mus musculus GN=Pdlim1 PE=1 SV=1
S4RITT 0391002219 0 0 0 0 0 0 0 23 Protein Cald1 O musculus GN=Cald | PE=1 SV=1
AOA0G2IDF4 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN=Adgrl2 PE=1 SV=1
Reverse_tr/Q91XZ9/Q91X29_MOUSE 0391002219 0 0 0 0 0 0 3 0 Protein Pedhb20 OS=Mus musculus GN=Pedhb20 PE=1 SV=1
AOAOAOMQS7 0391002219 0 0 0 0 2 0 0 0 Son of sevenless homolog 2 OS=Mus musculus GN=Sos2 PE=1 SV=1
A2AUEL 0391002219 0 0 0 0 3 0 0 0 Dnal homolog subfamily C member 5 (Fragment) OS=Mus musculus GN=Dnajes PE=1 SV=1
A0A0G2IDE3 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN=Adgrl2 PE=1 SV=1
E9PUDI 0391002219 0 0 0 0 0 2 0 0 C-Jun-amino-terminal kinase-interacting protein 4 OS=Mus musculus GN=Spag9 PE=I SV=I
Reverse_splA2AAE1K1109_MOUSE 0391002219 0 0 0 0 2 0 0 0 Uncharacterized protein KIAAT109 OS=Mus musculus GN=Kiaal 109 PE=1 SV=4
QICZX0 0391002219 0 0 0 0 4 0 0 0 Elongator complex protein 3 0S=Mus musculus GN=Elp3 PE=I SV=1
AOAOAOMQGI 0391002219 0 0 0 0 0 0 0 4 Ob;curm lke protein | (Fragment) OS-Mus musculus GN-Obsll PE-1 sv 1
D3Z3V2 0391002219 0 0 0 0 2 0 0 0 CMi 0S=Mus musculus GN=St3gal2 PE=1 SV=1
Qoz2v8 0391002219 0 0 0 0 0 0 0 6 Prulme synthase co-transcribed bacterial hunmlug protein OS=Mus m L\\lu~ GN=Prosc PE=1 SV=1
008915 0391002219 0 0 0 0 0 2 0 0
QUEPTI 0.391002219 0 0 0 0 0 0 0 2
AOA0G2IDK6 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN=Adgrl2 PE=1 SV=1
AOAOR41088 0391002219 0 0 0 0 0 3 0 0 Tissue factor OS=Mus musculus GN=F3 PE=1 SV=1
QUILVI 0391002219 0 0 0 0 2 0 0 0 BAG family molecular chaperone regulator 3 OS=Mus musculus GN=Bag3 PE<1 SV=2
P97473 0391002219 0 0 0 0 0 0 2 0 RISC-loading complex subunit TARBP2 OS=Mus musculus GN=Tarbp2 PE=1 SV=2
Q8ROB4 0391002219 0 0 0 0 0 0 4 0 MCG16669, isoform CRA_a OS=Mus museulus GN=Tardbp PE=1 SV=1
P63213 0391002219 0 0 0 0 0 0 0 3 Guanine nucleotide-binding protein G(I)/G(S)/G(0) subunit gamma-2 OS=Mus musculus GN=Gng2 PE=1 SV=2
QUIMs2 0391002219 0 0 0 0 0 3 0 0 Misshapen-like kinase | OS-Mus museulus GN=Mink1 PE=1 SV-
QIVIGH 0391002219 0 0 0 0 0 3 0 0 Olfactomedin-like protein 2B OS=Mus musculus GN=OlfmI2b PE=1 SV=2
E9PV4l 0391002219 0 0 0 0 0 0 4 0 Protein diaphanous homolog 1 OS=Mus musculus GN=Diaph1 PE=1 SV=1
AOAOG2IEXI 0391002219 0 0 0 0 0 4 0 0 Nexilin OS=Mus museulus GN=Nexn PE=1 SV=1
Reverse_splQ80TZ9|RERE_MOUSE 0391002219 0 0 0 0 0 0 0 4 Arginine-glutamic acid dipeptide repeats protein OS] Mus museulus GN=Rere PE=1 SV=3
E9PV63 0391002219 0 0 0 0 4 0 0 0 Glutathione Stransferase Mu S OS-Mus musculus GN-Gsim PE-1 SV-1
Q11204 0391002219 0 0 0 0 2 0 0 0 CMP-N Iph: .1 2 08=Mus musculus GN=St3gal2 PE=2 SV=2
AOA0G2IFDS 0391002219 0 0 0 0 0 4 0 0 chﬂm 0S=Mus musculus GN:chn PE=1 SV=1
PODOV2 0391002219 0 0 0 0 2 0 0 0 Interferon-activable protein 204 OS=Mus museulus GN=1fi204 PE=1 SV=
D3YZS5 0391002219 0 0 0 0 0 0 2 0 RISC-loading complex subunit TARBP2 (Fragment) OS=Mus musculus GN=Tarbp2 PE=1 SV=1
G3UZK1 0391002219 0 0 0 0 0 0 2 0 Guanine nucleotide-binding protein subunit gamma OS=Mus musculus GN=Gm20503 PE=3 SV=1
Reverse_sp|Q80ZA4[PKHLI_MOUSE 0391002219 0 0 0 0 0 2 0 0 Fibrocy: us musculus GN=Pkhd 111 PE=1 S
E9Q6J5 0391002219 0 0 0 0 0 0 2 0 Biorientation of chromosomes in cell division protein I-like 1 OS=Mus musculus GN=Bod 11 PE=1 SV=1
QU0s19 0391002219 0 0 0 0 0 2 0 0 Xanthine dehydrogenase/oxidase OS=Mus musculus GN=Xdh PE=1 SV=5
Reverse_tr[E9PX09[E9PX09_MOUSE 0391002219 0 0 0 0 0 0 0 2 Carnosine synthase | OS=Mus musculus GN=Carns| PE=1 SV=1
G3UZMO 0391002219 0 0 0 0 0 0 0 4 Serine/threonine-protein kinase N2 0S=Mus musculus GN=Pkn2 PE=1 SV=1
Q8VE9S 0391002219 0 0 0 0 0 0 0 2 CD276 antigen OS=Mus musculus GN=Cd276 PE=1 SV-
Qoz2D1 0391002219 0 0 0 0 0 0 2 0 Myotubularin-related protein 2 OS=Mus musculus GN=Mimr2 PE=1 SV=3
G3X9G2 0391002219 0 0 0 0 0 3 0 0 Misshapen-like kinase 1 OS=Mus musculus GN=Mink| PE=1 SV=1
Q3B7Z2 0391002219 0 0 0 0 0 0 0 2 Oxysterol-binding protein | OS=Mus museulus GN=Osbp PE=1 SV=3
Q8CSG6 0391002219 0 0 0 0 0 2 0 0 Pufative uncharacterized protein OS=Mus musculus GN=Tollip PE=1 SV=1
QICYR6 0391002219 0 0 0 0 3 0 0 0 Phosphoacetylglucosamine mutase OS=Mus musculus GN=Pgm3 PE=1 SV=1
BQIX0 0391002219 0 0 0 0 0 0 0 4 Cullin-4B OS=Mus museulus GN=Cul4b PE=I SV=1
A2AVIT 0391002219 0 0 0 0 0 2 0 0 Ribosome-binding protein 1 OS=Mus musculus GN=Rebpl P
F8WII4 0391002219 0 0 0 0 0 4 0 0 Extracellular matrix protein 1 OS=Mus musculus GN=Ecm1 PE=1 SV=]
Q8RIS0 0391002219 0 0 0 0 0 0 0 2 EROI-like protein alpha OS=Mus musculus GN~=Erola PE=1 S
A2A4E2 0391002219 0 0 0 0 2 0 0 0 Protein Fam90ala OS=Mus musculus GN=Fam90ala PE~4 §
Reverse_tr[E9Q7PO|EIQ7PO_MOUSE 0391002219 0 0 0 0 4 0 0 0 Dynein heavy chain 17, axonemal OS=Mus musculus GN=Dnah17 PE=1 SV=1
T6 0391002219 0 0 0 0 2 0 0 0 SH3 domain-binding protein 1 OS=Mus musculus GN=
E9PVG7 0391002219 0 0 0 0 3 0 0 0 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus museulus GN-Mapdkd PE=1 SV=2
P60904 0391002219 0 0 0 0 3 0 0 0 Dnal homolog subfamily C member 5 OS=Mus musculus GN=Dnajes PE=1 SV=1
Reverse_irK3W4R5[K3WARS_MOUSE 0391002219 0 0 0 0 0 0 3 0 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap$ PE=1 SV=1
A2A4A6 0391002219 0 0 0 0 0 0 0 2 Phosphoinositide phospholipase C Of
Q9CQ92 0391002219 0 0 0 0 0 3 0 0 Mitochondrial fission 1 protein OS=Mus musculus GN- V=1
A0AOG2IEQ8 0391002219 0 0 0 0 0 0 0 2 Adhesion G protein-coupled receptor L2 OS=Mus musculus GN AdngZ PE=1 SV=1
Qu2384 0391002219 0 0 0 0 2 0 0 0 Son of sevenless homolog 2 0S=Mus musculus GN=Sos2 PE=1 SV-
AOAOB4IIL4 0391002219 0 0 0 0 0 0 0 4 Obscurin-like protein 1 0S=Mus musculus GN=Obsll PE=1 SV=1
QoZ1Y4 0391002219 0 0 0 0 3 0 0 0 Thyroid receptor-interacting protein 6 Of
G3X9U9 0391002219 0 0 0 0 0 3 0 0 Fission 1 (Mitochondrial outer membrane) homolog (Yeast), isoform CRA_c OS=Mus musculus GN=Fis sv=1
Q4KML4 0391002219 0 0 0 0 3 0 0 0 Costars family protein ABRACL O s GN=Abracl P! 1
Q61508 0391002219 0 0 0 0 0 4 0 0 Extracellular matrix protein | OS=Mus musculus GN=Ecm| PE=1 SV-
QUIZX7 0.002094732 0 3 0 2 50 35 23 34 Prolow-density lipoprotein receptor-related protein 1 OS=Mus musculus GN=Lip1 PE=1 SV=1
AOAOR41019 0.002094732 0 3 0 2 50 35 23 34 Low density lipoprotein receptor related protein 1 OS=Mus musculus GN=Lrp1 PE=I SV=1
BYEHT6 0.099812452 0 35 47 14 501 362 0 316 Fibronectin OS=Mus mi GN=Fnl PE=I SV=1
QOWV92 0.00028565 0 4 0 0 48 51 29 48 Band 4.1-like protein 3 0S=) M museulus GN=Epb4113 PE=1 SV=1
AOAOSTWSS6 0.007546296 48 34 45 13 518 384 169 326 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
AOAOSTWRS0 0.008514515 49 3s 47 14 537 393 169 338 Fibronectin OS=Mus musculus GN=Fn1 PE=I SV=1
P11276 0.008592762 49 3s 47 14 537 394 169 337 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=4
Q3UHL6 0.008242822 49 3s 47 14 533 385 169 334 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
E9Q3W4 0.000203089 21 15 20 5 191 148 108 138 Plectin OS=Mus museulus GN=Plec PE=1 SV=1
AOAOBTWSN6 0.009265727 47 3s 47 14 505 370 157 318 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
QUQXSI 0.00020287 21 16 21 5 192 148 109 138 Plectin OS=Mus museulus GN=Plec PE=1 SV
070318 0.000903752 7 6 3 2 41 37 27 49 Band 4.1-like protein 2 OS=Mus musculus GN=Epb4 112 PE=1 SV=2
P46935 0.000882051 4 4 2 36 23 23 35 E3 ubiquitin-protein ligase NEDD4 OS-Mus musculus GN=Nedd4 PE=1 SV=3
A2AKIS 0.036732805 4 2 0 3 28 19 20 15 Integrin alpha-V OS=Mus musculus GN=ltgav PE=1 SV
P43406 0.036732805 4 2 0 3 28 19 20 15 Integrin alpha-V OS=Mus musculus GN=ltgay PE=1 SV=
QUs816 0.030910442 5 4 4 0 48 34 3 25 Fatty acid-binding protein, epidermal O&Mus musculusG Fabps PE=1 SV=3
E9Q829 0.128160884 0 5 4 2 27 0 17 27 Catenin delta-1 OS=Mus musculus GN=Ctand -
E9Q986 0.130281299 0 5 4 2 27 0 17 26 Catenin delta-1 OS=Mus musculus GN= Cmndl PF 1 sv 1
E9Q8Z6 0.130281299 0 5 4 2 27 0 17
E9Q901 0.130281299 0 5 4 2 27 0 17
E9Q907 0.130281299 0 5 4 2 27 0 17 26 Catenin delta-1 0=}
G3X9V2 0.130281299 0 5 4 2 27 0 17 26 Catenin (Cadherin
contaminant_KERATIN1S 0201776586 0 0 0 2 14 1 12
Q8VHX6 3.99755E-05 33 28 33 10 199 155 116 -C 0S=Mus musculus GN=Flnc PE=1 S
D3Z2H2 0.002623066 0 5 4 2 27 18 17 26 Catenin delta-1 OS=Mus musculus GN=Ctnnd] Pl
E9Q8Z8 0.002623066 0 5 4 2 27 18 17 26 Catenin delta-1 OS=Mus musculus GN=Ctnnd] Pl
30999 0.003751875 0 5 4 2 27 17 17 27 Catenin delta-1 OS=Mus musculus GN=Ctnnd] Pl
E9Q905 0.003751875 0 5 4 2 27 17 17 27 Catenin delta-1 OS=Mus musculus GN=Ctnnd] Pl
E9Q904 0.003804625 0 5 4 2 27 17 17 26 Catenin delta-1 OS=Mus musculus GN=Ctnnd] Pl
D3Z7H6 0.00531301 0 5 4 2 27 16 17 27 Catenin delta-1 OS=Mus musculus GN=Cinnd] Pl
E9Q8Z4 0.00531301 0 5 4 2 27 16 17 27 Catenin delta-1 OS=Mus musculus GN~Cinnd] Pl
P11688 0.028181962 5 0 3 0 37 24 6 27 Integrin alpha-5 OS=Mus musculus GN~ligas PE<1 SV=3
E9Q903 0.309385994 0 5 4 2 0 16 0 25 Catenin delta-1 OS=Mus musculus GN=Cinnd 1 PE=1 S
QUIKSS 0.018362065 8 2 8 0 30 41 19 } sv=1
Q8BKG3 0.010103084 6 2 0 2 23 13 16 19 Inactive tyrosine-protein kinase 7 OS=Mus musculus GN=Ptk7 PE=1 SV=1
D3Z2H7 0.008558374 0 5 4 2 25 14 14 25 Catenin delia-1 OS=Mus musculus G s
E9Q8ZS 0.012336252 0 5 4 2 26 13 15 24 Catenin delia-1 OS=Mus musculus G s
Q64282 0.031492629 2 0 0 0 8 10 13 9 Interferon-induced protein with tetratricopeptide repeats 1 OS=Mus musculus GN=Ifitl PE=1 SV=2
D3Z1V4 0.135841933 4 0 2 0 20 6 0 19 Phosphatidylethanolamine-binding protein 1 OS=Mus musculus GN Pebpl PE=1 SV=1
Q3U6K9 0.017099648 8 2 6 0 24 33 16 28 Phosphoserine aminotransferase OS=Mus musculus GN=Psat1 PE-
QIDBC7 0.005440575 4 3 5 0 16 2 17 20 cAMP-dependent protein kinase type I-alpha regulatory subunit OS-] Mns museulus GN=Prkarla PE=1 SV=3
QID6X6 0.009669237 5 4 4 0 29 18 10 23 Serine protease 23 OS=Mus musculus GN=Prss23 PE=2 SV=2
P70296 0.119878119 6 0 2 0 23 9 0 23 Phosphatidylethanolamine-binding protein 1 0S=Mus musculus GN=Pebp1 PE=1 SV=3
QIROHS 0277156706 0 0 0 3 15 1 14 0 Keratin, type Il cytoskeletal 71 OS=Mus musculus GN=Krt71 PE=1 SV=1
H7BX99 0.03476965 4 2 3 0 1 16 7 19 Prothrombin OS=Mus musculus GN=F2 PE=I SV=I
P19221 0.03476965 4 2 3 0 1 16 7 19 Prothrombin OS=Mus musculus GN=F2 PE=I SV=1
AOAON4SVS6 0.004042493 4 4 0 0 26 19 14 11 Cellular nucleic aci u mu\LuImGN ~Cnbp PE=1 SV=1
Q80X90 0.001244779 51 26 45 7 163 151 101 135 Filamin-B OS=Mus s
A2A816 0.248203635 2 0 0 0 0 0 7 10 Protein deglycase DJ-1 (Fragment) OS=Mus muvculmGN Park? PE=1 SV=1
09103 0.020890872 3 0 4 0 14 20 9 16 Protein disulfide-isomerase OS=Mus museulu 4hb PE=1 SV=2
Q640N1 0.034718994 15 1 16 2 59 60 18 44 Adipocyte enhancer-binding protein | OS-Mus musculus GN~Acbp! PE=1 SV=1
P27601 0.00323207 2 2 0 0 8 10 5 9 Guanine nucleotide-binding protein subunit alpha-13 OS=Mus museulus GN=Gnal3 PE=1 SV=I
QUILX0 0.039921807 2 0 0 0 4 8 7 13 Protein deglycase DJ-1 OS=Mus musculus GN=Park7 PE=1 SV=1
Reverse_tr/GSE866|GSES66_MOUSE 0.939635772 0 12 4 5 0 0 28 0 Splicing factor 3B subunit 1 OS=Mus musculus GN=Sf3b1 PE=I SV=I
Reverse_spQ99NBI|SF3BI_MOUSE 0.939635772 0 12 4 5 0 0 28 0 Splicing factor 3B subunit 1 OS=Mus musculus GN=Sf3b1 PE=1 SV=I
AOAOSTWQKO 0.205896685 0 0 0 7 38 0 21 22 60S ribosomal protein L3 (Fragment) OS=Mus musculus GN=Rpl3 PE=1 SV=1
E9QN70 0.004383447 10 9 10 4 45 26 2 33 Laminin subunit beta-1 OS=Mus musculus GN=Lamb1 PE=1 SV=1
P02469 0.004383447 10 9 10 4 45 26 2 33 Laminin subunit beta-1 OS=Mus musculus GN~Lamb1 PE<1 SV=3
P50396 0.027087657 8 5 4 2 18 19 19 16 Rab GDP dissociation inhibitor alpha OS=Mus museulus GN=Gdil PE=1 SV=3
Q8K354 0.008318163 4 0 0 0 15 14 15 16 Carbonyl reductase [NADPH] 3 OS=Mus museulus GN=Cbr3 PE=1 SV=1
Q02248 0.001557465 12 1 13 4 50 35 25 38 Catenin beta-1 OS=Mus museulus GN=Ctnb1 PE=1 SV=1
A2A813 0.044255444 2 0 0 0 4 6 7 12 Protein deglycase DJ-I OS=Mus musculus GN=Park7 P
QUILDS 0.015789468 0 5 4 0 24 15 9 17 N(G)N(G 205 Mus musculus GN=Ddah2 PE=1 SV=1
QU9PTI 0.013658744 19 1 8 0 42 46 40 53 Rho GDP-dissociation inhibitor | OS=Mus musculus GN=Arhgdia PE-
QSF2ES 0.007103036 2 0 0 0 8 7 7 6 Serinefthreonine-protein kinase TAO1 OS=Mus musculus GN=Taok] PE=1 SV=1
A2A815 016017177 2 0 0 0 3 0 7 11 Protein deglycase DI-1 (Fragment) OS=Mus musculus GN=Park7 PE=1 SV=8
A2A817 0.502500613 2 0 0 0 0 0 7 0 Pmtem deglycase DI-1 (Fragment) O MusmusculusGN Park7 PE=1 SV=1
AOAOR4IIDO 0.753637865 2 0 2 0 0 0 0 o s
26645 0.152265174 0 0 3 0 20 3 8
QU713 0.014478008 4 0 0 0 1 15 11
QUCZNT 0.020165652 0 3 5 0 19 14 7
Q64727 0.019078436 23 14 17 7 85 46 28
Q8VDI3 0.012054101 3 4 3 0 13 9 10 us musculus ON
QITPR4 0.002739464 28 26 25 10 94 79 42 84 Alpha-actinin-1 OS=Mus musculus GN=Actn1 PE=1 SV=1
P20152 0.004728754 46 37 39 14 157 96 66 127 Vimentin OS=Mus musculus GN=Vim PE=I SV=3
Q61206 0.362897083 2 0 2 0 7 0 0 6 Platclet-activating factor acetylhydrolase IB subunit beta OS=Mus musculus GN=Pafah1b2 PE=1 SV=2
Q6ZPJ3 0.676447881 0 0 0 2 7 6 0 0 (E3-independent) E2 ubiquitin-conjugating enzyme UBE20 OS=Mus musculus GN=Ube2o PE=1 SV=3
AOAOSTWPS3 0013247168 3 4 3 0 12 9 9 13 Vigilin OS=Mus musculus GN=HdIbp PE=1 SV=1
FSVQI3 0.002102524 36 33 36 9 12 105 61 84 Laminin subunit gamma-1 OS=Mus musculus GN~Lamel PE=1 SV=1
QUD034 0.065982792 2 2 0 0 7 6 0 6 Guanine nucleotide-binding protein subunit alpha-13 OS=Mus musculus GN=Gnal3 PE=1 SV=1
P26231 0.011904908 1 9 1 0 45 31 18 36 Catenin alpha-1 OS=Mus musculus GN=Ctnnal PE=1 §
AIBNS4 0.004246363 28 26 24 10 89 72 37 78 Alpha actinin 1a OS=Mus musculus GN=Actn] PE=I S
P15532 0.007111787 23 26 22 4 68 54 56 52 Nucleoside diphosphate kinase A OS=Mus museulus GN=Nmel PE=1 SV=1
QSNC80 0007773212 2 26 22 4 65 54 56 51 Nucleoside diphosphate kinase (Fragment) OS=Mus museulus GN=Nmel PE=1 SV=1
P10639 0.002332472 0 8 1 6 16 25 18 42 Thioredoxin OS=Mus museulus GN=Txn PE=1 SV=3




P02468 0002943711 35 32 33 9 103 96 53 77 Laminin subunit gamma-1 OS=Mus musculus GN=Lame PE=1 SV=2

A2A7ST 0.002754969 3 0 4 0 1 9 10 12 Tyrosine--{RNA ligase OS=Mus musculus GN=Yars PE= SV=I

QVIWQ3 0.002754969 3 0 4 0 1 9 10 12 Tymsmc——tRNA ligase, cytoplasmic OS=Mus musculus GN=Yars PE=1 SV=3

Q61072 0044523102 0 3 3 0 5 7 12 2 Di ¢ protein 9 OS=Mus musculus GN=Adam9 PE=1 SV=2
E9Q638 0044523102 0 3 3 0 5 7 12 9 0S=Mus musculus GN=Adam9 PE=1 SV=1
AOAI40LHUO 0044523102 0 3 3 0 5 7 12 in 9 0S=Mus musculus GN=Adam9 PE=1 SV=1
Qo8 0.063550309 0 2 0 0 6 6 0 60S ribosomal protein L38 OS=Mus muscu s

H3BKS4 0212731185 2 2 2 0 7 5 0 6 cAMP-dependent protein kinase type II-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=1 SV=1
P48678 0012733216 20 12 18 7 52 46 33 37 Prelamin-A/C OS=Mus musculus GN=Lmna PE=1 SV=2

QBIRU2 0.005968047 17 18 18 9 51 44 38 48 Tropomyosin alpha-4 chain OS=Mus musculus GN Tpm4 PE=1 SV=3

BIFAU9 0.004572122 99 73 99 20 304 195 138 212 Filamin, alpha OS=Mus musculus GN-

Q8BTMS 0.004572122 99 73 99 20 304 195 138 212 Filamin-A OS-Mus musculus GN=Flna PE=1 §

BIAZ46 0022450116 3 2 0 0 10 5 4 10 Brain-sp inhibitor 1 d protein 2 OS-Mus musculus GN-Baiap2 PE=1 SV=1
Q8BKXI 0022450116 3 2 0 0 10 5 4 10 B i inhibitor 1 d protein 2 OS-Mus musculus GN-Baiap2 PE=1 SV=2
POCG49 0.861490741 0 0 0 51 147 0 0 0 Polyubiquitin-B OS-Mus musculus GN-Ubb PE-2

P06745 0.007105037 6 8 7 0 19 21 18 22 Glucose-6-phosphate isomerase OS=Mus musculus GN=Gpi PE=1 sv4

Q35X22 0856428706 0 0 0 46 131 0 0 0 Polyubiquitin-B (Fragment) OS=Mus musculus GN=

009061 0082808176 2 0 0 0 8 6 0 3 Proteasome subunit beta type-1 OS=Mus musculus GN=Psmb] PE lSV 1

D3YVLO 0092955025 0 0 2 0 0 5 8 4 Putative helicase MOV-10 0S-Mus musculus GN-Mov10 PE-1 V-2

E9PW39 0092955025 0 0 2 0 0 5 8 4 Putative helicase MOV-10 O

23249 0092955025 0 0 2 0 0 5 8 4 Putative helicase MOV-10 O

D3Z3ES 0092955025 0 0 2 0 0 5 8 4 Putative helicase MOV-10 OS=Mus musculus GN=Mov10 PE=1 SV=1

Q80T06 0039440948 2 5 5 0 16 7 10 12 Elongation factor 1-delta OS=Mus musculus GN=Eef1d PE=1 S

P57776 0039440948 2 5 5 0 16 7 10 12 Elongation factor 1-delta OS=Mus musculus GN=Eef1d P!

AOAOR4IIE2 0039440948 2 5 5 0 16 7 10 12 Elongation factor 1-delta OS=Mus musculus GN=Eef1d PE=1 S}

Q8VHMS 0.682030757 0 0 5 0 14 0 0 0 Heterogeneous nuclear ribonucleoprotein R OS=Mus musculus GN=Hnrpr PE=1 SV=1
G3UXKO 0.794207453 3 0 2 0 0 7 0 0 0S=Mus musculus GN=Dinb PE=1 SV=1

G3UY34 0794207453 3 0 2 0 0 7 0 0 Dys

G3UZI3 0794207453 3 0 2 0 0 7 0 0 Dyst

088477 0003378692 5 2 3 0 15 10 7 5 Insulin-like growth factor 2 mRNA-binding protein 1 OS=Mus musculus GN=Igf2bp1 PE=1 SV=1
P31324 0233134288 4 3 2 0 9 6 0 10 cAMP-dependent protein kinase type Il-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=1 SV=3
P19324 0011396807 13 6 10 0 33 30 16 28 Serpin HI OS=Mus musculus GN=Serpinh| PE=1 SV=3

Q8BY89 0017839346 11 8 8 2 18 20 17 25 Choline transporter-like protein 2 OS=Mus musculus GN=Sle44a2 PE=1 SV=2

QV20ES 0.008539605 0 0 2 0 8 5 6 3 Farnesyl pyrophosphate synthase OS=Mus musculus GN=Fdps PE=1 SV=1

E9QN0& 0038124294 2 5 5 0 15 7 10 12 Elongation factor 1-delta (Fragment) OS=Mus musculus GN=EefId PE=1 SV=1

P61028 0307377623 2 0 0 0 0 5 0 6 Ras-related protein Rab-8B OS-Mus musculus GN-Rab8b PE=1 SV~1

P16045 0016281761 62 21 51 5 100 84 83 111 Galectin-1 OS-Mus musculus GN-Lgals] PE~1 SV=3

QV24C6 0358213982 2 2 3 0 8 3 0 8 Lysyl oxidase homolog 4 OS-Mus musculus GN-Lox}4 PE=2 SV=2

E9Q600 0358213982 2 2 3 0 8 3 0 8 Lysyl oxidase homolog 4 OS-Mus musculus GN-Lox}4 PE=1 SV~1

PO5132 0033724025 3 2 5 0 9 13 6 8 cAMP-dependent protein kinase catalytic subunit alpha OS=Mus musculus GN=Prkaca PE=1 SV=3
E9QNPO 0945834642 0 0 0 46 0 0 124 0 KxDL motif-containing protein | OS=Mus musculus GN=Kxd1 PE=1 SV=1

E9Q616 0014783589 29 25 21 14 54 53 51 81 Protein Ahnak OS=Mus musculus GN=Ahnak PE=1 SV=1

P62746 081142792 4 3 2 4 9 7 0 10 Rho-related GTP-binding protein RhoB OS=Mus musculus GN=Rhob PE=1 SV=1

Q60790 0594717038 0 3 0 0 0 0 8 0 Ras GTPase-activating protein 3 OS=Mus musculus GN=Rasa3 PE=1 SV=2

POCOA3 0061974367 0 2 0 0 6 6 0 4 Charged multivesicular body protein 6 OS=Mus musculus GN=Chmp6 PE=1 SV=2

BIAZ42 0061974367 0 2 0 0 6 6 0 4 Charged multivesicular body protein 6 (Fragment) OS=Mus musculus GN=Chmp6 PE=1 SV=1
Q6PIT 0.175724708 0 0 2 0 7 5 0 4 Metalloproteinase inhibitor 2 0S=Mus musculus GN=Timp2 PE=1 SV=

P25785 0.175724708 0 0 2 0 7 5 0 4 Metalloproteinase inhibitor 2 OS=Mus musculus GN=Timp2 PE=1 SV=2

QUD2RO 0004781852 8 2 5 0 16 12 12 13 Acetoacetyl-CoA synthetase OS=Mus musculus GN=Aacs PE=1 SV=1

P13020 0.000191089 21 15 18 5 46 38 29 43 Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3

D3YUQY 0.000167805 2 0 5 0 12 7 9 9 Elongation factor I-delta (Fragment) OS=Mus musculus GN=Ecfld P

QU1768 0014502381 2 20 2 2 48 38 39 49 Nucleoside diphosphate kinase B OS=Mus musculus GN=Nme2 PE=1 §

Q922H4 0.877937905 0 4 2 2 0 7 0 7 Mannose-1-phosphate guanyltransferase alpha OS=Mus musculus GN‘GmppA PE=1 SV=1
E9PZF0 0022298686 2 25 23 3 52 40 44 55 Nucleoside diphosphate kinase OS=Mus musculus GN=Gm20390 PE=.

97427 0.00916954 8 3 8 0 19 18 12 16 Dihydropyrimidinase-related protein 1 OS=Mus musculus GN=Crmp1 p

Z4YKSS 0426526658 41 31 43 5 94 72 0 62 Agrin OS=Mus musculus GN=Agrn PE=1 SV=1

E9Q6R7 0.003243697 0 0 2 0 6 3 5 6 Protein Utrn OS=Mus musculus GN=Utrn PE=1 SV=1

P68037 0.004129713 2 3 0 0 8 8 5 4 Ubiquitin-conjugating enzyme E2 L3 OS=Mus museulus GN=Ube213 PE=1 SV=1

Q6PSFT 0014585274 2 3 0 0 7 6 5 7 Protein tweety homolog 3 OS=Mus musculus GN=Ttyh3 PE=1 SV=1

E9QNH6 0025887518 0 2 2 0 4 6 3 7 Unconventional myosin-Ib OS-Mus musculus G

E9Q580 0025887518 0 2 2 0 4 6 3 7 Unconventional myosin-Ib OS-Mus musculus GN-

P46735 0025887518 0 2 2 0 4 6 3 7 Unconventional myosin-Tb OS-Mus musculus G

Q7TQD7 0025887518 0 2 2 0 4 6 3 7 Myolb protein OS-Mus musculus GN-Myo b P}

QICRI6 0038302929 12 8 8 6 31 16 14 24 Peptidyl-prolyl cis-trans isomerase D OS=Mus musculusGN ~Ppid PE=1 SV=3

Q8BFY6 0.18372863 2 0 0 0 6 0 0 4 Peflin OS=Mus museulus GN=Pefl PE=1 SV=1

P47199 0.718096995 0 0 2 0 5 0 0 0 Quinone oxidoreductase OS=Mus musculus GN=Cryz PE=1 SV=1

P50543 0895562203 2 0 2 0 0 0 0 5 Protein $100-A11 OS=Mus musculus GN=8100al 1 PE=1 SV=1

Q05793 0.009005813 400 325 327 143 983 731 531 695 Basement membrane-specific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
E9Q7Q3 0.084423853 0 0 27 13 61 51 41 43 Tropomyosin alpha-3 chain OS=Mus musculus GN=Tpm3 PE=1 SV=1

A2ASQ1 1.29728E-05 40 30 42 5 91 71 63 61 Agrin OS=Mus musculus GN=Agrn PE=1 SV=1

61079 0193881582 0 0 3 0 7 9 0 6 Ubiquitin-conjugating enzyme E2 D3 OS=Mus musculus GN=Ube2d3 P

ADA0G2IGLO 0193881582 0 0 3 0 7 9 0 6 Ubiquitin-conjugating enzyme E2 D3 OS=Mus musculus GN=Ube2d3

AOAOG2JE32 0193881582 0 0 3 0 7 9 0 6 Ubiquitin-conjugating enzyme E2 D3 (Fragment) OS=Mus musculus GN UbeZd} PE=1 SV=1
MOQWPI 0.000307749 44 32 44 5 98 72 66 69 Agrin OS=Mus musculus GN=Agrn PE=1 SV=1

008553 0044363487 45 34 36 4 91 81 34 83 Dihydropyrimidinase-related protein 2 0S=Mus musculus GN=Dpysl2 PE=1 SV=2

QG6NXHY 0842948403 0 0 0 7 22 12 0 0 Keratin, type Il cytoskeletal 73 OS=Mus musculus GN=Krt73 PE=1 SV=

BIBOCT 0.005774716 470 369 367 154 1090 802 577 780 Basement membrane-specific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
QIDBII 0005286234 50 40 30 14 88 78 49 105 Phosphoglycerate mutase 1 OS=Mus musculus GN=Pgam1 PE=1 SV=3

QSSFO7 0.023864489 6 2 4 0 10 12 7 9 Insulin-like growth factor 2 mRNA-binding protein 2 0S=Mus musculus GN=Igf2bp2 P
E9PZI6 0.006178147 480 373 373 159 1100 808 579 792 Basement ane-specific heparan sulfate core protein O pg2 PE=1 SV=1
P27773 0.01867859 6 5 8 2 14 14 8 13 Protein disulfide-isomerase A3 OS-Mus musculus GN=Pdia3 PE=1 SV=2

59108 0.648561657 3 0 0 0 0 0 0 7 Copine-2 0S=Mus musculus GN=Cpne2 PE=1 SV=1

contaminant_INT-STDI 0071376351 397 290 364 270 775 728 643 932 BSA

P11679 0241430789 20 14 20 10 37 0 0 0 Keratin, type II cytoskeletal 8 OS-Mus musculus GN=Krt8 PE~1 SV—4

QUILB4 0.668788747 7 4 4 3 13 8 0 10 Capping protein (Actin filament), gelsolin-like OS=Mus musculus GN~Capg PE=1 SV=1
P40124 0044783459 28 20 21 9 38 46 44 50 Adenylyl cyclase-associated protein 1 OS=Mus museulus GN=Cap1 PE=1 SV~4

Q8BU3I 0271381953 3 0 2 0 4 6 0 7 Ras-related protein Rap-2c OS-Mus musculus GN~Rap2¢ PE=I SV=1

A6X8Z3 0024269418 6 2 4 0 10 12 7 7 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus GN=Igf2bp2 PE=1 SV=1
P70349 0027930054 4 6 8 0 2 12 10 10 Histidine triad nucleotide-binding protein 1 OS=Mus musculus GN=Hint] PE=I SV=3

Q62159 0009530461 23 14 15 6 49 29 19 32 Rho-related GTP-binding protein RhoC OS=Mus musculus GN=Rhoe PE=1 SV=2

E9QOPY 0.68610885 7 0 0 2 13 7 0 0 Serpin B6 (Fragment) OS=Mus musculus GN=Serpinb6a PE=1 SV=1

26043 001477506 51 41 38 10 86 7% 74 72 Radixin OS=Mus musculus GN=Rdx PE=1 SV=3

FTBSBS 0335266818 6 3 5 0 14 7 0 10 Protein Hnrpr OS=Mus musculus GN=Hnmpr PE=1 SV=1

P26039 0017462765 27 23 28 7 67 41 30 50 Talin-1 OS=Mus musculus GN=TIn1 PE=1 §'

K3W4R2 0.860016103 0 9 6 4 20 8 0 0 Myosin-14 OS=Mus musculus GN=Myh14 PE=1 SV=1

QUROPS 0022736054 14 1 10 3 29 23 18 14 Destrin OS=Mus musculus GN=Dstn PE=1 S

KTEGF1 0.65198429 8 0 0 2 14 8 0 0 Serpin B6 (Fragment) OS=Mus musculus GN Serpmbba PE=1 SV=1

QIWUM3 0.050922558 13 6 10 0 16 27 18 24 Coronin-1B 0S=Mus musculus GN=Corolb PE=I SV=I

Q924B0 0.064348852 4 3 5 0 14 8 4 9 Inositol (Myo)-1(Or 4)-monophosphatase 1 0S=Mus musculus GN=Impal PE=1 SV=1
Q8012 0.064348852 4 3 5 0 14 8 4 9 Impal protein OS=Mus musculus GN=Impal P! =

Q99L47 0016949415 12 14 6 3 23 19 13 21 Hse70-interacting protein OS=Mus musculus GN=St13 PE=I SV=1

Q8R3CT 0.112300242 0 4 0 0 9 8 9 0 DEAD (Asp-Glu-Ala-Asp) box polypeptide 19b OS=Mus musculus GN=Ddx19b PE=I SV=1
D3Z3B8 0206145048 3 0 0 0 7 0 0 s large homolog 1 OS=Mus musculus GN=DIg1 PE=1 SV=1

P14824 0.000780295 123 7 95 31 212 169 122 nxa6 PE=1 SV=3

D3Z618 0.07307509 26 25 27 13 61 51 41 us musculus GN=Tpm3 PE=1 SV=1

Q8253 0.057682834 2 13 17 3 32 41 21 Galectin OS=Mus musculus GN=Lgals3 PE=I SV=1

G3UYZI 0056359463 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 P!

Q8R366 0056359463 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 OS=Mus musculus GN-Igsf8 Pl

AOAOR4IIT 0056359463 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 OS=Mus musculus GN-Igsf8 P!

Q79271 0.484429974 3 2 2 0 5 0 0 0 MCG140784 OS-Mus musculus GN=Try 0 PE=1 SV~1

24Y1S5 0010353682 31 2 27 5 57 46 46 35 Agrin OS-Mus musculus GN-Agrn PE=1 SV~1

Q8CI94 0.162992508 11 8 7 4 25 12 4 23 Glycogen phosphorylase, brain form OS=Mus musculus GN=Pygb PE=1 SV=3

D3Z2H9 0058939483 27 2 25 13 57 53 39 45 Protein Tpm3-rs7 OS=Mus musculus GN=Tpm3-rs7 PE=3 SV=1

Qo100 0.010001185 0 0 2 0 3 4 4 6 Phospholipid seramblase 1 OS=Mus musculus GN=Piscrl P!

P62071 0026161193 9 0 3 0 13 13 12 13 Ras-related protein R-Ras2 OS=Mus musculus GN=Rras2 PE=

A2AMWO 0021410143 2 23 26 9 49 55 29 45 Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_a OS=Mus musculus GN=Capzb PE=1 SV=1
AOAIBOGSRY 0.048280948 28 20 18 14 51 36 31 51 L-lactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 SV=1

FSWIKS 002031791 12 14 6 4 23 19 13 21 Hsc70-interacting protein OS=Mus musculus GN=St13 PE=1 SV=1

P12367 0399523715 2 4 3 0 8 5 0 6 cAMP-dependent protein kinase type Il-alpha regulatory subunit OS=Mus musculus GN=Prkar2a PE=1 SV=2
ADA0J9YUL3 0014622645 18 18 17 5 39 26 26 31 Septin 11, isoform CRA Mus musculus GN= Scpt 1 PE=1 SV=1

Q8CIBT 0014622645 18 18 17 5 39 26 26 SV

AOAOI9YTYO 0.014622645 18 18 17 5 39 26 26

PI6110 0.070641882 27 13 17 3 32 41 20 3 Galectin-3 OS=Mus musculus GN=Lgals3 PE=1 SV=3

PO6I51 0.045821003 28 20 19 14 51 36 31 51 Lilactate dehydrogenase A chain OS-Mus musculus GN—Ldha PE=1 V=3

24452 0314916214 6 3 4 0 11 8 0 8 Macrophage-capping protein OS=M:

Q564E2 0.043669846 28 20 20 14 52 36 31 51 Llactate dehydrogenase OS-Mus musculus GN-Ldha PE-1 SV-1

Q60864 0014640323 2 16 25 7 43 40 28 34 Stress-induced-phosphoprotein 1 OS=Mus musculus GN=Stip1 PE=1 SV=1

P15379 0.011007158 5 5 6 0 14 1 8 11 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=3

Q8RIFI 0034373567 2 11 13 4 27 24 19 33 Niban-like protein 1 OS=Mus musculus GN=Fam129b PE=1 SV=2
contaminant_KERATINO4 0.66660403 3 10 0 4 7 19 9 0 no deseription

F8WGL3 0.003869876 67 60 61 17 132 95 86 108 Cofilin-1 OS=Mus musculus GN=CfI1 PE=1 SV=1

contaminant_UBIQUITINO2 0008719991 50 42 42 10 107 68 50 70 no description

F7AVS1 0.708567719 0 9 8 7 4 20 25 0 Protein DBF4 homolog A (Fragment) OS-Mus musculus GN-Dbf4 PE~4 SV~1

Q9Qz41 0.708567719 0 9 8 7 4 20 25 0 Protein DBF4 homolog A OS-Mus musculus GN-Dbf4 PE-1 §!

D3YUG6 0.064141238 10 6 8 0 1 21 14 19 Coronin (Fragment) OS=Mus musculus GN—Coro b PE= lSV 1

P70303 0276635638 10 4 0 3 6 10 15 15 CTP synthase 2 OS=Mus musculus GN=Ctps2 PE=1 §

E9Q390 0028963772 104 81 83 20 149 139 110 184 Myoferlin OS=Mus museulus GN=Myof PE=1 SV=2

A2A9M4 0039854574 6 2 5 0 8 9 8 10 Dedicator of cytokinesis protein 7 Of

A2A9MS 0039854574 6 2 5 0 8 9 8 10 Dedicator of cytokinesis protein 7 Of

AOAOUIRNK7 0039854574 6 2 5 0 8 9 8 10 Dedicator of cytokinesis protein 7 OS

QSRIA4 0039854574 6 2 5 0 8 9 8 10 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=3

Q69ZNT 0029905108 105 81 83 20 149 139 110 184 Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2

P47757 0017694696 2 23 26 9 46 51 29 43 F-actin-capping protein subunit beta OS=Mus musculus GN=Capzb PE=1 SV=3

QICQWI 0007599624 0 5 8 0 16 13 11 12 Interferon-induced transmembrane protein 3 OS=Mus musculus GN=Ifitm3 PE=1 S

D3YV80 0014229372 0 2 2 0 3 5 3 5 Unconventional myosin-Ib (Fragment) OS=Mus musculus GN=MyoIb PE=1 SV=1

P13595 0030679052 0 4 0 0 10 6 6 10 Neural cell adhesion molecule 1 0S=Mus musculus GN=Ncam 1 PE=1 SV=3

E9QBO1 0.030679052 0 4 0 0 10 6 6 10 Neural cell adhesion molecule 1 0!

ADAOAG6YY47 0030679052 0 4 0 0 10 6 6 10 Neural cell adhesion molecule 1 O

Q61024 0045048444 54 48 50 8 82 79 59 100 Asparagine ;ynthem-

055023 0056506669 4 3 5 0 13 8 4 7

ADA0G2IDIS 0061609588 0 0 2 0 5 3 4 0

D3YX87 0066898112 2 0 0 0 5 3 0 4 to homolog 1 0

Q8COMO 0.080821734 0 0 2 0 5 4 3 0 WD repeat-containing protein 59 OS=Mus musculus GN-Wdr$9 PE=1 SV=2

AOAIDSRLIS 0.080821734 0 0 2 0 5 4 3 0 WD repeat domain 59, isoform CRA_b OS-Mus musculus GN-Wdr$9 PE=I SV=1

D3ZIF9 0.080821734 0 0 2 0 5 4 3 0 WD repeat-containing protein 59 OS=Mus musculus GN-Wdr$9 PE=1 SV=2

P62838 0238130329 0 0 3 0 5 8 0 5 Ubiquitin-conjugating enzyme E2 D2 OS-Mus musculus GN-Ube2d2 P

088738 0391002219 0 0 2 0 0 0 4 0 Baculoviral AP repeat-containing protein 6 OS-Mus musculus GN~Birc6 P!

S4RILS 0391002219 0 0 2 0 0 0 4 0 Baculoviral IAP repeat-containing protein 6 OS=Mus musculus GN=Bi

S4R2PE 0391002219 0 0 2 0 0 0 4 0 Baculoviral IAP repeat-containing protein 6 OS-Mus musculus G

AOAOAOMQNE 0.798892371 0 0 3 0 6 0 0 0 Neuroplastin OS-Mus musculus GN=Nptn PE=I SV=1

P62774 0.848114912 6 4 2 0 9 0 0 7 Myotrophin OS=Mus musculus GN=Mtpn PE=1 SV=2

ADA0I9YUDS 0017141741 5 7 5 0 9 15 11 10 High mobility group protein BI OS=Mus musculus GN=Hmgb1 PE=1 SV=1

A2APMS 0023080029 5 5 7 0 14 11 8 12 CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=1

Q80X37 0023080029 5 5 7 0 14 1 8 12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1

P08730 0217824834 10 8 1 4 19 23 14 9 Keratin, type I cytoskeletal 13 OS=Mus musculus GN=Krt13 PE=] SV=2



055131
E9QIGS
E9QIF5
E9PX48
QICWKS
D3Z5M7
FICAZ6
QUIKF1
A2APM3
A2APM4
A2APM2
E9QKMS
Q3U8S1
QUCXW3
P05064
A2AMH3
A2AMH4
Q6X893
QICRST
G3VOI8
ADAOR4259
G3uzI2
Q7TMK9
009131
Q8KIM3
AOADAG6YXT3
A2APMI1
Q07076
Q9CQ65
E9PYY0
P45377
G3UZ48
H3BKDO
P16546
contaminant_KERATINOS
P14211
E9Q519
P14069
054962
QUROPY
P61759
QSXIYS
Q8IZV7

9CX00
ADAOAGYY91
P21107
Q62261
Q02013
G3UZW7
Q9Z2K1
B7ZCP4
Q99MT3
Q5SVG4
Q5SVGS
Q3U4WE
56399
Q3TTYS
Q8VII6
A2AMHS
P56480
P68I81
Q3TMX0
F6RV1T
contaminant_KERATIN20
B7ZCUO
B7ZCU2
B7ZCU3
B7ZCU4
B7ZCUS
Q8CBW3
J3QNKS
088783
ADAOAOMQG2
contaminant_KERATINO2
QIDASY
P61205
Q6ZWZ1
contaminant_KERATIN14
Q6ZWV3
QIWUDI
P15331
S4RIC4
QUESXS
QICPR4
Q8052
P03991
P86048
QUESTS
QUDSB3
contaminant_KERATINI3
P60335
Q61414
AOAONASVT3
ADAONASW28
P53994
QYIMH6
Q61239
Q3TLPS,
P29341
QIIMNI
P62631
contaminant_KERATIN17
Q3UPLO
H7BWY4
E9QOHO
Q811D0
PI0833
P42227
P39688
AOAOSTWNMI
QURIPO
E9PW69
Q1267
Q8BP43
QSR2PS
P10126
QUDOEI
I7THLV2
QUDBG3
Q60854
FSWIV2
Q92202
P97372
QIQUMY
Q9CQL1
P61327
AOA023T778
P17426
P01897
088342
QUIXHS
Q6IFZ6
E9Q3M3
008788
E9Q586
D3YX34
QUDSE6
Q99177
Q6IFX2
Q8C166
P60605
G3UZX2
P14115
P58771
Q64105
Q8BSH3
E9Q454
E9Q452
A2A5N1
BRIK32
Q7TSG6
035643
035988
Q9QYBI
P67984
Q64514
QvZ120
035639
B7ZNU9
QUD4E6
E9Q450
E9Q4P0
E9PWZ3
Q3UQ28
B2RYS3

0.01071421
0.01071421
0.01071421
0.034680111
0.160833804
0.769789584
0.05592503
0.075501963
0.029385921
0.029385921
0.029385921
0.029385921
0.029385921
0.399917211
0.028302261
0.296909448
0.296909448
0.385119773
0.010399706
0.061536962
0.061536962
0.061536962
0.061536962
0.274581224
0.428124176
0.428124176
0.022903385
0.095121234
0.057505843
0.973780872
0.096253019
0.082836467
0.738681855
0.021822929
0.159079157
0.046847509
0.206151137
0.00893839
0.316121859
0.078833087
0.087386179
0.569012531
0.028675804
0.301214949
0.02760317
0.300128128
0.077187758
0.480200386
0.645309458
0.27757977
0.516085314
0.890996938
0.154426357
0.154426357
0.196794507
0.196794507
0.596515309
0.035439802
0.433224961
0.501156992
0.249893822
0.089179587
0.978609728
0.529319647
0.001425764
0.001425764
0.001425764
0.001425764
0.001425764
0.001425764
0.001425764
0.217537216
0.115025548
0.840154152
0.105946732
0.066086698
0.090491295
0.734712602
0.418762282
0.112135376
0.34114082
0.831957707
0.032023431
0.072673605
0.021685248
0.177085052
0.527034526
0.212081797
0.216208886
0.344621769
0.177535438
0.099515381
0.117647009
0.117647009
0.530502691
0.689804096
0.889616466
0.103777105
0.096063561
0.147289486
0.028515588
0.825334686
0.214235166
0.088242453
0.088242453
0.088242453
0.160783849
0.580447993
0.819180041
0.07797806
0.128356855
0.128356855
0.876907505
0.634292927
0.147745807
0.012180774
0.288404106
0.444468961
0.136313481
0.165646251
0.165646251
0.744961278
0.076879192
0.698214632
0.591069678
0.591069678
0.591069678
0.030555305
0.132116947
0.007333964
0.16058759
0.363773647
0.12449409
012449409
012449409
0.12449409
0.084987879
0.1846073
0.538846248
0.139233085
0.778359223
0.778359223
0.605812595
0.508733656
0.159161762
0.399219925
0.399219925
0.399219925
0.044372222
0.078576623
0.033598986
0.13599819
0.448050982
0.56883375
0.612119828
0.371376664
0.541286062
0.088480247
0.004471069
0.12169071
0.546811877
0.224024195
0.396364891
0.820735289
0.417949923
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15
14
15
15
21
10

19
34

0
13
13

Septin-7 OS=Mus musculus GN=Sept7 PE=1 SV=1
Septin-7 OS=Mus musculus GN=Sept7 PE=1 SV=2
Septin-7 OS=Mus musculus GN=Sept7 PE=1 §
Dedicator of cytokinesis protein 7 0S=Mus mus qu\GN Dock7 PE=1 SV=2
Sorting nexin-2 S=Mus musculus GN=Snx2 PE=1 SV:

Peroxidasin homolog OS=Mus musculus GN=Pxdn P! 1 B
F-actin-capping protein subunit beta (Fragment) OS=Mus mus
Ras GTPase-activating-like protein IQGAP1 OS=Mus musculus G
CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=1

CD44 antigen OS-Mus musculus GN=Cdd4 PE=1 SV=1

CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=1

CD44 antigen OS-Mus musculus GN-Cdd4 PE=1 SV-1

CD44 antigen OS-Mus musculus GN-Cdd4 PE=1 SV=1
Caleyclin-binding protein OS-Mus musculus GN~Cacybp PE=1 §
Fructose-bisphosphate aldolase A OS=Mus musculus G]
Choline transporter-like protein 1 OS=Mus musculus GN=
Choline transporter-like protein 1 OS=Mus musculus G
Choline transporter-like protein 1 OS=Mus musculus G

qgapl PE=1 SV

60 ribosomal protein L14 OS=Mus musculus GN=Rpl14 PE=1 SV=3

Heterogeneous nuclear ribonucleoprotein Q OS=Mus museulus GN=Synerip PE=1
Heterogeneous nuclear ribonucleoprotein Q OS=Mus museulus GN=Synerip PE=1
Glutathione S-transferase omega-1 OS=Mus musculus GN=Gsto] PE=1 SV=2

Protein kinase, cAMP dependent regulatory. type I1 alpha OS=Mus musculus GN=]

s
cAMP-dependent protein kinase type Il-alpha regulatory subunit O$=Mus museulus GN=Prkar2a P

CD44 antigen OS=Mus musculus GN=Cd44 PE=
Annexin A7 OS=Mus musculus GN=Anxa7 PE=1 SV=2
S-methyl-5"-thioadenosine phosphorylase OS=Mus musculus GN=Mtap PE=1 SV=1
Serpin B6 (Fragment) OS=Mus musculus GN=Serpinb6a PE=1 SV=1

Aldose reductase-related protein 2 0S=Mus musculus GN=AkrIb8 PE=1 SV=2
Heterogeneous nuclear ribonucleoprotein Q OS=Mus musculus GN=Syncrip P

sv=1
Heterogencous nuclear ribonucleoprotein K (Fragment) OS=Mus musculus GN=Hnrnpk PE=1 SV=1

Spectrin alpha chain, non-erythrocytic 1 OS=Mus musculus GN=Sptan| PE=1 SV=4
no description

Calreticulin OS-Mus musculus GN-Calr PE=1 SV~-1

Tropomyosin alpha-3 chain OS-Mus musculus GN=Tpm3 PE~1 SV=1

Protein $100-A6 OS=Mus musculus GN=5100a6 PE~1 SV=3
Barrier-to-autointegration factor OS-Mus musculus GN-Banf1 PE=1 SV~=1
Ubiquitin carboxyl-terminal hydrolase isozyme L1 O
Prefoldin subunit 3 OS=Mus musculus GN=Vbp1 PE=1 SV=2
Coatomer subunit delta OS=Mus musculus GN=Aren| PE=1 SV=2

IST1 homolog OS=Mus musculus GN=Ist] PE=1 SV-

=1

‘Tropomyosin alpha-3 chain OS=Mus museulus GN=Tpm3 PE=1 SV=3

Spectrin beta chain, non-erythrocytic | OS=Mus museulus GN=Spibn1 PE=1 SV=2

Aquaporin-1 OS=Mus musculus GN=Aqp PE=I S

Protein mago nashi homolog 2 OS=Mus musculus GN=Magohb PE=4 SV=1

Keratin, type I cytoskeletal 16 O$=Mus musculus GN=Krt16 PE=1 SV=3
opi ) SV-

Ubiquitin carboxyl-terminal hydrolase 5 O
Keratin, type 11 cytoskeletal 2 epidermal O! s
Splicing factor, proline- and glutamine-rich OS=Mus musculus o Sl'pq PE 1 sv-1
Choline transporter-like protein 1 OS=Mus musculus GN=Sled4al PE=1 SV=1
ATP synthase subunit beta, mitochondrial OS=Mus musculus GN=AtpSb PE:

sv=2
cAMP-dependent protein kinase catalytic subunit beta OS=Mus musculus GN=] Prkacb PE=1 SV=2

MCG4375, isoform CRA_b OS=Mus musculus GN=Sdcbp PE=1 SV=1

Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B OS=Mus musculus GN=Ppp2r2d PE=1 SV=2

no description
Abl interactor 1 0S=Mus musculus GN=Abil P!
Abl interactor 1 0S=Mus musculus GN=Abil P
Abl interactor 1 0S=Mus musculus GN=Abil P

Abl interactor 1 OS=Mus musculus GN=Abil PE= 1SV 3
Abl interactor 1 OS=Mus musculus GN=Abil Pl
Coagulation factor V OS=Mus musculus GN=F5 PE: 1 Sv=1

Spectrin beta chain, non-erythrocytic | (Fragment) OS=Mus musculus GN=Sptbn1 PE=1 SV=1

no description
Guanine nucleotide-
ADP-ribosylation factor 3 OS=Mus musculus GN=Arf3 PE=
60S ribosomal protein L17 0S=Mus musculus GN=Rpl17 P
no description

60S ribosomal protein L10 OS=Mus musculus GN=Rpl10 P!
STIPI homology and U box-containing protein 1 OS-
Peripherin OS=Mus musculus GN=Prph PE=1 SV=2
Calcium-transporting ATPase OS-] Mt musculus G (~Atp2b2 PE=1 SV=1
H/ACA ribonucleoprotein complex subunit 4 OS=Mus musculus GN=Dkel PE=1 SV=4
60S ribosomal protein L17 OS-Mus musculus GN-Rpl17 PE=1 SV=3
Microtubule-associated protein 1S OS-Mus musculus GN-Map1s PE=1 SV=2

H-2 class I histocompatibility antigen, K-W28 alpha chain OS=Mus musculus GN=H2-K1 PE=I SV=2

608 ribosomal protein L10-like OS=Mus musculus GN=Rpl101 PE=2 SV=1

Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Mus musculus GN=Anp32b PE=I SV=1
Charged multivesicular body protein 4b OS=Mus musculus GN=Chmpdb PE=1 SV=2

no description
Poly(C)-binding protein 1 OS=Mus musculus GN=Pebpl PE=1 §
Keratin, type I cytoskeletal 15 OS=Mus musculus GN=] Kms PE=1 SV=2

Guanine nucleotide-binding protein subunit gamma (Fragment) OS=Mus musculus GN=Gng12 PE=1 SV=1
Guanine nucleotide-binding protein subunit gamma OS=Mus musculus GN=Gng12 PE=1 SV=1

Ras-related protein Rab-2A OS=Mus musculus GN=Rab2a PE=1 SV=1
Thioredoxin reductase 1, cytoplasmic OS=Mus musculus GN=Txnrd1 PE=1 §
Protein type-1 subunit alpha O
Putative uncharacterized protein OS=Mus musculus GN=Racl PE=1 SV=1
Polyadenylate-binding protein 1 OS=Mus musculus GN=Pabpcl PE=1 SV=2
Lysine--tRNA ligase OS=Mus musculus GN=Kars PE
Elongation factor 1-alpha 2 0S=Mus musculus GN=Eefla2 PE=1 SV=1

Protein transport protein Sec31A OS=Mus musculus GN=Sec3 1a PE=1 SV=2
Disks large homolog 1 0S=Mus musculus G!
Disks large homolog 1 0S=Mus musculus G!
Disks large homolog 1 OS=Mus musculus GN-
Ras-related protein R-Ras OS=Mus musculus GN=Rras PE=1 SV=1
Signal transducer and activator of transcription 3 O
Tyrosine-protein kinase Fyn OS-Mus musculus GN=Fyn PE=1 SV~4
SLIT-ROBO Rho GTPase-activating protein 2 OS=Mus musculus G
Proteasome subunit alpha type-4 OS=Mus musculus GN~Psmad P!

Proteasome subunit alpha type (Fragment) OS=Mus musculus GN=Psmad PE=1 SV=1
SLIT-ROBO Rho GTPase-activating protein 2 OS=Mus musculus GN=Srgap2 PE=1 SV=2

Putative uncharacterized protein OS=Mus musculus GN=Tpm1 PE=1 SV=1
Lysine--tRNA ligase OS=Mus musculus GN=Kars PE=1 SV=1
Elongation factor 1-alpha 1 OS=Mus musculus GN=Eef1al P}
Heterogeneous nuclear ribonucleoprotein M O
60S ribosomal protein L10 (Fragment) OS=Mus musculus GN=Rpl10 PE=1 SV=1
AP-2 complex subunit beta OS=Mus musculus GN=Ap2b1 PE=1 SV=1

Serpin B6 0S=Mus musculus GN=Serpinb6 PE=1 §

Serpin B6 OS=Mus musculus GN=Serpinb6a P
Keratin, type 11 cytoskeletal 5 0$=Mus musculus G!
Proteasome activator complex subunit 2 0S=Mus musculus G
Proteasome subunit alpha type-6 OS=Mus musculus GN=Psma6 P
Protein mago nashi homolog 2 OS=Mus musculus GN=Magohb PE=2 §
Protein mago nashi homolog OS=Mus musculus GN=Magoh PE=2 SV=1
Mago nashi protein OS=Mus musculus GN=Magohb PE=1 SV=1

AP-2 complex subunit alpha-1 OS=Mus musculus GN=Ap2al PE=1 SV=1
H-2 class I histocompatibility antigen, L-D alpha chain OS-]
WD repeat-containing protein 1 OS=Mus musculus G! wan PE-1 SV=
Sepiapterin reductase OS=Mus musculus G
Keratin, type 11 cytoskeletal 1b OS=Mus m
Dynactin subunit 1 OS-Mus musculus G
Dynactin subunit 1 OS-Mus musculus G
Dynactin subunit 1 OS-Mus musculus G
Dynactin subunit 1 OS=Mus musculus G
60S ribosomal protein L4 OS=Mus musculus GN=Rpl4 P!
Sialic acid synthase OS=Mus musculus GN=Nans PE=1 SV~=|
Keratin, type I cytoskeletal 42 OS=Mus musculus GN=Krt42 PE=1 SV=1
Copine-1 0S=Mus musculus GN=Cpnel PE=1 SV=!
Ubiquitin-conjugating enzyme E2 G2 OS=Mus musculus GN=Ube2g2 P
Ubiquitin-conjugating enzyme E2 G2 (Fragment) OS=Mus musculus Gl
60S ribosomal protein L27a OS=Mus musculus GN=Rpl27a PE=
Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE 1 sv 1
Sepiapterin reductase OS=Mus musculus GN=Spr PE=1 SV-

Putative uncharacterized protein OS=Mus musculus GN= Tpml PE=1 SV=1
Tropomyosin alpha-1 chain O =1 Sv=1
Tropomyosin alpha-1 chain O =1 V=1

14-3-3 protein beta/alpha (Fragment) OS=Mus musculus GN=Ywhab PE=I SV=1
Heterogencous nuclear ribonucieoprotein
Radixin O
AP-1 complex subunit be
Syndecan-4 OS-Mus musculus rN Sded PE-
Chloride intracellular channel protein 4 OS=Mus museulus GN{I:LA PE-1 SV=3
60S ribosomal protein L22 OS=Mus musculus GN=RpI22 PE=1 SV-
Tripeptidyl-peptidase 2 OS-Mus musculus GN=Tpp2 PE=1 §'
General vesicular transport factor p115 OS=Mus musculus GN-
Annexin A3 OS-Mus musculus GN=Anxa3 PE=1 SV—4
Beta-2-syntrophin OS=Mus musculus GN=Sntb2 P
Polyadenylate-binding protein OS=Mus musculus GN=Pabpc6 PE=1 SV=1
Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE=1 SV=1

B

15 PE=1 SV=1
sme2 PE=1 SV=4
S

plbl PE=1 SV=2

sol PE=1 SV=2

KxDL motif-containing protein 1 (Fragment) OS=Mus musculus GN=Kxd1 PE=1 SV=1

Protein RpI31 0S=Mus musculus GN=Rpl31 PE=1 SV=1
Peroxidasin homolog OS=Mus musculus G
EG620155 protein OS=Mus musculus G}

ulus GN=Capzb PE=1 SV=1

us museulus GN=Uchll PE=1 SV=1

sphate d lase OS=Mus musculus GN=Amdhd2 PE=1 SV=1

Neural cell adhesion molecule 1 (Fragment) OS=Mus musculus GN=Ncam1 PE=1 SV=1

inding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Mus musculus GN=Gng 12 PE=1 SV=3
S

ilus GN=Stub1 PE=1 SV=1

lus musculus GN=Fnta PE=1 SV=1

us musculus GN=Stat3 PE=1 SV=2

rgap2 PE~1 SV=1
-1

us musculus G Hnmpln PE=1 SV=3

us musculus GN=H2-L PE=1 SV=2
3

SV=
be2g2 PE=1 SV=1

s musculus GN=Hnrnpm PE=1 SV=1



Q61655 0.23493532 7 4 7 2 10 8 8 5 ATP-dependent RNA helicase DDX19A OS=Mus musculus GN=Ddx19a PE=1 SV=2
AOATBOGSF7 0.178247069 18 0 0 3 15 19 16 15 608 ribosomal protein L18 OS=Mus musculus GN=RplI8 PE=1 SV=I

H3BIY9 0127010146 8 5 7 0 10 13 6 12 AP complex subunit beta OS=Mus musculus GN=Ap2b1 PE=1 SV=1

P46638 0455458301 8 7 8 5 10 9 9 i

P21279 0548696184 7 4 4 0 8 7 0

G3UXX3 0.160975935 10 9 10 3 16 9 9

99024 0019141659 327 210 262 46 440 317 232 Y S

QV22F4 001999493 209 150 180 38 311 233 152 186 Tubulm beta-6 chain OS=Mus musculu (‘N Tubb6 PE=1 SV=1
contaminant_KERATINOS 059701727 29 2 46 11 67 52 27 19 no description

P68372 0.007931338 311 205 249 46 416 310 228 281 Tubulin beta-4B chain OS=Mus musculus GN=Tubb4b PE=I SV=1

QIWUM4 0.152650374 12 6 7 2 14 10 5 12 Coronin-1C OS=Mus musculus GN=Corole PE=1 SV=2

QITMM9 0.008265494 304 194 239 44 402 208 216 263 Tubulin beta-2A chain OS-Mus musculus GN=Tubb2a PE~I SV=1

QV1VH6 0.602245994 5 5 6 0 9 12 0 3 Protein MEMO1 OS-Mus musculus GN-Memol PE-=1 8

Q8VE47 02351008 3 0 0 0 5 0 0 4 Ubiquitin-like modifier-activating enzyme 5 OS-Mus musculus GN=Uba3 PE=1 S
Q8R574 0312430585 2 2 2 0 3 0 0 0 Phosphoribosyl pyrophosphate synthase-associated protein 2 OS-Mus musculus GN=Prpsap2 PE=1 SV=1
P84084 0321663467 5 3 4 0 5 7 2 10 ADP-ribosylation factor 5 OS=Mus musculus GN=Af5 PE=1 SV~

H7BX01 0391002219 0 2 0 0 0 3 0 0 Dynamin-like 120 kDa protein, mitochondrial OS=Mus musculus GN=Opal PE=1 SV=1
BONY1 0552976076 14 0 16 9 2 2 7 27 Protein Gm9242 OS=Mus musculus GN-Gm9242 PE=4 SV=1

Q3UGBS 0625755727 4 4 4 0 4 7 0 7 DAZ associated protein 1, isoform CRA_b OS=Mus musculus <JN =Dazap] PE=1 SV=1
QoIS 0625755727 4 4 4 0 4 7 0 7 DAZ-associated protein 1 OS=Mus musculus GN=Dazap |

F8VQCI 0703908018 0 0 0 2 0 3 0 0 Signal recognition particle subunit SRP72 OS=Mus musculusc. 1p72 PE=1 SV=1
E9Q740 0703908018 0 0 0 2 0 3 0 0 Protein Sp72 OS=Mus musculus GN=Srp72 PE=1 SV=1

QIDIGI 0731523359 0 0 0 2 3 2 0 4 Ras-related protein Rab-1B OS=Mus musculus GN=Rab1b PE=1 SV=1

AOAOSTWSQI 0756612216 2 0 0 0 0 3 0 0 SLIT-ROBO Rho GTPase-activating protein 2 (Fragment) OS=Mus musculus GN=Srgap2 PE=1 SV=1
G3UYT5 0.762348101 0 2 0 0 0 0 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus museulus GN=Piprd PE=1 SV=1
P62313 0.794656282 4 0 0 0 0 0 0 6 U6 snRNA-associated Sm-like protein LSm6 OS=Mus musculus GN=Lsm6 PE=1 SV=I
Reverse_sp[PO9838[TDT_MOUSE 0.82072506 0 0 2 0 0 3 0 0 DNA nucleotidylexotransferase OS=Mus musculus GN=Dnit PE=I SV=3

Q3UMFO 0913348156 0 2 0 0 0 0 0 3 Cordon-bleu protein-like 1 0S=Mus musculus GN=Cobll1 PE:I sv=2

BIAR69 0913348156 0 2 0 0 0 0 0 3 Protein Myhl3 O yh13 PE=1 SV=

BIAZ26 0913348156 0 2 0 0 0 0 0 3 Cordon-bleu protein-like 1 (Fragment) OS=Mus musculus erﬂhm PE=1 SV=8
BIAZI4 0913348156 0 2 0 0 0 0 0 3 Cordon-bleu protein-like 1 0S=Mus musculus = SV:I

BIAZIS 0913348156 0 2 0 0 0 0 0 3 1

QU9LS3 0913348156 0 2 0 0 0 0 0 3

E9QKZ2 091908832 0 0 2 0 3 0 0 0

QIIYE6 0.91908832 0 0 2 0 3 0 0 0 sv-

P26369 091908832 0 0 2 0 3 0 0 0 Splicing Factor U2AF 65 kDa subunit os Mus museulus GN-U2af2 PE-1 SV-3
AOADAGYXR4 091908832 0 0 2 0 3 0 0 0 Quinone oxidoreductase (Fragment) OS-Mus musculus GN Crsz s

QBOXRS 091908832 0 0 2 0 3 0 0 0 Splicing factor U2AF 65 kDa subunit OS-Mus musculus Gl

Q8BXK9 0954265367 0 0 0 3 0 5 4 0 Chloride intracellular channel protein 5 OS=Mus musculus GN{ImS PE 1 sv 1
Q62426 0.1481037 4 5 5 0 11 6 4 7 Cystatin-B OS=Mus musculus GN=Cstb PE=1 SV=1

P02301 0244057952 46 34 52 13 80 56 46 35 Histone H3.3C OS=Mus musculus GN=H3f3¢ PE=3 SV=3

QICWF2 0.007218146 307 196 238 46 397 297 216 263 Tubulin beta-2B chain OS=Mus musculus GN=Tubb2b PE=I SV=1

P45591 0.129065734 6 7 0 0 13 9 0 7 Cofilin-2 OS=Mus musculus GN=CfI2 PE=1 SV=1

070310 0529793159 19 6 10 2 21 16 2 16 Glycylpeptide N-tetradecanoy transferase 1 OS=Mus musulus GN=Nmtl PE=1 SV=1
P68433 0.900389435 44 0 53 14 76 56 0 33 Histone H3.1 OS=Mus musculus GN=Histl h3a PE=1 SV=2

contaminant_KERATIN22 0.809625526 66 66 91 45 135 101 92 69 no description

A2A6U3 0.418524953 15 13 16 4 29 10 13 19 Septin-9 OS=Mus musculus GN=Sept9 PE=1 SV~

99027 0.145734169 9 0 8 0 17 13 4 16 60 acidic ribosomal protein P2 OS=Mus musculus GN=Rplp2 PE=1 SV=3

P84091 0.584953501 6 2 7 2 10 6 5 4 AP-2 complex subunit mu OS=Mus musculus GN=Ap2m| PE=1 SV=1

AOAOI9YUZ4 0.058985968 8 8 8 0 9 15 12 11 High mobility group protein BI (Fragment) OS=Mus musculus GN=] ngm PE=1 SV=1
P63158 0.058985968 8 8 8 0 9 15 12 1 s

Q8K2T1 0250590776 3 0 2 0 3 5 3 0

D3YUI2 0250590776 3 0 2 0 3 5 3 0

GSESST 0250590776 3 0 2 0 3 5 3 0 NmrA-like family domain containing 1,

HTBX22 0.183641318 17 13 1 2 2 14 10 17 Ran-specific GTPase-activating protein OS=M

Q92217 0054312274 3 8 5 0 13 10 9 9 MCG13402, isoform CRA_c OS-Mus musculus GN=Pibp 1 PE

Q3UDE2 0.133464047 52 44 32 12 65 53 25 62 Tubulin--tyrosine ligase-like protein 12 0S=Mus musculus G}

D37494 0229295285 16 11 15 0 12 21 17 32 MCG142264, isoform CRA a us musculus GN=Akr1b10 PE=1 8!

P62492 0744191921 8 7 8 5 10 8 10 13 Ras-related protein Rab-11A OS=Mus musculus GN=Rab1 la PE=1 SV=3

P08030 0.1626491 35 32 30 5 46 32 33 38 Adenine phosphoribosyltransferase OS-Mus musculus GN=Aprt PE=1 SV=2

P62141 0383702843 45 30 27 5 49 38 17 52 Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS-Mus musculus GN=Ppplcb PE=1 SV=3
S4RIMT 0523548104 148 119 151 70 170 186 173 180 Phosphoglycerate kinase OS-Mus musculus GN=Pgk1 PE=1 SV=1

P47226 0.716530963 0 4 4 3 6 5 0 5 Testin OS-Mus musculus GN=Tes PE~1 SV-

Q80UGS 0462040735 15 13 17 4 29 10 13 19 Septin-9 OS-Mus musculus GN=Sept9 PE=1 SV=1

P34884 0836469134 12 5 12 0 18 0 0 10 Macrophage migration inhibitory factor OS=Mus musculus GN=Mif PE=I SV=2

A2A6U5 0368174052 14 13 15 3 25 10 13 17 Septin-9 (Fragment) OS-Mus musculus GN=Sept9 PE=1 SV=1

Q64337 0.139312504 3 3 0 0 4 6 3 0 Sequestosome-1 OS=Mus museulus GN=Sqstm| PE=1 SV=1

D3YX79 0.843007197 0 0 4 2 7 0 2 4 Proteasome subunit alpha type OS=Mus musculus GN=Gm8394 P!

QVZ2U1 0.843007197 0 0 4 2 7 0 2 4 Proteasome subunit alpha type-5 OS=Mus musculus GN=Psma5 P

D3Z0S1 0223753894 65 42 51 14 70 0 0 54 Annexin (Fragment) OS=Mus musculus GN=Anxad PE=I SV=1

AOAI40TSL3 0.332725684 34 20 27 5 32 0 0 30 Protein Rpl7a-pss OS=Mus musculus GN=Rpl7a-pss PE=4 SV=1

QUCZD3 0.223216598 65 62 50 11 73 63 59 75 Glycine--tRNA ligase OS=Mus musculus GN=Gars PE=1 SV=1

Q8BK67 0.241864397 86 52 54 2 83 79 65 80 Protein RCC2 OS=Mus musculus GN=Ree2 PE=1 §

QUD358 0.435033292 9 7 7 4 12 10 0 7 Low molecular weight phosphotyrosine prote

F§VPU2 0225466084 3 4 0 5 4 4 8 FERM, RhoGEF and plecksirin domain-conta

Q8R208 0.019477191 6 0 8 0 12 1 10 7 Bone marrow stromal antigen 2 OS=Mus musculus G

Q8BGIS 0054782418 8 8 5 0 13 10 8 9 MCG13402, isoform CRA_a OS=Mus musculus GN

070435 0099330756 3 4 0 0 9 4 4 3 Proteasome subunit alpha type-3 OS=Mus musculus GN=Psma3 PE=1 §

E9Q3P9 0.116378032 8 7 8 5 10 0 0 0 Ras-related protein Rab-11A OS=Mus musculus GN=Rab11a PE=4 w 1

G3UY29 0.116378032 8 7 8 5 10 0 0 0 MCG22989, isoform CRA_a OS=Mus musculus GN-

FWGS1 0.116378032 8 7 8 5 10 0 0 0 Ras-related protein Rab-11A (Fragment) OS=Mus musculus GN-] Rablla PE=4 SV-1
P62751 0.898184857 12 11 4 8 13 15 9 13 60S ribosomal protein L23a OS=Mus musculus GN=Rpl23a PE=1 SV=1
contaminant_KERATINOG 0029775118 12 6 13 0 19 19 13 8 no description

QSBHN3 0.487742658 6 2 0 2 7 5 3 4 Neutral alpha-glucosidase AB 0S-Mus musculus GN-Ganab PE=1 SV=1

P84244 0073994888 45 35 0 0 80 56 0 35 Histone H3.3 OS-Mus musculus GN=H3f3a PE=1 SV-2

QUIK81 0.080521409 16 16 9 4 20 18 8 18 UPFO160 protein MYG, mitochondrial OS-Mus musculus GN-Myg1 PE=1 SV~1
P34022 0360771148 20 17 1 2 24 16 10 21 Ran-specific GTPase-activating protein OS=Mus musculus GN~Ranbp1 PE=1 SV=2
QUEPUO 0.0869985 29 25 31 8 37 36 23 36 Regulator of nonsense transcripts | OS=Mus musculus GN=Upf1 PE=1 SV=2
contaminant_KERATINO3 0.66998613 69 64 89 34 109 107 75 72 no description

QUQY36 0528928949 6 4 2 0 0 6 6 5 N-alpha-acetyltransferase 10 OS=Mus musculus GN=Naal0 PE=1 §

BIAUY? 0528928949 6 4 2 0 0 6 6 5 N-alpha-acetyltransferase 10 O B

BIAUYS 0528928949 6 4 2 0 0 6 6 5 N-alpha-acetyltransferase 10 OS=Mus musculus GN=Naal 0 PE=1 §

P19246 0886451011 0 0 0 6 10 7 0 0 Neurofilament heavy polypeptide OS=Mus musculus GN=Nefh PE=1 SV=3

QUQUI0 0.468008444 91 72 61 21 62 73 88 124 Transforming protein RhoA OS=Mus musculus GN=Rhoa PE=1 S
contaminant_KERATIN16 0.485058889 10 7 9 3 12 9 13 7 no description

GSE829 0.131694756 17 8 18 0 29 19 12 21 Plasma membrane calcium-transporting ATPase 1 OS=Mus musculus GN=Atp2b1 PE=1 SV=1
Q3TWV4 0.657673882 6 2 7 2 10 5 5 4 AP-2 complex subunit mu OS=Mus musculus GN=Ap2m| PE=1 SV=1

QIWVK4 0291558912 52 30 39 3 61 40 2 55 EH domain-containing profein 1 OS=Mus musculus GN=Ehd| PE=I SV=I

P62983 0545974288 17 99 101 46 141 126 126 118 Ubiquitin-40S ribosomal protein $27a OS=Mus musculus GN=Rps27a PE=1 SV=2
Q8BZY3 0016354237 6 4 6 0 9 8 9 4 Protein Ddx19b OS=Mus musculus GN=Ddx19b PE=I SV=1

contaminant_UBIQUITINOS 0606601808 12 95 96 46 131 122 122 114 no description

A2AE89 0.013079041 5 0 0 0 9 8 4 7 Glutathione S-transferase Mu 1 OS=Mus musculus GN=Gstm1 PE=1 SV=2

P10649 0013079041 5 0 0 0 9 8 4 7 Glutathione S-transferase Mu 1 OS=Mus musculus GN=Gstm1 PE=1 SV=2

A2AGF8 0.74496571 3 0 2 0 4 0 0 3 608 ribosomal protein L23 (Fragment) OS=Mus musculus GN- KpI23 PE=1 SV=1
AOAI40TEM7 0.856411676 12 11 4 8 13 14 9 13 3

QGURW6 0953699919 11 9 6 4 21 8 5 8 s

A2A513 0636387905 21 23 27 10 31 36 2 20 Keratin, type I cytoskeletal 10 0S=Mus musculus GN=Krt10 PE=1 SV=1

QUCYLS 0.877048817 10 9 8 6 15 7 8 16 Golgi-associated plant pathogenesis-related protein 1 0S=Mus musculus GN=Glipr2 PE=1 SV=3
P16627 0.687753333 81 71 79 37 93 101 96 82 Heat shock 70 kDa protein 1-like OS=Mus musculus GN=Hspall PE=1 SV—4

QUROK7 028872551 4 4 5 0 10 4 3 7 Plasma membrane calcium-transporting ATPase 2 OS=Mus musculus GN-Atp2b2 PE=1 SV=2
QOWTI7 0452481681 46 35 44 8 65 39 25 55 Unconventional myosin-Ic OS-Mus musculus GN=Myolc PE=1 SV=2

P62835 0.072081155 13 7 12 0 16 12 16 15 Ras-related protein Rap-1A OS=Mus musculus GN=Rap1a PE=1 SV=1

F8WGG3 0086029878 14 12 7 4 17 14 6 14 UPFO0160 protein MYG, mitochondrial (Fragment) OS=Mus musculus GN-Myg| PE=1 SV=1
P47911 0210608528 39 21 25 5 36 28 30 30 60S ribosomal protein L6 OS=Mus museulus GN=Rpl6 PE=1 SV=3

008638 0993276623 63 52 58 37 91 79 61 58 Myosin-11 OS=Mus musculus GN=Myh11 PE=1 SV=1

Q8BGQ7 0338125278 96 78 77 18 80 90 83 117 Alanine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Aars P

QVZ2U0 0050970093 7 0 5 0 10 7 6 10 Proteasome subunit alpha type-7 OS=Mus musculus GN=Psma7 P!

P63321 0.73804578 8 8 8 0 9 10 0 14 Ras-related protein Ral-A OS=Mus musculus GN=Rala PE=1 SV=1

B2RXM2 0.831968559 14 17 16 9 21 2 7 27 EG627828 protein OS=Mus musculus GN=Gm6793 PE=I SV=1

F8WIDS 0.059205304 27 28 0 0 49 37 32 33 Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE=1 SV=1

QUQYI0 0.17295565 16 9 24 2 14 18 21 17 Dnal homolog subfamily A member 2 OS=Mus musculus GN=Dnaja2 PE=1 SV=1
P04104 0398489498 22 19 27 8 32 23 27 22 Keratin, type IT cytoskeletal | OS=Mus musculus GN=Krtl PE=1 SV=4

Q8BGOS 0.813609932 14 18 16 9 2 2 7 27 Heterogeneous nuclear ribonucleoprotein A3 OS=Mus museulus GN=Hnrnpa3 PE=I SV=I
A2ALI2 0.813609932 14 18 16 9 22 2 7 27 Heterogeneous nuclear rihonucleopmlein A3 0=Mus musculus GN=Hnrmp3 PE=1 S
QIDCs1 0345435321 23 17 25 6 2 26 16 29 ide-bi i 15V=3
P61971 0.836019833 11 3 8 0 9 0 0 11 sv=1

Q6PIF6 0239968476 29 21 31 10 28 32 2 38 Seri ine- 2A 55 kDa regulatory subunit B alpha isoform OS=Mus musculus GN=Ppp2r2a PE=1 SV=1
Q60865 0.180631487 4 4 3 0 3 6 5 6

Q8CBS8 0.082528587 8 8 5 0 1 10 8 9

AOAOG2IGP4 0.140626898 10 4 0 0 10 7 10 1 15V=

AOAOG2IE2S 0.140626898 10 4 0 0 10 7 10 1 15V=1

97855 0.874438245 14 8 14 6 17 16 10 14 Ras GTPase-activating protein-binding protein | OS=Mus musculus GN~G3bp1 PE=1 SV~1
Q78PYT 0.196797092 41 41 43 10 55 48 31 49 Staphylococcal nuclease domain-containing protein | OS=Mus musculus GN=Snd1 PE=1 SV~1
AOAOG2IES2 0.10175105 12 7 12 0 13 12 16 15 Ras-related protein Rap-1A OS=Mus musculus GN=Rap1a PE=1 SV~1

P61222 0429939624 37 30 26 9 37 30 24 47 ATP-binding cassette sub-family E member 1 OS=Mus musculus GN-Abcel PE=1 SV=1
QU21WT7 0799082841 0 7 7 3 13 5 0 5 Putative uncharacterized protein OS=Mus musculus GN=Tes PE=1 SV

Q3ULBI 0799082841 0 7 7 3 13 5 0 5 Putative uncharacterized protein OS=Mus musculus GN=Tes PE=1 SV=1

P50516 0672029362 12 7 14 4 13 15 8 14 V-type proton ATPase catalytic subunit A OS=Mus museulus GN=Atp6v1a PE<I SV=2
ADAOIIYUSS 0609767249 12 14 10 4 13 12 15 14 Eukaryotic translation initiation factor 4 gamma 1 OS=Mus musculus G

Q6NZI6 0609767249 B 14 10 4 13 12 15 Eukaryotic translation initiation factor 4 gamma 1 OS=Mus musculus GN

E9QUEL 0609767249 12 14 10 4 13 12 15 Eukaryotic translation initiation factor 4 gamma 1 OS=Mus musculus G

E9PVC6 0.609767249 12 14 10 4 13 12 15

E9PVCS 0.609767249 12 14 10 4 13 12 15 14 Eukaryotic translation initiation factor 4 gamma 1 OS=Mus musculus GN=Eifdg] PE=I SV=1
QU1V92 0.939769476 72 41 61 26 105 57 33 75 ATP-citrate synthase OS=Mus musculus GN=Acly PE=1 SV=1

P12970 0.299569097 39 21 31 5 36 28 27 38 60S ribosomal protein L7a OS=Mus musculus GN=Rpl7a PE=1 SV=2

QUQXY6 0.550573006 15 8 14 4 17 3 8 17 EH domain-containing protein 3 OS=Mus musculus GN=Ehd3 PE=1 SV=2

QUERDT 0376529057 144 81 97 18 131 115 74 136 Tubulin beta-3 chain OS=Mus musculus GN=Tubb3 PE=1 SV=1

P63005 0369159251 21 15 15 2 15 20 16 20 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Mus musculus GN=Pafah1b1 PE=1 SV=2
H3BLGS 0271839866 15 13 13 0 22 13 12 26 Syntenin-1 (Fragment) OS=Mus musculus GN=Sdcbp PE=1 SV=1

P46467 0164623313 0 0 2 0 0 4 2 2 Vacuolar protein sorting-a GN=Vpsdb PE=1 SV=2
Q2YDW2 0551199045 2 0 5 0 5 5 0 4 to homolog 1 0! V-

E9PUB7 0551199045 2 0 5 0 5 5 0 4 to homolog 1 0S=Mus

088844 0534995555 4 0 6 0 5 6 0 9 Isocitrate dehydrogenase [NADP] cytoplasmic OS=Mus musculus G 15V=2
QoDID4 0089128157 3 0 0 0 5 3 0 4 Transmembrane emp24 domain-containing protein 10 OS=Mus museulus GN=Tmed10 PE=1 SV=1
D3YZIl 0207290571 3 3 0 0 3 6 3 0 Sequestosome-1 OS=Mus musculus GN=Sqstm PE=1 SV~=|

070251 0209820241 3 0 0 0 5 0 0 3 Elongation factor 1-beta OS-Mus musculus GN=Eef1b PE~1 SV=5

035379 0260462485 3 0 0 0 2 4 0 6 Multidrug resistance-associated protein 1 OS-Mus museulus GN=Abecl PE=1 SV=1
AOAIDSRM76 0298267572 8 5 7 4 9 7 0 8 Tubulin beta-3 chain OS-Mus musculus GN=Tubb3 PE=1 SV~1

Q7TT37 0305498977 8 0 0 4 3 0 0 13 Elongator complex protein | OS=Mus musculus G -~

QSVEHS 0331780661 0 0 3 0 4 3 0 5 EPM2A-interacting protein 1 OS=Mus musculus GN=Epm2aip1 PE=1 S

AOAIDSRMI8 0391002219 0 0 0 3 0 0 0 4 CCR4-NOT transcription complex subunit | OS=Mus musculus GN=Cnotl PE=1 SV=1
Q8CGT76 0497443093 4 0 5 0 6 7 0 5 Aflatoxin BI aldehyde reductase member 2 OS=Mus musculus GN=Akr7a2 PE=1 SV=3
Q8CGAO 055333092 3 3 0 0 0 4 0 0 Protein phosphatase 1F OS=Mus musculus GN=Ppm]1f PE=1 SV=1

QUDIRY 0704565544 3 0 0 0 0 0 4 0 60S ribosomal protein L34 OS=Mus musculus GN=Rpl34 PE=1 SV=2

Q8BIUO 0769176926 4 2 0 0 0 0 0 4 Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Mus musculus GN=Sgta PE=1 SV=2




Q60737 0803869701 4 0 2 0 3 0 0 5 Casein kinase Il subunit alpha OS=Mus musculus GN=Csnk2al PE=1 SV=2

008808 0807167315 0 3 0 0 0 0 4 0 Protein diaphanous homolog 1 OS=Mus musculus GN=Diaph1 PE=1 SV=1

Q4U4S6 0807167315 0 3 0 0 0 0 4 0 Xin actin-binding repeat- containing protcin 2 0$=Mus musculus GN=Xirp2 PE=1 SV=1
P61967 0.826683737 2 4 0 0 0 3 0 5 A -1

Q3UX61 0393331313 5 3 0 0 0 6 6 4

P62754 0323533389 20 18 23 3 31 19 16 19

QoD2Y4 0.424046399 5 4 4 0 4 5 3 11

E9QPE7 0457554452 64 52 58 37 90 0 62 58

P62242 0362907971 48 34 32 12 47 37 34 49

B2MIRG 033613807 34 18 28 3 28 30 23 29 Heterogeneous nuclear nbonudeupmlemKDS ‘Mus musculus GN=Hnrnpk PE=1 SV=1
Q8VEDS 0.19842754 15 13 19 9 0 2 0 15 Keratin, type IT cytoskeletal 79 OS=Mus musculus GN=Kt79 PE=1 SV=2

P35762 0.802851382 8 10 7 0 12 8 0 13 CD81 antigen OS-Mus musculus GN-Cd81 PE=1 SV=2

PI7879 0856625887 87 7% 82 39 95 99 97 83 Heat shock 70 kDa protein 1B OS-Mus musculus GN=Hspalb PE=1 SV=3
contaminant_KERATINO7 0103078147 14 8 19 0 27 2 13 10 no description

P61979 0350611877 36 19 28 3 29 30 24 30 Heterogeneous nuclear ribonucleoprotein K OS-Mus musculus GN=Hnrnpk PE=1 §
Qvz172 029290152 37 25 34 3 44 35 2 29 Serine-threonine kinase receptor-associated protein OS=Mus musculus GN=Strap PE=1 SV=2
Q6ZWVT 0026249612 0 0 4 0 6 6 4 5 60S ribosomal protein L35 OS=Mus musculus GN=RpI35 PE=1 SV=1

Q8BH43 0120141757 3 5 0 0 7 5 5 4 Wiskott-Aldrich syndrome protein family member 2 OS=Mus musculus GN=Wasf2 PE=1 SV=1
D3YWHY 0426466153 27 15 17 5 21 2 20 21 40S ribosomal protein $9 OS=Mus musculus GN=Rps9 PE=1 SV=1

Q3UVIT 0.98182997 15 15 23 8 40 17 17 6 Keratin, type I cytoskeletal 2 oral OS=Mus musculus GN=Krt76 PE=1 SV=1

Q60715 0.143304561 3 3 0 2 0 3 0 4 Prolyl 4-hydroxylase subunit alpha-1 OS=Mus musculus GN=P4hal PE=1 §

E9QTBO 0.143304561 3 3 0 2 0 3 0 4 Prolyl 4-hydroxylase subunit alpha-1 OS=Mus musculus GN=P4hal PE=1 SV=1

009172 0269283738 3 3 0 2 4 0 3 Glutamate--cysteine ligase regulatory subunit OS=Mus musculus GN=Gelm PE=1 SV=1
PI7156 0933288014 17 95 101 60 129 130 110 117 Heat shock-related 70 kDa protein 2 OS=Mus musculus GN=Hspa2 PE=1 SV=2

QSCBR6 0528574465 2 3 5 0 0 2 6 5 Tsukushin OS=Mus musculus GN=Tsku PE=2 SV=2

QVIM14 076543117 3 3 4 0 4 6 0 3 5'(3')-deoxyribonucleotidase, cytosolic type OS=Mus musculus GN=NtS¢ PE=1 SV=1
A2AW41 0059821767 5 0 5 0 10 5 4 7 Protein Hnmpr (Fragment) OS=Mus musculus GN=Hnrnpr PE=1 SV=1

QIQXBY 0.104210758 7 7 4 2 0 7 0 6 Developmentally-regulated GTP-binding protein 2 0S=Mus musculus GN=Drg2 PE=1 SV=1
contaminant_KERATINI2 0960476599 2 1 28 9 35 27 18 11 no description

D3YYZ2 0943886605 102 92 84 46 110 102 110 99 MCG1031578 OS=Mus musculus GN=Gm3239 PE=1 SV=1

E9QUUT 0336955817 9 11 6 0 17 10 4 14 Heat shock protein 105 kDa Of SV

Q61699 0336955817 9 11 6 0 17 10 4 14 Heat shock protein 105 kDa OS=Mus m s

P11438 0919517221 12 9 9 7 11 12 14 11 Lysosome-associated membrane glycopmlem 1 0S=Mus musculus GN=Lamp1 PE=1 SV=2
Q62465 0770349045 47 43 40 2 64 53 27 53 Synaptic vesicle membrane protein VAT-1 homolog OS=Mus museulus GN=Vatl PE=1 SV=3
QU25E7 0.138350725 9 4 9 0 12 7 8 11 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B delta isoform OS=Mus musculus GN=Ppp2r2d PE=1 SV=1
P08556 0.146673227 10 4 8 0 10 7 10 11 GTPase NRas OS-Mus museulus GN-Nras PE=1 SV~=1

H3BK96 0368493679 36 19 28 3 29 29 24 29 Heterogeneous nuclear ribonucleoprotein K (Fragment) OS-Mus musculus GN=Hnrnpk PE=1 SV-8
Q6Q477 0.044866919 3 0 4 0 5 4 4 5 Plasma membrane calcium-transporting ATPase 4 OS-Mus musculus GN ~Atp2b4 PE=1 SV-
QoDCLY 0574475978 29 28 21 6 36 25 17 30 Multifunctional protein ADE2 OS-Mus musculus GN~Paics PE=1 SV-

EOCXBI 0.766558599 4 4 8 5 8 7 7 5 Proteasome endopeptidase complex OS=Mus musculus GN=Psma6 PE 15v=1

P70670 0831239205 3 0 4 0 0 4 0 5 Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Mus musculus GN=Naca PE=1 SV=2
contaminant_KERATIN21 0.894529057 36 18 33 18 55 35 30 15 no description

GSESNT 0964952892 5 3 4 2 6 4 5 3 Bif 0S=Mus musculus GN

E9QUAS 0964952892 5 3 4 2 6 4 5 3 Bifuncti i 0S=Mus musculus GN

QUILV6 0964952892 5 3 4 2 6 4 5 3 i i 0S=Mus musculus GN=Pnkp PE=1 SV=2
P50247 0.152503527 66 48 59 13 66 60 53 60 Adenosylhomocysteinase OS=Mus musculus GN=Ahey PE=1 SV=3

QUZIRY 0214407003 71 42 39 24 56 59 0 54 MCG124046 OS=Mus musculus GN=Prss] PE=1 SV=

H3BKMO 0391389055 7 3 7 0 10 8 2 9 AP-2 complex subunit beta OS=Mus musculus GN=Ap2b1 PE=1 SV=1

QUQWLT 0984712237 21 10 26 8 33 24 16 10 Keratin, type I cytoskeletal 17 OS=Mus musculus GN=Krt17 PE=1 SV=3

P6086T 0540669399 27 15 18 2 20 2 13 24 408 ribosomal protein $20 OS=Mus musculus GN=Rps20 PE=1 SV=1

Q3TL72 0245593927 11 3 9 0 11 13 6 9 NEDDS-activating enzyme E1 catalytic subunit OS=Mus musculus GN=Uba3 PE=1 SV=1
Q8878 0245593927 11 3 9 0 11 13 6 9 NEDDS-activating enzyme EI catalytic subunit OS=Mus musculus GN=Uba3 PE=I SV=2
P84096 0960219258 13 6 13 5 15 10 12 10 Rho-related GTP-binding protein RhoG OS=Mus musculus GN=Rhog PE=1 SV=1

QIRONO 0.830090344 19 2 13 9 23 19 16 22 Galactokinase OS=Mus musculus GN=Galk 1 PE=1 SV

B7ZBY7 0397788873 4 6 0 0 7 5 0 7 Ubiquitin-conjugating enzyme E2 variant 1 OS=Mus musculus GN=Ube2v1 PE=3 SV=1
E9PY39 0397788873 4 6 0 0 7 5 0 7 Protein Gm20431 OS=Mus musculus GN=Gm2043 1 PE

QuCzY3 0397788873 4 6 0 0 7 5 0 7 Ubiquitin-conjugating enzyme E2 variant | OS=Mus musculus GN=Ube2v1 PE=1 SV=1
P50446 0932743768 18 0 16 8 23 15 15 0 Keratin, type II cytoskeletal 6A OS=Mus musculus GN=Krt6a PE=1 SV=3

H3BKIS 0629574176 32 0 28 3 26 0 0 27 Heterogeneous nuclear ribonucleoprotein K (Fragment) OS=Mus musculus GN=Hnrnpk PE=1 SV=1
Q6ZWNS 0526135056 37 17 22 5 25 26 24 27 40S ribosomal protein S9 OS-Mus musculus GN-Rps9 PE-1 S

AOAIBOGQUS 0411139668 2 18 19 3 15 26 19 18 60S ribosomal protein LI8 OS-Mus musculus GN=Rpl18 P!

P35980 0411139668 2 18 19 3 15 26 19 18 60S ribosomal protein LI8 OS-Mus musculus GN=Rpl18 P!

P61255 0945641694 16 18 2 7 28 16 16 19 60S ribosomal protein L26 OS-Mus musculus GN-RpI26 PE-1 S

E9PWY9 0467922964 2 18 27 8 24 2 23 29 Phenylalanine--tRNA ligase alpha subunit OS=Mus musculus GN=Farsa PE=1 SV=1
E9PXM6 0005128225 0 6 8 0 8 10 10 7 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=SIc29al PE=1 SV=1
Reverse_trlE9Q8KS[E9Q8KS_MOUSE 0565137286 0 0 2 0 0 2 0 3 Titin OS=Mus musculus GN=Ttn PE=1 SV=1

QU9IBS 0596269088 4 0 4 0 3 3 9 Protein kinase C and casein kinase II substrate protein 3 OS=Mus musculus GN=Pacsin3 PE=1 SV=1
70227 0676874056 4 0 4 0 0 0 4 6 Inositol 1.4,5-trisphosphate receptor type 3 OS=Mus musculus GN=Ipr3 PE:

QVCZH3 0697327445 2 2 2 0 3 0 0 2 Proteasome assembly chaperone 3 OS=Mus musculus GN=Psmg3 PE=1 S

QUCYI4 0.808031223 2 2 0 0 0 0 2 3 Putative RNA-binding protein Luc7-like 1 OS=Mus musculus GN=Luc7l PE=1 SV=2
035682 0848831264 4 2 6 0 0 4 0 6 Myeloid-associated differentiation marker OS=Mus musculus GN=Myadm PE=1 SV=2
Qv7329 0897141878 0 0 4 0 0 5 0 0 Inositol 1,4,5-trisphosphate receptor type 2 0S=Mus musculus GN p.z PE=1 SV=4
Q6ZWU9 0918030989 24 17 16 8 18 19 22 22 40S ribosomal protein $27 OS=Mus musculus GN=Rps27 PE=1 SV=:

A0A0G2IDW7 0918030989 24 17 16 8 18 19 22 22 40S ribosomal protein $27 (Fragment) OS=Mus musculus GN= kpsz7 PE=1 SV=1

Q6P9J9 0781839724 13 7 8 5 9 7 9 16 Anoctamin-6 OS=Mus musculus GN=Ano6 PE=1 SV=1

Q6ZWY9 0402276641 262 0 0 95 218 224 216 Histone H2B type 1-C/E/G OS=Mus musculus GN=Hist  h2bc P

P61750 0282910935 9 7 7 0 10 6 i us musculus GN=Arf4 PE=1 §

Q9DCDO 0.878234836 21 15 20 7 28 15 15 0S=Mus musculus GN=Pgd PE=1 SV=3
BIARA3 0.892787866 16 18 22 7 27 16 16 19 60S ribosomal protein 126 (Fragment) OS=Mus musculus GN-Rp126 PE=1 S

Q8COCT 0529978451 2 18 28 8 24 23 23 29 Phenylalanine--(RNA ligase alpha subunit OS=Mus musculus G 1
088456 0303070343 3 0 4 0 0 3 5 5 Calpain small subunit | OS=Mus musculus GN=Capnsl PE=1 SV=

AOAOR4IZWS 0303070343 3 0 4 0 0 3 5 5

AOAOR4IIC2 0303070343 3 0 4 0 0 3 5 5

P62331 0577847768 0 3 4 0 5 5 0 3 ADP-ribosylation factor 6 OS-Mus musculus GN-Arf6 PE=1 SV=2

39053 025945162 10 6 4 0 10 6 7 10 Dynamin-1 OS-Mus museulus GN-Dnm1 PE=1 SV=2

AOAOSTWRCO 0416975625 8 1 12 0 1 1 8 21 Tripeptidyl-peptidase 2 OS-Mus musculus GN=Tpp2 P

P14152 0527015299 11 14 13 2 16 10 0 11 Malate dehydrogenase, cytoplasmic OS=Mus musculus GN-Mdh1 PE=1 SV=3
AOAI40TSLL 0245252103 35 0 27 5 32 25 2 30 Protein Rpl7a-ps3 OS-Mus musculus GN=Rpl7a-ps3 PE-4 SV=1

QUEQKS 0735196524 13 9 15 2 8 15 8 17 Major vault protein OS=Mus musculus GN=Mvp PE=1 SV=4

Q64525 0410290189 264 0 0 96 218 224 217 227 Histone H2B type 2-B OS=Mus musculus GN=Hist2h2bb PE=1 SV=3

Q61411 0.19461563 9 4 9 0 8 7 10 11 GTPase HRas OS=Mus musculus GN=Hras PE=1 SV=2

Q8BP67 0.869189662 7 10 5 0 14 9 0 4 60S ribosomal protein 24 OS=Mus musculus GN=Rpl24 PE=1 SV=2

Q64478 0411685461 265 0 0 96 218 224 217 227 Histone H2B type 1-H OS=Mus musculus GN=Hist|h2bh PE=1 §'

Q00612 0333008977 41 36 47 9 36 45 42 40 Glucose-6-phosphate 1-dehydrogenase X OS=Mus musculus GN=G6pdx PE=1 SV=3
ADAOAGYXL3 0415098238 4 0 2 0 0 2 6 3 60S ribosomal protein L31 OS=Mus musculus GN=RpI3

AGPWRI 0586133163 3 0 3 0 3 2 0 6 Protein kinase C and casein kinase Il ubsirate profein 3 (Fragment) OS-Mus musculus GN~Pacsin3 PE-1 SV-1
Q3UE92 0775597727 4 3 2 0 3 0 3 5 Putative uncharacterized protein OS=Mus musculus GN=Xpnpep! PE=1 SV=1

Q6PIBI 0.775597727 4 3 2 0 3 0 3 5 Xaa-Pro aminopeptidase | OS=Mus musculus GN=Xpnpep1 PE=1 SV=1

SARII3 0775597727 4 3 2 0 3 0 3 5 Xaa| us musculus GN=Xpnpep1 PE=1 SV=1

Q8BWY3 0495846162 9 0 3 0 0 8 4 10 Eukar factor subunit 1 OS=Mus musculus GN=Etf1 PE=1 SV=4
Q00493 0.804384873 19 12 2 7 29 20 8 16 Ca -1 Sv=2

A2ABLS 0.767398729 34 28 28 8 32 29 2 sv=1
D3Z5G& 0287412639 7 6 6 3 5 0 5

contaminant_KERATINI8 0933444688 35 12 32 11 44 30 23 ption

P28660 0338225522 15 9 9 0 17 12 6 18 Nek-associated protein 1 OS=Mus musculus GN=Nckap1 P

A2AS98 0338225522 15 9 9 0 17 12 6 18 Nek-associated protein 1 OS=Mus musculus GN-

P19096 0951521481 311 209 270 79 325 252 185 282 Fatty acid synthase OS=Mus musculus GN-]

QVQZBT 0.164964423 4 3 3 0 4 0 0 0 Actin-related protein 10 OS-Mus musculus GN=Actr10 P!

QUILI§ 0.441094296 4 3 3 0 0 0 0 4 Squamous cell carcinoma antigen recognized by T-cells 3 OS=Mus musculus GN=Sart3 PE=1 SV=1
Q8KI83 0.441094296 4 3 3 0 0 0 0 4 Pyridoxal kinase OS-Mus musculus GN=Pdxk PE=1 SV~1

P62814 0244037566 9 5 1 0 10 8 9 13 V-type proton ATPase subunit B, brain isoform OS=Mus musculus GN=Atp6v1b2 PE=1 SV~1
P27659 0235291345 73 45 62 15 75 52 50 57 60S ribosomal protein L3 OS=Mus musculus GN=Rpl3 PE=1 V-3

QUIK38 0537239355 2 0 3 0 3 0 0 0 Gl ferase OS=Mus musculus GN=Gnpnatl PE=1 SV=1
F27456 0598979449 0 2 3 0 3 0 0 0 NADH-cytochrome bS reductase OS-Mus musculus GN-CybSr3 PE-1 SV=1

P62204 0.758520635 44 36 34 6 46 29 2 43 Calmodulin OS=Mus musculus GN=Calm| PE=1 SV=2

Q3UKW2 0.758520635 44 36 34 6 46 29 2 43 Calmodulin OS=Mus musculus GN=Calm] P! =

D6RCWT 0855779197 8 4 3 0 6 4 0 8 F-actin-capping protein subunit alpha-2 OS=Mus museulus GN=Capza2 PE=1 SV=1
Q3UEB3 0871573761 2 3 0 0 0 0 3 0 Poly(U)-binding-splicing factor PUF60 OS=Mus musculus GN=Puf60 PE=1 SV=2

D3YUPI 0994493935 0 2 3 0 4 2 0 0 Histone-arginine methyliransferase CARM1 OS=Mus musculus GN=Carm1 PE=1 SV=
QIWVG6 0994493935 0 2 3 0 4 2 0 0 Histone-arginine methyltransferase CARM1 OS=Mus musculus GN=Carm| PE=1 §

Q504P4 0582428666 336 304 302 146 410 336 238 319 Heat shock cognate 71 kDa protein OS=Mus musculus GN s

Q64674 0894453315 17 14 15 0 23 14 0 18 Spermidine synthase OS=Mus musculus GN=Srm P!

QIWVA4 0754575721 30 20 21 6 33 20 17 22 Transgelin-2 OS=Mus musculus GN=TagIn2 PE=

35979 0.762222076 21 18 16 4 22 16 15 60S ribosomal protein L12 0S-Mus musculus G

Q68FL4 0737214614 11 12 13 2 8 17 8

Q80SW1 0.748009508 12 11 13 2 8 17 8

Q3UOVI 0639196034 5 6 8 3 9 8 3

AOAIDSRMSS 0.198635087 13 15 12 0 12 19 15 s

ADAON4SWS9 0.858198721 65 43 52 12 69 39 40 54 Annexin (Fragment) OS=Mus musculus GN=Anxad PE=1 SV=3

D3Z5E2 0616351879 105 95 100 43 146 102 73 Heat shock cognate 71 kDa protein (Fragment) OS=Mus musculus GN=Hspa8 PE=1 SV~1
P62717 0.186732377 13 15 13 0 13 19 15

Q61316 0553888381 43 36 38 13 54 39 16 43 Heat shock 70 kDa protein 4 OS-Mus musculus GN=Hspad PE=1 SV~1

E9PUX4 0.166043238 38 17 24 0 35 28 30 30 60S ribosomal protein L6 OS-Mus musculus GN-Rpl6] PE=3 S

E9QAZ2 0630158112 42 40 39 2 39 44 41 43 Ribosomal protein L15 OS-Mus musculus GN=Gm10020 P}

QuCzZM2 0630158112 42 40 39 2 39 44 41 43 60S ribosomal protein L15 OS-Mus musculus GN-Rpl15 PE=2 §

P22752 0990054491 168 101 117 38 146 101 116 132 Histone H2A type 1 OS=Mus musculus GN=Hist | h2ab PE=1 SV=3

Q8CGP6 0990054491 168 101 117 38 146 101 116 132 Histone H2A type 1-H OS=Mus musculus GN=HistI h2ah PE=1 SV=3

Q8CGPS 0990054491 168 101 117 38 146 101 116 132 Histone H2A type 1-F OS=Mus musculus GN=Histl h2af PE=1 SV=3

V9GXB6 0025603822 3 3 4 2 0 2 0 5 Heterogencous nuclear ribonucleoprotein L-like OS=Mus musculus GN=Hnrnpll PE=1 SV=1
ADADAGYX26 0.186231495 0 2 0 3 2 6 3 60S ribosomal protein L31 OS=Mus musculus GN=RpI31 PE=1 SV

P62900 0.186231495 4 0 2 0 3 2 6 3 60S ribosomal protein L31 OS=Mus musculus GN=RpI31 PE=1 SV=1

ADAOSTWS46 0281420615 3 0 0 0 4 0 0 3 Elongation factor 1-beta OS=Mus musculus GN=Eef1b2 PE=1 SV=1

BIAW93 0412726898 3 0 0 0 3 0 0 4 Protein kinase C and casein kinase 11 substrate protein 3 (Fragment) OS=Mus musculus GN=Pacsin3 PE=1 SV=1
Qo6 0.64395427 0 0 3 0 4 0 0 3 Alcohol dehydrogenase [NADP(+)] OS=Mus musculus GN=Akrlal Pl =

Q8CIBS 0644705852 12 13 9 8 15 14 11 9 Fermitin family homolog 2 OS=Mus musculus GN=Fermt2 PE=1 S

H3BJA3 0856948004 3 3 0 0 0 4 0 3 Glutamate--cysteine ligase regulatory subunit (Fragment) OS=Mus musculus GN=Gelm PE=1 SV=1
P47754 0875619543 10 4 4 0 7 5 0 9 F-actin-capping protein subunit alpha-2 OS=Mus musculus GN=Capza2 PE=1 S
AOAO8TWSS9 0.097133139 2 0 0 0 3 2 0 2 SLIT-ROBO Rho GTPase-activating protein 2 (Fragment) OS=Mus musculus GN=Srgap2 PE=I SV=1
F7APP3 0378232827 0 0 2 0 3 2 0 2 Glyeylpeptide N-tetradecanoyltransferase OS=Mus museulus GN=Nmt2 PE=1 SV=1
A2ATH3 0378232827 0 0 2 0 3 2 0 2 Glycylpeptide N-tetradecanoyltran culus GN-

070311 0378232827 0 0 2 0 3 2 0 2 Glycylpeptide N-tetradecanoyltran

Q8CGPO 0655606799 180 155 203 87 175 193 183 177 Histone H2B type 3-B 08=Mus

Q8BFU2 0974570656 168 102 117 38 146 101 116 132 Histone H2A type 3 OS-Mus

AOAON4SV66 0974570656 168 102 117 38 146 101 116 132 Histone H2A OS=Mus musculus Gl

Q8CGP7 0974570656 168 102 17 38 146 101 116 132 Histone H2A type 1-K OS=Mus musculus GN~Hist  h2ak PE=1 SV=3

Q61781 0756661176 18 9 20 8 26 20 11 7 Keratin, type I cytoskeletal 14 OS-Mus museulus GN~Krt14 PE=1 SV=2

QSRIM2 0959315359 168 103 117 38 146 101 116 132 Histone H2A.J OS-Mus musculus GN=H2afj PE=1 SV=1

Q3U2G2 0520271299 43 37 38 13 54 39 16 43 Heat shock 70 kDa protein 4 OS=Mus musculus GN~=Hspad P!

P62918 0613072191 16 13 16 5 19 12 13 14 60S ribosomal protein L§ OS-

P30416 0984380436 62 42 60 13 60 44 41 60 Peptidyl-prolyl cis-trans isomerase FKBP4 OS-]

P70677 0888690302 7 7 5 0 6 9 0 7 Caspase-3 OS=Mus musculus GN=Casp3 Pl

ADAONASVST 0954548427 62 43 49 12 66 37 38 51 Annexin (Fragment) OS=Mus musculus GN

P32883 0046515762 9 0 7 0 11 7 9 10 GTPase KRas OS=Mus musculus GN=Kras P

Q60605 0.897634647 2 21 19 5 2 18 20 22 Myosin light polypeptide 6 OS=Mus musculus G

P51660 0.420754885 4 4 s 0 0 0 0 5 Peroxisomal multifunctional enzyme type 2 OS=Mus musculus GN=Hsd17b4 PE=1 SV=3
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0.931007061
0.8955073
0.878854695
0.436999836
0.210136213
0.974726714
0.029758739
0.043269315
0.757372828
0.802221708
0.802221708
0.142139849
0.501994244
0.591305889
0.684884497
0.081115609
0.272414781
0.929327547
0.949542469
0.949542469
0.970024987
0.907641808
0.931170099
0.921696715
0.406496228
0.253000576
0.47731691
0.47731691
0.47731691
0.345710184
0.918769567
0.82169606
0.477988518
0.361038106
0.794371976
0.794371976
0.794371976
0.794371976
0.794371976
0.105022405
0.525297953
0.021068069
0.027736255
0.101888632
0.101888632
0.101888632
0.101888632
0.150746139
0.244869014
0.280056052
0.280056052
0.534694257
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0.774322215
0.774322215
0.875436276
0.244318728
0.244318728
0.185908554
0.789474356
0.789474356
0.789474356
0.544549303
0.370329755
0.942458587
0.535974232
0.516902745
0.315632102
0.515809314
0.962796444
0.967681259
0.967681259
0.707961606
0.707961606
0.961761946
0.004613724
0.342825715
0.690000049
0.767631323
0.171603281
0.329290995
0.264086517
0.223486557
0.980422381
0.428887145
0.286730464
0.95063047
0.990512299
0.438331886
0.458382151
0.490217415
0.017470515
0.242598565
0.309405752
0.169674666
0.998273176
0.998273176
0.739069691
0.787991822
0.078852338
0.254672008
0.184680969
0.184680969
0.185102563
0.185102563
0.40140763
0.40140763
0.40140763
0.306117408
0.360543257
0.360543257
0.360543257
0.360543257
0.360543257
0.459899626
0.261651828
0.59285939
0.327384137
0.311909452
0.364549945
0.31722313
0.31722313
0.380471177
0.309810304
0.677383208
0.291501296
0.291501296
0.988199605
0.36056391
0.881929849
0.004263292
0.466282528
0.058350465
0.323082836
0.89921017
0.889019676
0.301842243
0.473879705
0.473879705
0.885560621
0.134394586
0.922694978
0.002109539
0.254657137
0.572380655
0.104195257
0.325476089
0.418297806
0.491769051
0.239209901
0.731804255
0.121018971
0.959558877
0.482226728
0.371432202
0.531974196
0.531974196
0.647496952
0.411412456
0.075990944
0.236190194
0.021469055
0.021469055
0.37501981
0.37501981
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5 Translationally-controlled tumor protein OS=Mus musculus GN=Tpt1 PE=1 SV=1
13 Ras-related protein Ral-B OS=Mus musculus GN=Ralb PE=1 SV=1
44 Plexin-B2 OS=Mus musculus GN=PIxnb2 PE=1 SV:

Glutathione S-transferase Mu 1 (Fmgmenl)() Mus musculus GN- (\lml PE=1 SV=1
26 Coatomer subunit beta’ OS=Mus musculus GN=Copb2 PE=1 SV=2

56 Splicing factor 3B subunit I OS=Mus musculus GN=Sf3b1 PE=1 SV=1

56 Splicing factor 3B subunit I OS=Mus musculus GN=Sf3b1 PE~I SV=1

12 60S ribosomal protein L18a (Fragment) OS=Mus musculus GN=Rpl18a PE~1 S
112 Glyceraldehyde-3-phosphate dehydrogenase OS-Mus musculus GN-Gapdh PE=1 SV=2
12 Heterogeneous nuclear ribonucleoprotein H2 0S=Mus museulus GN=Hnrmph2 PE=1 SV~=1
331 Heat shock protein HSP 90-beta OS-Mus musculus GN=Hsp90abl PE=1 SV=3

15 Gamma-enolase OS=Mus musculus GN=Eno2 PE=1 SV=2

Ubiquitin-conjugating enzyme E2 N OS=Mus musculus GN=Ube2n PE=1 SV=1

67 Coatomer subunit alpha OS-Mus musculus GN=Copa PE=1 S

©

8 Prostaglandin E synthase 3 OS=Mus musculus GN=Prges3 P!
8 Prostaglandin E synthase 3 OS=Mus musculus GN=Piges3 P!
39 WD repeat-containing protein 82 OS=Mus musculus GN=Wdr§2 PE=1 SV=1
41 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 (Fragment) OS=Mus musculus GN=Gnb1 PE=1 SV=§
124 Histone H2AX OS=Mus musculus GN=H2afx PE=1 SV=2
43 Serine/threonine-protein phosphatase PP1-gamma catalytic subunit OS=Mus musculus GN=Ppp1ce PE=1 SV=1
21 Heterogeneous nuclear ribonucleoprotein A1 O$=Mus musculus GN=Hnrnpal P} =

Heterogeneous nuclear ribonucleoprotein F OS=Mus musculus GN=Hnrnpf PE=1 SV=3

5 N-acetyltransferase ARD1 homolog (S. cerevisiae), isoform CRA_b OS=Mus musculus GN=Naal 0 PE=1 SV=1
5
5
12 408 ribosomal protein $12 OS=Mus musculus GN=Rps12 PE=1 §
0 Keratin, type I cytoskeletal 18 OS=Mus GN=Krt18 PE=1 SV=5
47 GTP-binding nuclear protein Ran, testis-sp ulus GN=Rasl2-9 PE=2 SV=1
105 Glyceraldehyde-3-phosphate dehydrogenase OS=Mus musculus PE=1 SV=
14 40S ribosomal protein $12 OS-Mus musculus GN=Rps12 PE=1 §!
10 Cytoplasmic dynein 1 intermediate chain 2 OS=Mus musculus GN=Dyncli2 PE=1 SV=1
10 Cytoplasmic dynein 1 intermediate chain 2 OS-Mus musculus GN~Dyncli2 PE=1 SV=1
10 Cytoplasmic dynein 1 intermediate chain 2 OS-Mus musculus GN=Dynli2 PE=1 S}
10 Cytoplasmic dynein 1 intermediate chain 2 OS=Mus musculus GN=Dynli2 PE=1 S}
10 Cytoplasmic dynein 1 intermediate chain 2 OS-Mus musculus GN~Dyncli2 PE=1 SV=1
16 Endoplasmin (Fragment) OS=Mus musculus GN=Hsp90b1 PE=1 SV=1
16 40S ribosomal protein S14 OS=Mus musculus GN=Rps14 PE=1 SV=3

Aspartate aminotransferase, cytoplasmic OS=Mus musculus GN=Gotl PE=1 SV=3
Splicing factor 3B subunit 6 OS=Mus musculus GN=5f3b6 PE=1 SV=1
Dihydropieridine reductase OS-Mus musculus GN-Qdpr PE

Dihydropteridine reductase OS=Mus musculus GN=Qdpr PE=!
Ras GTPase-activating protein-binding protein 2 OS~Mus musculus GN-G3bp2 PE-1 V=2
Protein lin-7 homolog C OS-Mus musculus GN=LinTe PE=1 V=

omm@::bbbwammmmoN
2

~related protein Rab-10 OS=Mus musculus GN-
Protein Nup205 OS=Mus musculus GN=Nup205 PJ
MCG21756, isoform CRA_b OS=Mus musculus GN: =1 SV=1

Peptidyl-prolyl cis-trans isomerase-like 1 OS=Mus musculus GN=Ppill PE=1 SV=1

12 Vacuolar protein sorting-associated protein 29 OS-Mus musculus GN=Vps29 PE=1 SV~1
12 Vacuolar protein sorting-associated protein 29 (Fragment) OS-Mus musculus GN=Vps29 PE=1 SV~1
12 Vacuolar protein sorting-associated protein 29 OS-Mus musculus GN=Vps29 PE=1 SV~1
227 Histone H2B type 1-F/J/L OS-Mus musculus GN~Hist1h2bf PE=1 S
21 Heterogeneous nuclear ribonucleoprotein A1 OS=Mus musculus GN=Hnrnpal PE=1 SV=2
32 40S ribosomal protein S5 OS=Mus musculus GN=RpsS PE=1 SV~
227 Histone H2B type 1-P OS=Mus musculus GN=Hist h2bp PE=1 SV-
227 Histone H2B type 1-M OS=Mus musculus GN=Histl h2bm PE=I SV=2

7 Gl fi phosph ing) 1 OS=Mus musculus GN=Gfpt] PE=I SV=3
Histone H2B type 1-B OS=Mus musculus GN=Hist1 h2bb PE=1 SV=3
408 ribosomal protein S5 0S=Mus musculus GN=RpsS PE=1 SV=3
408 ribosomal protein S5 (Fragment) OS=Mus musculus G S
408 ribosomal protein S5 (Fragment) OS=Mus musculus GN=RpsS PE=1 SV=1
Histone H2A OS=Mus musculus GN=Hist1h2al PE=3 SV=

Histone H2A type 2-C Of
Coatomer subunit beta O$=Mus musculus GN=Copb1 PE=1 S}
Programmed cell death protein 6 OS=Mus musculus GN=Pdcd6 PE=
Cysteine and glycine-rich protein 1 0S=Mus musculus GN=Cp1 P

B

=
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8 Syntaxin-binding protein 3 0S=Mus musculus GN=Stxbp3 PE=1 SV=

0 Myosin-10 0S=Mus musculus GN=Myh10 PE=1 §

13 60S ribosomal protein L13 OS=Mus musculus GN=Rpl13 PE=1 SV=3

2 5'(3/)-deoxyribonucleotidase, cytosolic type OS-Mus musculus GN=Nt5¢ PE=1 SV~1
53 Histone H3.2 OS-Mus musculus GN=Hist h3b PE=1 SV=2

6 Cullin-associated NEDDS-dissociated protein 2 OS-Mus musculus GN=Cand2 PE=1 SV=2
86 Aldose reductase OS-Mus musculus GN=Akrlb1 PE=1 §
28 Eukaryotic initiation factor 4A-I1 OS=Mus musculus GN=Eif4a2 PE=1 SV=2

17 60S ribosomal protein L26 OS=Mus musculus GN=RpI26 PE=1 SV=1

11 EH domain-containing protein 2 OS=Mus musculus GN=Ehd2 PE=1 SV=1
191 Histone H2B type 1-A OS=Mus musculus GN=Hist|h2ba PE=1 SV=3
7 Equilibrative nucleoside transporlcll 0S=Mus musculus GN=Slc29al PE=1 SV=3
3 synthase 1 OS=Mus musculus GN=Papss| PE=1 SV=1
1091 Actin, cytoplasmic I OS=Mus musculus GN=Actb PE=1 SV=1
9 Poly(rC)-binding protein 3 OS=Mus musculus GN=Pcbp3 PE=1 S
5 Phospholipid seramblase 3 OS=Mus musculus GN=Plser3 PE=1 §
5 Phospholipid seramblase (Fragment) OS=Mus musculus GN=Plscr3 PE=1 SV=1
23 Septin-2 0S=Mus musculus GN=Sept2 PE=1 §
33 Serine/threonine-protein phosphatase OS=Mus musculus GN=
10 Disco-interacting protein 2 homolog B O!
13 60S ribosomal protein L28 OS=Mus musculus GN=] RpIZR PE=1 SV=2
35 Mitotic checkpoint protein BUB3 OS=Mus musculus s
35 Mitotic checkpoint protein BUB3 OS=Mus mus
NudC domain-containing protein 2 OS=Mus m
NudC domain-containing protein 2 0S=Mus musculus Gl
Neuroplastin (Fragment) OS=Mus musculus GN=Nptn PE=1 SV=1
Neuroplastin OS-] SV-

©

5

5

0

0

0

6 Dnal homolog subfamily A member 1 OS=Mus musculus GN~Dnajal PE=1 SV=1
8 Large proline-rich protein BAG6 OS-Mus musculus GN-Bag6 PE=1 SV=1
8
8
8
8
6

1
5

Large proline-rich protein BAG6 OS-Mus musculus GN-Bag6 PE=1 SV~=1

Large proline-rich protein BAG6 (Fragment) OS=Mus musculus GN=Bag6 PE=1 SV=1
Large proline-rich protein BAG6 OS=Mus musculus GN=Bag6 PE=1 SV=1

Large proline-rich protein BAG6 OS=Mus musculus GN=Bag6 PE=1 SV=1

Protein Gm5093 OS=Mus musculus GN=GmS5093 PE=1 SV=1

Coatomer subunit gamma-1 O
Gamma-glutamyl hydrolase O!

9 Histone-binding protein RBBP4 OS=Mus musculus GN=Rbbp4 PE
“almodulin-like protein 3 0S=Mus musculus GN=Calml3 PE=2 S
4 Recl protein OS=Mus musculus G! ccl PE=1 SV=1

4 Regulator of chromosome condensation OS=Mus musculus G
7

4

Ribose-phosphate pyrophosphokinase 2 0$=Mus musculus G|
Heterogeneous nuclear ribonucleoprotein DO (Fragment) O:
35 60S ribosomal protein L7 OS=Mus musculus GN=Rpl7 P!
13 Heterogencous nuclear ribonucleoprotein H OS=Mus musculus GN=Hnmphl PE=1 SV=1
13 Heterogeneous nuclear ribonucleoprotein H OS=Mus musculus GN=Hnmph1 PE=1 SV=3
7 Translationally-controlled tumor protein OS=Mus musculus GN=Tpt1 PE=1 SV=1
8 Polyadenylate-binding protein OS=Mus musculus GN=Pabpe2 PE=1 SV=1
31 tRNA-splicing ligase RtcB homolog OS=Mus musculus GN=Rtcb PE=I SV=1
97 Myosin-10 OS=Mus musculus GN=Myh10 PE=1 SV=2
30 Ribosomal protein L15 (Fragment) OS-Mus musculus GN=Rpl1 5 PE=3 SV=1
19 Glutathione S-transferase P I OS-Mus musculus GN=Gstp! PE=1 §
7 Pro 1 2 0S-Mus musculus GN=Tgm2 PE=1 SV~4
5 Adenylosuccinate lyase OS-Mus musculus GN-Adsl PE=1 SV=1
34 Inosine-5"-monophosphate dehydrogenase 2 OS=Mus museulus GN=Impdh2 PE=1 SV=2
69 Actin, gamma-enteric smooth muscle (Fragment) OS=Mus musculus GN=Actg2 PE=3 SV=1
11 Neuronal proto-oncogene tyrosine-protein kinase Src OS=Mus musculus GN=Src PE=1 SV=4
11 Tyrosine-protein kinase OS=Mus musculus GN=Src P =1
57 Eukaryotic initiation factor 4A-1 0S=Mus musculus GN=Eif4al PE=1 SV=1
8 CDI109 antigen OS=Mus musculus GN=Cd109 PE=1 SV=1
Heterogeneous nuclear ribonucleoprotein DO (Fragment) OS=Mus musculus GN=Hnrnpd PE=1 SV=1
96 Myosin-10 OS=Mus musculus GN=Myh10 PE=1 SV=1
13 60S ribosomal protein L32 OS=Mus musculus GN=Rpl32 PE=1 SV=2
31 Histone H3 OS=Mus musculus GN=H3f3a PE=1 SV=1
10 DIP2 disco-interacting protein 2 homolog B (Drosophila) 0S=Mus musculus GN=Dip2b PE=1 SV=1
8 Myosin regulatory light chain 12B OS=Mus musculus GN=Myl12b PE=1 SV-
21 Serine hydroxymethyliransferase, cytosolic O$=Mus musculus GN=Shmt1
9 Thioredoxin-like protein 1 OS=Mus musculus GN=Txnll PE=I SV=3

m\culu\GN =Hnrnpd PE=1 SV=1

o n

Ras-related protein Rab-18 OS=Mus musculus GN
18 GDP-L-fucose synthase OS=Mus musculus GN=Tsta3 PE=1 §
21 Serine hydroxymethyltransferase (Fragment) OS=Mus musculus GN=Shmtl PE=1 SV=1

9 Ribosomal protein L19 OS-Mus musculus GN-Rpl19 PE=1 S

9 608 ribosomal protein L19 OS-Mus museulus GN-Rpl19 PE=1 SV=
10 Lysosomal alpha-glucosidase (Fragment) OS-Mus musculus GN~ Gaa PE-1 SV=1

8 53" exoribonuclease 2 OS-Mus musculus GN=Xrn2 PE=1 SV=1

122 GTP-binding nuclear protein Ran OS-Mus musculus GN=1700009N14Rik PE=2 SV=1
27 14-3-3 protein gamma OS=Mus musculus GN=Ywhag PE=1 SV=2
18 Ubiquitin thioesterase OTUBI OS=Mus musculus GN=Otub1 PE=1 SV=1
18 Ubiquitin thioesterase OTUBI OS=Mus musculus GN=Otub1 PE=1 SV=2
23 owl|P20029| 78 KD GLUCOSE REGULATED PROTEIN PRECURSOR (GRP 78) (IMMUNOGLOBULIN...
23 owl|P06761| 78 KD GLUCOSE REGULATED PROTEIN PRECURSOR (GRP 78) (IMMUNOGLOBULIN...




FSWHMS 0464117936 4 3 4 0 4 3 3
Q61543 0464117936 4 3 4 0 4 3 3
E9Q555 0165871116 17 17 10 5 13 13 8
AOAITIEBL2 0165871116 17 17 10 5 13 13 8
Q64737 0234896263 40 25 29 7 36 21 18 ic protein a
D3Z0Y2 0353945584 2 16 2 3 18 18 0 15 Peroxiredoxin-6 0S=Mus musculus GN
P62889 0205077118 20 18 2 10 21 12 17 21 60S ribosomal protein L30 OS=Mus m
Q60668 0.182320781 3 8 7 2 10 4 0 5 Heterogencous nuclear ribonucleoprotein D0 OS=Mus musculus GN Hnmpl] PE=1 SV=2
P42208 0508182543 2 30 26 7 27 15 21 23 Septin-2 0S-Mus musculus G
A3KFUS 0376058296 10 5 1 0 15 7 6 7 Polyadenylate-binding protein OS-Mus musculus GN=Pabpcd PE=1 SV=1
QU9IRS 0398036093 32 25 28 0 43 26 18 27 Tubulointerstitial nephritis antigen-like OS=Mus musculus GN=Tinagll PE=1 SV~=1
G3X9K9 0026066285 0 0 9 0 5 12 11 8 Proteasome activator complex subunit 1 OS-Mus musculus GN=Psmel PE=1 SV~1
055234 0.122012939 4 0 2 3 0 0 0 3 Proteasome subunit beta type-5 OS=Mus musculus GN=Psmb3 PE=1 SV=3
P24668 0.142575347 11 8 1 0 14 9 10 7 Cation-dependent mannose-6-phosphate receptor OS-Mus musculus GN-M6pr PE=1 SV~1
A3KGKT 0201149384 3 2 0 0 3 2 0 0 Copine-1 (Fragment) OS-Mus musculus GN=Cpnel PE=I SV=1
E9Q3E9 0201826954 13 16 12 6 12 13 10 12 Staphylococeal nuclease domain-containing protein 1 OS=Mus musculus GN Sndl PE=1 SV=1
ADADAGYWGE 0236220404 10 7 12 3 9 8 0 7 Actin-like protein 6A (Fragment) OS=Mus musculus GN=Actl6a PE=1 SV=|
D3Z7P0 026265147 0 0 3 0 0 2 2 5 BRCAI-A complex subunit BRE OS=Mus musculus GN=Bre PE=1 SV=3
GSE896 0284393425 3 2 4 0 0 3 0 0 Enhancer of mRNA decapping 4, isoform CRA_b OS=Mus musculus GN-=] dc4 PE=1 SV=1
AOAOR4IIQO 0284393425 3 2 4 0 0 3 0 0 Enhancer of mRNA-decapping protein 4 OS=Mus musculus GN=Edc4 PE
Q3UIBY 0284393425 3 2 4 0 0 3 0 0 Enhancer of mRNA-decapping protein 4 OS=Mus musculus GN=Edcd PE=1 sv:z
QUILG2 0311114306 7 7 4 2 6 0 4 5 Transportin-2 OS=Mus musculus GN=Tnpo2 PE=1 SV=1
ADA0G2IG29 0328460839 18 14 12 8 1 12 13 16 40S ribosomal protein 527 OS=Mus musculus GN=Rps27 PE=1 SV=1
Q6ZWQ9 033079493 7 4 8 5 7 5 5 7 MCG5400 OS=Mus musculus GN=Myl12a PE=
QUIVRS 0331820455 0 4 4 0 0 4 0 0 Protein BRICK1 OS=Mus musculus GN=Brk1 PE=1 SV=]
contaminant_GR78_HUMAN 0340267783 34 20 26 8 29 28 8 23 owl|P11021| 78 KD GLUCOSE REGULATED PROTEIN PRECURSOR (GRP 78) (IMMUNOGLOBULIN...
contaminant_GR78_MESAU 0340267783 34 20 26 8 29 28 8 23 owllPO7823 78 KD GLUCOSE REGULATED PROTEIN PRECURSOR (GRP 78) (MMUNOGLOBULIN.
G3XA17 0366084105 2 0 2 0 2 0 0 0 Eukaryotic translation initiation factor 4 gamma 2 OS=Mus musculus G!
F7CBP1 0366084105 2 0 2 0 2 0 0 0 S=Mus mus:
Q62448 0366084105 2 0 2 0 2 0 0 0 Eukaryotic translation initiation factor 4 gamma 2 OS=Mus musculus GN=Eif4g2 PE=1 SV= z
P49722 0368773216 2 2 0 0 2 0 0 0 Proteasome subunit alpha type-2 OS=Mus musculus GN=Psma2 PE=1 §
BIAWY1 0391002219 3 0 0 0 3 0 0 0 Protein kinase C and casein kinase IT substrate protein 3 (Fragment) OS=Mus musculus GN=Pacsin3 PE=1 SV=8§
P58281 0391002219 0 3 0 0 0 3 0 0 Dynamin-like 120 kDa protein, mitochondrial OS=Mus musculus GN=Opal PE=1 §!
Q8BHO4 0391002219 0 3 0 0 0 3 0 0 [GTP], 0S-Mus museulus GN=Pek2 P
AOAOR4I0GO 0391002219 0 3 0 0 0 3 0 0 3 o us GN=Pck2 P
AOAIBOGS09 0604299512 4 4 0 0 0 0 0 4 Tumor susceptibility gene 101 protein (Fragment) OS-Mus musculus GN=Tsg101 PE=1 SV=1
BIAWDS 0662691541 0 0 0 8 0 0 8 0 Clathrin light chain A OS-Mus musculus GN=Clta PE=1 SV=1
QU9IKT0 0662691541 0 0 0 2 0 0 2 0 Ras-related GTP-binding protein C OS-Mus musculus GN-] Rragc PE-1 SV-1
Q7TSV4 0.680880204 2 0 2 0 0 2 0 0 Phosphoglucomutase-2 OS-Mus musculus GN~Pgm2 PE
P27612 0.748382103 3 0 5 0 2 3 0 7 Phospholipase A-2-activating protein OS=Mus musc\llusGN
Q8COE3 0790432547 0 3 7 0 6 5 0 4 Tripartite motif-containing protein 47 OS=Mus musculus G
QVCQUY 0.808016376 13 0 0 0 0 0 13 0 Protein Rpl31 OS=Mus musculus GN=RpI31 PE=1 SV-
Q3TU36 0849886839 0 2 0 0 2 0 0 0 Protein Rap] gds! OS=Mus musculus GN=Rap1gds] PE=I SV=1
ADAOI9YUM4 0849886839 0 2 0 0 2 0 0 0 C-terminal-binding protein 1 OS=Mus musculus GN=Ctbp] PE=1 SV=1
G 0849886839 0 3 0 0 3 0 0 0 Perilipin-3 OS=Mus musculus GN=Plin3 PE=1 SV=
088712 0849886839 0 2 0 0 2 0 0 0 C-terminal-binding protein 1 OS=Mus musculus GN=Ctbp] PE=
ADAOG2IGCS 0849886839 0 2 0 0 2 0 0 0 Protein Rapl gds! OS=Mus musculus GN=Rap1gds| PE=I SV=1
E9Q912 0849886839 0 2 0 0 2 0 0 0 Protein Rapl gds! O
£9Q6Q4 0849886839 0 2 0 0 2 0 0 0 Protein Rapl gds! O
S4R2C4 0849886839 0 2 0 0 2 0 0 0 Son of sevenless homolog 2 OS=Mus musculus GN=Sos2 PE=1 SV=1
A0A0J9YUG2 0849886839 0 2 0 0 2 0 0 0 C-terminal-binding protein 1 0S=Mus musculus GN=Ctbp1 PE=1 SV=1
H3BIVT 0858008374 3 5 0 0 5 0 0 3 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
13QQ30 0.893353577 3 0 3 0 0 0 2 4 Phosphatidylinositol transfer prof s =
B3QPW1 0.893353577 3 0 3 0 0 0 2 4 Pho;
P53810 0.893353577 3 0 3 0 0 0 2 4 Phosphatidylinositol transfer prof
AOAOG2JF31 0.900140637 0 0 2 0 2 0 0 0 Thymidylate synthase (Fragment) OS=Mus mus s s
Q8BWUS 0903426338 0 2 2 0 0 2 0 2 Probable t(RNA N6-adenosine threonylearbamoy ltransferase OS=Mus musculus GN
EOCYN9 0.903426338 0 2 2 0 0 2 0 2 Probable tRNA N6-adenosine threonylearbamoy ltransferase OS=Mus musculus GN
AOAOR4IIY3 0903426338 0 2 2 0 0 2 0 2 Probable (RNA N6-adenosine threonylcarbamoyliransferase OS=Mus musculus GN=Osgep PE=1 SV=1
G3UXTS 0906431553 4 5 7 0 4 5 0 7 Large proline-rich protein BAG6 (Fragment) OS-Mus musculus GN-Bag6 PE=1 SV=1
QuCY64 0908765346 4 3 3 0 3 3 0 4 Biliverdin reductase A OS-Mus museulus GN~Blvra PE=1 SV=1
F6YAIL 0919995716 13 9 10 0 9 10 0 13 Exportin-1 (Fragment) OS-Mus musculus GN=Xpol P! 1
QUIIK2 0921450104 3 0 0 0 0 3 0 0 LanC-like protein 2 0S-Mus musculus GN-Lancl2 P!
Q8BP4S 0921450104 2 0 0 0 0 2 0 0 Methionine aminopeptidase 1 OS=Mus musculus GN-Metap1 PE=1 SV=1
F6RIV6 0921450104 3 0 0 0 0 3 0 0 LanC-like protein 2 (Fragment) OS=Mus musculus GN~=Lancl2 PE=1 SV-
D6RE33 0921450104 3 0 0 0 0 3 0 0 Enhancer of mRNA-decapping protein 4 OS=Mus musculus GN=Edcd PE=1 SV=1
QICXY6 0921450104 3 0 0 0 0 3 0 0 Interleukin enhancer-binding factor 2 OS=Mus musculus GN=IIf2 PE=1 SV=1
QUCTI0 0.92840486 0 2 0 0 0 0 2 0 Ran-binding protein 3 OS=Mus musculus GN=Ranbp3 PE=1 SV- z
P62830 0943602506 4 3 3 0 5 0 2 3 60S ribosomal protein 123 OS=Mus musculus GN=Rp[23 P =
P61082 0951487156 6 3 3 0 3 4 0 5 NEDDS-conjugating enzyme Ubc12 OS=Mus musculus GN= Ube2m PE=1 SV=1
F7CDTO 0951487156 6 3 3 0 3 4 0 5 NEDDS-conjugating enzyme Ubcl2 (Fragment) OS=Mus musculus GN=Ube2m P
F6WMCO 0951765864 5 3 2 0 2 3 0 5 NEDDS-conjugating enzyme Ubcl2 (Fragment) OS=Mus musculus GN=Ube2m P
QSSPXS 0958049947 0 0 3 0 0 0 0 3 TBCI domain family member 10A OS=Mus musculus GN=Tbcld10a PE=1 §
FOW5Q8 0958049947 0 0 3 0 0 0 0 3 Vacuolar protein sorting-associated protein VTAI homolog (Fragment) OS=Mus musculus GN=Vtal PE=1 SV=8
P58802 0958049947 0 0 3 0 0 0 0 3 TBCI domain family member 10A OS=Mus musculus GN=Tbeld10a PE=1 §
QICR26 0958049947 0 0 3 0 0 0 0 3 Vacuolar protein sorting-associated protein VTAI homolog OS=Mus museulus GN=Vtal PE=1 SV=1
QIQY13 0966634205 4 0 0 0 0 0 0 4 Dnal homolog subfamily B member 1 OS=Mus musculus GN=Dnajb1 PE=1 SV-
P70697 0966634205 3 0 0 0 0 0 0 3 Uroporphyrinogen decarboxylase OS=Mus musculus G
Q3TYL? 0966634205 4 0 0 0 0 0 0 4 Dnal homolog subfamily B member 1 Of
P62301 0983202751 5 5 6 0 5 0 5 6 408 ribosomal protein $13 0S=Mus musculus G/
Qo21R2 0983202751 5 5 6 0 5 0 5 6 408 ribosomal protein $13 0S=Mus musculus GN=Rps13 PE=1 §
QICRS1 0.996337707 0 0 3 0 0 3 0 0 V-type proton ATPase subunit G 1 OS-Mus museulus GN-At6v 1 g1 PE=1 SV=3
P68 134 0277358431 814 671 736 396 621 640 643 711 Actin, alpha skeletal muscle OS=Mus musculus GN=Actal PE=1 SV=1
P68033 0271848296 823 675 742 397 629 644 644 717 Actin, alpha cardiac muscle 1 OS-Mus musculus GN=Actc] PE=1 SV=1
008709 0345638779 30 18 23 3 19 18 0 18 Peroxiredoxin-6 OS-Mus musculus GN=Prdx6 PE=1 §
Q6GT24 0345638779 30 18 23 3 19 18 0 18 Peroxiredoxin 6 0S-Mus musculus GN=Prdx6 Pl
PO8I13 0.006887119 29 2 26 9 25 20 14 27 Endoplasmin OS-Mus musculus GN=Hsp90b1 PE=1 SV-
QuCPY7 0110246711 48 49 49 17 53 34 25 49 Cytosol aminopeptidase OS=Mus musculus GN=Lap3 PE=1 §
QURIP4 0402998733 7 8 4 0 5 9 5 6 Proteasome subunit alpha type-1 OS=Mus musculus GN=Psmal PE 15v=1
Qilol1 0584092951 36 20 17 4 27 14 14 21 Puromyein-sensitive aminopeptidase OS=Mus musculus GN=Npepps PE=1 SV=2
QID662 0.138023607 8 8 4 3 0 5 3 9 Protein transport protein Sec23B OS=Mus musculus GN=Sec23b PE=1 SV=1
P70441 0201281242 4 6 8 5 7 0 4 6 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Mus musculus GN=SIc9a3r] PE=1 SV=3
QSBHFS 0271063517 16 10 15 5 1 13 10 0 Reticulon OS=Mus musculus GN=Rind PE=1 §
D3YWI§ 024337829 13 6 13 0 11 13 11 7 Vacuolar protein sorting-associated protein 29 OS=Mus musculus GN=Vps29 PE=1 SV=1
P62137 0467029562 62 44 51 1 66 33 1 55 Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Mus musculus GN=Ppplca PE=1 SV=1
H3BI9T 0438381486 32 25 28 0 40 26 18 27 Tubulointerstitial nephritis antigen-like OS=Mus musculus GN=Tinagl! PE=1 SV=1
QVZONI 0360311356 54 43 41 8 41 39 26 37 Eukaryotic translation initiation factor 2 subunit 3, X-linked oyMus musculus GN=Eif2s3x PE=1 SV=2
P68368 0284209651 212 142 144 33 168 139 71 142 Tubulin alpha-4A chain OS=Mus musculus GN=Tubada PE=1 SV=
Q99P72 0224102373 16 10 15 5 11 13 10 11 Reticulon-4 0S=Mus musculus GN=Rind P} =
QIJHU4 0379211428 324 244 274 53 248 220 153 254 Cytoplasmic dynein 1 heavy chain 1 O$=Mus musculus GN=Dynclhl PE=1 SV=2
P17427 0.196508308 10 6 1 3 7 6 0 9 AP-2 complex subunit alpha-2 OS=Mus musculus GN=Ap2a2 PE=1 SV=2
P62702 0593826007 92 64 87 14 55 65 53 78 40S ribosomal protein $4, X isoform OS=Mus musculus GN=Rpsdx PE=1 §
Q6ZWY3 0.882641469 14 8 10 0 10 12 0 9 408 ribosomal protein $27-like OS=Mus musculus GN=Rps S
54923 0596199917 14 10 7 0 10 10 6 14 [Protein ADP-ribosylarginine] hydrolase OS=Mus musculus GN=Adprh PE:
QIDCH4 0642524164 14 6 18 0 12 13 7 17 Eukaryotic translation initiation factor 3 subunit F OS=Mus musculus G|
D32795 0016341053 13 6 7 3 6 0 0 8 Proteasome assembly chaperone 1 OS=}
QoIK23 0016341053 13 6 7 3 6 0 0 8 Proteasome assembly chaperone 1 0S=]
AOAIBOGSA8 0930215017 19 18 19 0 0 21 16 17 60S ribosomal protein L18 (Fragment) O
D3YYBI 0332587356 13 20 15 7 18 9 12 14 Septin-2 (Fragment) OS-Mus musculus GN=Sept2 PE=1 SV~1
QuCQI9 0356692388 5 3 6 0 4 0 5 0 Myosin regulatory light polypeptide 9 O
P70460 0.698191964 0 5 4 0 7 3 3 0 Vasodilator-stimulated phosphoprotein Of
G3X9VO 0017822702 0 0 6 0 5 6 6 6 MCG22048, isoform CRA_a OS=Mus musculus GN=Psme2 PE=1 SV~
Q62167 036984196 23 14 30 4 18 14 0 19 ATP-dependent RNA helicase DDX3X OS=Mus musculus GN=Ddx3x PE=I SV=3
A2AGNT 0548598187 22 20 24 3 2 16 8 19 268 protease regulatory subunit 6A OS=Mus musculus G
Q8BFZ3 0.145751506 293 208 186 50 252 153 110 189 Beta-actin-like protein 2 OS=Mus musculus GN=Actbl2 PE=1 SV=1
QUDOMI 0618648267 9 5 8 0 10 5 4 9 Phosphoribosy! pyrophosphate synthase-associated protein 1 OS=Mus musculus GN=Prpsap1 PE=1 SV=1
BIATS2 0618648267 9 5 8 0 10 5 4 9 MCG6846, isoform CRA_c OS=Mus musculus GN=Prpsap] PE=1 SV=1
P61202 0532304475 3 2 6 0 0 4 3 0 COPY signalosome complex subunit 2 OS=Mus musculus GN=Cops2 PE=1 SV=1
contaminant_BASI_MOUSE 0341094864 22 20 17 5 12 17 15 17 owlP18572| BASIGIN PRECURSOR (BASIC IMMUNOGLOBULIN SUPERFAMILY) (MEMBRANE...
E9QN3 1 0.113140828 22 19 17 4 21 15 9 14 Probable 28 rRNA (cytosine-C(5))-methyltransferase OS=Mus musculus GN=Nop2 PE=1 SV=1
D37722 0666612815 13 8 9 0 13 5 6 14 408 ribosomal protein $19 OS=Mus musculus GN Sv=1
D3YUT3 0666612815 13 8 9 0 13 5 6 14 40S ribosomal protein $19 (Fragment) OS=Mus musculus GN=Rps19 P
D3YUG3 0.666612815 13 8 9 0 13 5 6 14 408 ribosomal protein $19 (Fragment) Of =Rps19 P
D3Z5R8 0666612815 13 8 9 0 13 5 6 14 40S ribosomal protein $19 (Fragment) OS=Mus musculus GN=Rps19 PE=1 sv 8
QuCZX8 0666612815 13 8 9 0 13 5 6 14 40S ribosomal protein $19 OS=Mus musculus GN=R
008573 0908287558 4 7 9 0 8 0 6 5 Galectin-9 OS=Mus musculus GN=]
BIAQRS 0.908287558 4 7 9 0 8 0 6 5 Galectin OS=Mus musculus GN=Lgals9 PE=1 SV=1
G3X9T7 0908287558 4 7 9 0 8 0 6 5 Galectin OS=Mus m gals9 PE=1 SV=1
Q6NZMS 0345659781 9 7 7 0 7 9 7 6 3-phosphoadenosine 5 phmphmulfale synthase 1, mfurm CRA_a 0S-Mus musculus GN=Papssl PE=1 SV~1
Q62433 0384456112 7 11 13 0 12 11 9 7 Protein NDRG1 Of us GN-Ndrg| Pl
QSU4CS 0430310755 8 4 4 0 8 3 5 4 Importin-4 0S=Mus musculus GN=Ipod PE=
P54761 0034542464 3 0 5 0 4 3 5 3 Ephrin type-B receptor 4 OS-Mus musculus GN=Ephb4 PE=1 SV=2
Q8C8KI 0034542464 3 0 5 0 4 3 5 3 Ephrin type-B receptor 4 OS-Mus musculus G
E9PWK7 0034542464 3 0 5 0 4 3 5 3 Ephrin type-B receptor 4 OS-Mus musculus G
AOAOI9YUIL 0.18107936 0 0 4 0 3 6 2 4 Ubiquitin-conjugating enzyme E2 K OS-Mus musculus GN-Ube2k P!
P61087 0.18107936 0 0 4 0 3 6 2 4 Ubiquitin-conjugating enzyme E2 K OS=Mus musculus GN-Ube2k P!
Reverse_sp|A2ASS6[TITIN_MOUSE 0074215139 0 4 2 2 0 2 0 3 Titin OS=Mus musculus GN=Ttn PE=1 SV=1
Q3TW96 031862569 18 13 14 2 14 14 7 9 UDP-N-acetylhexosamine pyrophosphorylase-like pmcm 1 0S=Mus museulus GN=Uap111 PE=1 SV=1
QSBHTS 0226490696 16 10 15 5 1 13 10 9 Reticulon OS=Mus musculus GN=Rind PE=1 SV=
Q76MZ3 0058950198 80 46 74 25 69 48 34 59 Serine/threonine-protein phosphatase 2A 65 kDa rcgulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2ria PE=1 SV=3
D3Z5M2 0.08334386 10 0 0 0 15 0 6 7 Polyadenylate-binding protein O =
A3KFUS 0.08334386 10 0 0 0 15 0 6 7 Polyadenylate-binding protein O
G3UXZ5 0.133904801 0 0 10 0 5 12 1 0 Proteasome activator complex subunit 1 (Fragment) OS=Mus musculus GN=Psmel PE=1 SV=1
Q8BP47 0677654581 46 29 25 4 26 20 18 33 Asparagine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Nars PE=1 SV-
E9PYIS 0485397729 10 4 13 2 10 6 4 7 Ubiquitin carboxyl-terminal hydrolase 14 OS=Mus musculus GN=Usp14 PE=1 SV=1
QVIMAL 0.485397729 10 4 13 2 10 6 4 7 Ubiquitin carboxyl-terminal hydrolase 14 OS=Mus musculus GN=Usp14 PE=1 SV=3
P62245 0.210810328 49 27 28 1 27 23 22 35 40S ribosomal protein S15a OS=Mus musculus GN=Rps15a PE=1 SV=2
Q61753 0.005640006 87 66 69 18 81 57 42 43 D-3-phosphoglycerate dehydrogenase OS=Mus musculus GN=Phgdh PE=1 SV=3
Q91V89 027243126 19 20 13 4 14 13 10 15 Protein Ppp2r3d OS=Mus musculus GN=Ppp2r5d PE=1 SV=1
P14869 0.151537615 76 56 55 18 50 38 4 59 60S acidic ribosomal prote; s
Q62Q38 0098024777 17 12 17 5 12 1 7 17 Cullin-associated NEDDS-dissociated protein 1 Of
F8WI41 0208063434 49 27 27 11 2 23 21 35 40S ribosomal protein $15a (Fragment) OS=Mus m
P68040 0517662236 170 91 116 19 106 102 40 116 Receptor of activated protein C kinase 1 OS=Mus
F6ZLC6 0255452975 24 21 16 13 29 14 10 15 Histone-binding protein RBBP7 (Fragment) OS=Mus muscu ~Rbbp7 PE=1 SV=8
S4RINI 0.108066756 67 49 48 18 45 33 38 51 60S acidic ribosomal protein PO (Fragment) OS=Mus musculus GN=Rplp0 PE=1 SV=1
BIATS3 0612418766 6 4 8 0 7 5 4 6 Phosphoribosy! pyrophosphate synthase-associated protein 1 (Fragment) OS-Mus musculus GN=Prpsap1 PE=1 SV~=1
P62852 0239995612 8 0 0 0 7 7 0 8 40S ribosomal protein $25 OS-Mus musculus GN=Rps25 PE=1 SV~1
Q8RIB4 0.040790369 41 27 38 9 30 26 21 28 Eukaryotic translation initiation factor 3 subunit C OS=Mus musculus GN~Eif3¢ PE=1 SV~=1
P31938 0073415372 0 8 9 0 6 10 8 7 Dual specificity mitogen-activated protein kinase kinase 1 OS-Mus musculus GN-Map2k1 PE=1 SV=2
QIIWK2 0036436971 6 6 5 2 3 5 0 5 Eukaryotic translation initiation factor 3 subunit H OS=Mus musculus GN=Eif3h PE=1 SV~
P54822 0704748381 6 1 5 0 10 5 0 5 Adenylosuccinate lyase OS=Mus musculus GN=Adsl PE=1 SV=
054984 0.818275949 7 6 9 0 5 9 0 6 ATPase Asnal OS-Mus musculus GN=Asnal PE=1 §'
P70699 0501161657 15 18 7 4 7 1 11 11 Lysosomal alpha-ghucosidase OS=Mus musculus GN=Gaa PE=1 SV=
Q3TRH2 0454597453 21 16 14 3 13 10 b 14 268 proteasome non-ATPase regulatory subunit 12 OS=Mus musculus GN=Psmd12 PE=1 SV=1
Q62419 0707865198 5 4 2 0 4 3 0 3 Endophilin-A2 OS=Mus musculus GN=Sh3gll PE=1 SV=1




QV22K7 0069687512 22 19 17 4 18 15 9 14 Probable 28 rRNA (cytosine-C(5))-methyltransferase OS=Mus musculus GN=Nop2 PE=1 SV=1
Po1161 0.177859577 43 35 43 1 35 40 13 elated protein 2 OS=Mus musculus GN=Actr2 PE=1 SV=

Q8C863 0827783213 5 3 2 0 2 3 0 4 itin-protein ligase lichy OS=Mus musculus GN=ltch P!

F6YY88 0893453785 3 4 3 0 0 5 2 2 Melhyllhmnbuw 1-phosphate isomerase (Fragment) OS=Mus musculus GN=Mril PE=1 SV=1
P97371 0032810954 0 0 10 0 5 12 11 8 Proteasome activator complex subunit 1 OS=Mus musculus GN=Psmel PE=1 SV=2

Q7TNP2 0.146299267 4 8 6 2 6 0 0 3 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=2
ADAOI9YTQ8 0361396015 0 0 5 0 0 5 4 0 rotein-| hmdmg protein z (Frdgment) 0S=Mus musculus GN=G3bp2 PE=1 SV=1
Q8BT60 0363210692 6 15 5 4 8 4 4 11 GN=Cpne3 PE-|

BSIK33 0557812127 10 0 0 0 0 1 7 0 Heterogencous nuclear nbunudeupmlem M o us musculus G!

D3YTQ9 0569574268 0 0 7 3 5 0 4 0 408 ribosomal protein $15 OS=Mus musculus GN=Rps15 PE=1 §

P62843 0569574268 0 0 7 3 5 0 4 0 408 ribosomal protein $15 OS=Mus musculus GN-

A2AFI9 0.145138141 28 24 24 13 33 17 10 20 Histone-binding protein RBBP7 O

A2AFI1 0114177873 27 26 24 11 32 17 10 20 Histone-binding protein RBBP7 OS:

AOAIBOGSGS 0342161783 26 18 21 3 2 1 12 16 Ribonuclease inhibitor O

QoIVIT 0342161783 2 18 21 3 2 1 12 16 Ribonuclease inhibitor OS-Mus musculus GN

P23116 0.000334455 69 48 55 19 55 36 31 49 Eukaryotic translation initiation factor 3 subunit A OS=Mus musculus GN Eif3a PE=1 SV=5
070475 0.109873106 32 2 24 6 31 14 11 20 UDP-glucose 6-dehydrogenase OS=Mus musculus GN=Ugdh PE=1 §'

G3UY38 0.10204498 15 14 14 5 13 14 0 5 Heterogencous nuclear ribonucleoprotein L OS=Mus musculus Gl

E9QAIS 0094462382 40 26 40 11 26 31 21 26 CAD protein OS=Mus musculus GN=Cad PE=1 SV=1

B2RQCH 0094462382 40 2 40 1 2 31 21 26 CAD protein OS=Mus musculus GN=Cad PE=1 S!

P48722 0901585849 0 4 5 0 5 3 0 4 Heat shock 70 kDa protein 4L OS=Mus musculus GN=Hspad PE

H3BKSS 0866523927 7 4 7 0 5 5 6 0 tRNA (guanine(26)-N(2))-dimethyltransferase OS=Mus musculus GN Trmtl PE=1 SV=1
E9PWD4 0866523927 7 4 7 0 5 5 6 0 tRNA (guaning(26)-N(2))-dimethyltransferase O

AOAOR4IZWT 0866523927 7 4 7 0 5 5 6 0 tRNA (guaning(26)-N(2))-dimethyltransferase OS

Q3TX08 0866523927 7 4 7 0 5 5 6 0 tRNA (guanine(26)-N(2))- dlmethyllransfelxse 0S=Mus musculus G

P48758 0.581043745 1 8 14 0 12 3 7 7 Carbonyl reductase [NADPH] 1 us museulus GN=Chrl PE=1 S

Q3THWS 0.413592864 56 29 34 3 28 0 27 26 Histone H2A.V 0S=Mus mu:culus GN=H2afv PE=1 SV=3

GSE924 0.153259497 15 15 18 5 14 16 0 5 Heterogencous nuclear ribonucleoprotein L (Fragment) OS=Mus musculus GN=Hnrpl PE=1 SV=1
Q8RO81 0.153259497 15 15 18 5 14 16 0 5 Heterogencous nuclear ribonucleoprotein L OS=Mus musculus GN=Hnrpl PE=I SV=2
P58252 0.004311816 399 264 287 89 315 191 161 247 Elongation factor 2 OS=Mus musculus GN=Eef2 PE=1 S|

AOA0G2IE29 0200586314 2 14 17 4 21 7 6 16 Procollagen C-endopeptidase enhancer 1 (Fragment) OS=Mus musculus GN=Pcolce PE=1 SV=1
POCOS6 0668678516 56 29 34 3 28 26 27 26 Histone H2A.Z OS=Mus musculus GN=H2afz PE=1 SV-

Q3UAT2 0577418527 4 0 0 0 0 0 4 3 Actin-related protein 2/3 complex subunit 5 OS=Mus musculus GN=Arpe3 PE=1 SV=1
QoCPW4 0577418527 4 0 0 0 0 0 4 3 Actin-related protein 2/3 complex subunit 5 OS=Mus musculus GN=Arpe5 PE=1 SV=3
Q8K0CY 0171331292 11 14 19 3 11 14 8 8 GDP-mannose 4,6 dehydratase OS=Mus musculus GN=Gmds PE=1 §

QSSURO 0014697201 24 19 2 5 18 15 13 15 Phosphoribosylformylglycinamidine synthase OS-Mus musculus GN=Pfas PE=1 SV~1
AOAIBOGSES 0043916264 2 14 20 5 17 15 10 11 40S ribosomal protein S11 (Fragment) OS-Mus musculus GN-Rps1 1 PE=1 S|

P47753 0336117213 12 14 4 8 1 7 7 8 F-actin-capping protein subunit alpha-1 OS-Mus musculus GN~Capzal P

QSRKN9 0336117213 12 14 4 8 1 7 7 8 Capping protein (Actin filament) muscle Z-line, alpha 1 OS-Mus musculus GN

AOAOG2IHO4 0059457398 17 9 18 9 0 10 0 13 Eukaryotic translation initiation factor 4E OS=Mus musculus GN=Eif4e PE=1 S

Q8RSCS 0601295471 35 21 25 2 21 16 11 24 Beta-centractin OS=Mus musculus GN=Actrlb PE=1 SV=1

E9PVS8 0868441856 6 6 3 0 4 0 4 5 Transportin-2 OS=Mus musculus GN=Tnpo2 PE=1 SV=1

QoIMA2 0708373477 8 8 6 0 5 7 0 7 Queuine tRNA-ribosyltransferase catalytic subunit 1 OS=Mus musculus GN=Qrtl PE=1 SV=2
Q60973 0.113172037 29 27 26 13 34 17 10 21 Histone-binding protein RBBP7 OS=Mus musculus GN=Rbbp7 PE=1 SV=!

055135 0.485588393 20 12 24 2 16 14 8 12 Eukaryotic translation initiation factor 6 OS=Mus musculus GN=Eif6 PE=1 SV=2

AOAT40TSKG 0520021707 7 5 8 0 5 7 6 5 60S ribosomal protein L36 OS=Mus musculus G sv=1

Q6ZWZ4 0520021707 7 5 8 0 5 7 6 5 60S ribosomal protein L36 OS=Mus musculus GN=} s

Q8C2ET 0283999553 3 2 2 0 0 0 2 0 WASH complex subunit strumpellin OS=Mus musculus GN=Kiaa0196 P!

QuDOD4 0316794996 2 2 3 0 0 0 0 2 Probable dimethyladenosine transferase OS=Mus musculus GN=Dimt] P

QUOPI9 0321351902 2 3 2 0 0 0 0 2 Heterogencous nuclear ribonucleoprotein U-like protein 2 OS=Mus musculus GN=Hnrnpul2 PE=1 SV=2
AOAOUIRNKG 0.043733859 13 10 9 3 13 7 3 7 S-adenosylmethionine synthase OS=Mus musculus GN=Mat2a PE=1 SV=1

F8VPKO 0305822745 7 4 10 0 5 7 10 2 Protein Tte37 OS=Mus

Q60749 0467116922 0 3 4 0 3 0 0 0 KH domain-containing, RNA-binding, signal transduction-associated protein | OS=Mus musculus GN=Khdrbsl PE=1 SV=2
P57716 0570431153 4 0 3 0 0 0 3 0 Nicastrin OS=Mus musculus GN=Nestn PE=1 S

P01898 0.452158509 5 5 4 0 4 0 0 4 H-2 class I histocompatibility antigen, Q10 alpha chain OS=Mus museulus GN=H2-Q10 PE=1 SV=3
PI7918 0.009483303 54 39 37 16 42 29 21 33 Proliferating cell nuclear antigen OS=Mus musculus GN=Pena PE=1 §!

Q8QZY1 0.468816474 69 35 35 7 34 26 21 44 Eukaryotic translation initiation factor 3 subunit L OS=Mus musculus GN=Eif3 PE=1 SV=1
P28656 0693617281 11 5 1 0 13 4 0 6 Nucleosome assembly protein I-like | OS=Mus musculus GN=Nap111 PE=1 SV=2

E9PW66 0693617281 11 5 1 0 13 4 0 6 Nucleosome assembly protein 1-like | OS=Mus musculus GN=Nap111 PE=1 SV=1

P70452 0314036203 4 0 6 0 3 5 4 5 Syntaxin-4 OS-Mus musculus GN=Stx4 PE=1 SV~1

Qo1YZ8 0.098568042 11 0 0 0 15 0 6 7 Polyadenylate-binding protein OS-Mus musculus GN=Pabped PE=1 SV=1

Q6PHQY 0.098568042 11 0 0 0 15 0 6 7 Polyadenylate-binding protein OS-Mus musculus GN=Pabped PE=1 SV=1

QIVI2 0.112263304 20 15 19 5 19 1 5 15 Cytosolic acyl coenzyme A thioester hydrolase OS-Mus musculus GN=Acot7 PE=1 SV=2
POI899 0.862639909 8 7 8 0 9 6 3 8 H-2 class I histocompatibility antigen, D-B alpha chain OS=Mus museulus GN=H2-D1 PE=1 SV=2
P29387 076273714 28 25 24 0 19 21 18 29 Guanine nucleotide-binding protein subunit beta-4 OS=Mus musculus GN=Gnbd4 PE=1 SV=4
P14206 0454186716 63 42 59 5 H 29 21 42 40S ribosomal protein SA OS-Mus musculus GN-Rpsa PE=1 SV=4

QVZON2 0398112856 41 33 33 3 29 25 15 24 Eukaryotic translation initiation factor 2 subunit 3, Y-linked OS=Mus musculus GN=Eif2s3y PE=1 SV=2
AOAT40LHF7 0416423711 47 2 31 5 24 27 11 30 Protein arginine N-methyltransferase 1 OS=Mus musculus GN=Prmt] PE=1 SV=1

97351 0091348172 62 32 39 14 38 35 24 27 40S ribosomal protein $3a OS=Mus musculus GN=Rps3a PE=1 SV=3

P63094 0042889642 30 19 25 7 20 17 10 21 Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Mus musculus GN=Gnas PE=1 SV=1
QUEPU4 0375788781 9 12 14 2 1 6 4 10 Cleavage and polyadenylation specificity factor subunit 1 OS=Mus musculus GN=Cpsfl PE=1 SV=1
D3YWI3 0791748537 0 0 0 46 0 30 47 0 408 ribosomal protein $2 0S=Mus musculus GN=Rps2 P!

Q61990 0040219956 24 17 16 4 18 12 8 13 Poly(rC)-binding protein 2 0S=Mus musculus GN=Pcbp2 P}

B7ZCFI 0.085531586 38 36 33 15 26 16 25 35 268 protease regulatory subunit 6A OS=Mus musculus GN=Psme3 PE-

AOAI40LIF4 0.441890231 46 21 31 5 21 25 12 28 Protein arginine N-methyltransferase 1 (Fragment) OS=Mus musculus G

E9Q8KS 0241482363 0 8 4 6 5 0 0 0 Titin OS=Mus musculus GN=Ttn PE=1 S|

Q8CD76 0413569618 3 0 0 3 2 2 3 Ki ain 1 OS=Mus musculus GN=Kle1 PE=1 SV=1

QSUES9 0413569618 3 3 0 0 3 2 2 3 ght chain 1 OS=Mus musculus GN=Klc1 PE=1 SV=1

E9Q7CY 0413569618 3 3 0 0 3 2 2 3 n 1 0S=Mus musculus GN=Klc] PE=1 SV=1

QTTNF4 0413569618 3 3 0 0 3 2 2 3 n 1 0S=Mus musculus GN=Klcl PE=1 SV=1

QICVB6 0420989411 13 10 1 2 3 1 6 10 Actin-related protein 2/3 complex subunit 2 0S=Mus musculus GN=Arpc2 PE=1 SV=3
Q9DIMO 0467600551 6 0 6 0 5 0 5 5 Protein SECI3 homolog OS-Mus musculus GN=Sec13 PE=1 SV-

P97370 0.646850134 4 7 7 0 6 5 0 4 Sodium/potassium-transporting ATPase subunit beta-3 OS=Mus museulus GN=Atp1b3 PE=1 SV=1
Q8VITS 0767354152 8 6 4 0 8 3 5 4 Importin-4 0S-Mus musculus GN=Ipod PE~1 SV=1

QIDIPA 0.881492308 0 3 0 0 3 0 0 2 Cysteine and histidine-rich domain-containing protein 1 os M\ls musculus GN~Chordel PE=1 SV=1
QUEQQY 0.183131818 3 0 5 0 4 0 4 2 Protein O-GleNAcase OS-Mus musculus GN-Mgeas PE=

QoDOI9 0056114253 50 39 37 10 33 27 19 34 Arginine--RNA ligase, cytoplasmic OS-Mus musculus GN-] Rars PE-1 SV=2

PI7182 002134838 172 144 148 38 127 103 72 115 Alpha-enolase 0S-Mus musculus GN~Enol PE=1 §V-3

QUROE2 075272492 8 9 1 0 13 7 7 1 0S=Mus musculus GN=Plod1 PE=1 SV=1
Q60996 0842688019 9 12 7 0 10 9 5 7 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform OS-Mus musculus GN=Ppp2rSc PE=1 SV=2
E9PYH2 0104166772 20 15 19 5 19 10 5 15 Cytosolic acyl coenzyme A thioester hydrolase OS=Mus musculus GN=Acot7 PE=1 SV=1
P63073 0.088762929 17 9 18 9 9 10 0 14 Eukaryotic translation initiation factor 4E OS=Mus musculus GN=Eif4e PE=1 SV-

P62192 0063620078 32 28 26 7 2 18 13 24 265 protease regulatory subunit 4 OS=Mus musculus GN=Psmel PE=1 SV=1

Q8BMJ2 0007944488 88 67 77 23 67 51 32 61 Leucine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Lars PE=1 §

E9PXZ2 0777326031 4 3 3 0 3 3 2 3 Oxysterol-binding protein OS=Mus musculus GN=Osbpl9 PE=1 §

A2A871 0777326031 4 3 3 0 3 3 2 3 Oxysterol-binding protein-related protein 9 OS=Mus musculus GN=Osbpl9 PE=1 SV=1
F6UHR6 0777326031 4 3 3 0 3 3 2 3 Oxysterol-binding protein OS=Mus musculus GN=Osbpl9 PE=1 §

AOAOAGYXH3 0.777326031 4 3 3 0 3 3 2 3 Oxysterol-binding protein OS=Mus musculus GN=Osbpl9 PE=I SV=1

Qvz127 0.645836903 10 9 1 0 5 7 14 7 Large neutral amino acids transporter small subunit I OS=Mus musculus GN=Slc7a5 PE=1 SV=2
P10605 0230204159 19 14 20 2 15 10 0 9 Cathepsin B OS=Mus musculus GN=Ctsb PE=1 S

035226 0.831786566 6 5 6 0 0 5 4 5 268 proteasome non-ATPase regulatory subunit 4 OS=Mus musculus GN=Psmd4 PE=1 SV=1
Q64522 0.122345494 68 53 62 23 32 25 51 61 Histone H2A type 2-B OS=Mus musculus GN=Hist2h2ab PE=1 S

P63242 0.102850594 29 23 28 9 34 13 9 17 Eukaryotic trans| 2

QUIIFO 0.49415339 73 41 52 5 36 38 21 45 Protein arginine N-methyltransferase 1 OS=Mus musculus GN=]

AOAI71KXD3 0.49415339 73 41 52 5 36 38 21 45 Protein arginine N-methyltransferase 1 OS-Mus musculus GN=Prmt] PE-

QUES97 0256490042 11 4 7 0 0 6 0 0 Reticulon-3 OS=Mus musculus GN=Rm3 PE=1 SV=2

E9Q242 0582097945 6 11 5 0 9 5 0 4 Adenylosuccinate lyase OS=Mus musculus GN=Adsl PE=1 SV=1

E9PUD2 0273133897 14 12 16 2 13 1 4 8 Dynamin-1-like protein OS-) ~

PI6381 0380752838 23 13 27 3 14 13 10 17 Putative ATP-dependent RNA helicase P110 OS-Mus musculus GN=D1Pas] PE=1 SV~1

P17439 0259257581 2 0 7 2 3 0 0 3 Glucosylceramidase OS-Mus musculus GN=Gba PE=1 SV-

P62908 0.008808373 121 77 102 25 81 60 55 69 40S ribosomal protein $3 OS=Mus musculus GN=Rps3 PE=1 SV=

ADAOAOMQAS 0.851752884 207 134 141 0 169 139 72 143 Tubulin alpha chain (Fragment) OS=Mus musculus GN=Tubada PE=1 SV=1

Q61235 0.012082616 8 0 0 0 12 5 5 4 Beta-2-syntrophin OS=Mus musculus GN=Sntb2 PE=1 SV=2

D6REG4 0646239074 6 5 5 0 5 3 0 5 Glyoxylate reductase/hydroxypyruvate reductase OS=Mus musculus GN=Grhpr PE=1 SV=1
Q1753 0646239074 6 5 5 0 5 3 0 5 Glyoxylate reductase/hydroxypyruvate reductase OS=Mus musculus GN=Grhpr PE=1 SV=
P62715 0957578001 36 28 33 0 4 23 10 30 Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Mus museulus GN=Ppp2cb PE=1 SV=1
QUZ2N8 009612211 14 12 16 4 9 10 0 tin-like protein 6A OS=Mus museulus GN=Actléa PE=1 SV=

P62270 0072013465 64 48 58 15 28 43 33 46 40S ribosomal protein $18 OS=Mus musculus GN=Rps18 PE=1 SV=3

F6YVPT 0072013465 64 48 58 15 28 43 33 46 Protein Gm10260 OS=Mus musculus GN=Gm 10260 PE=3 SV

P08249 0.909679466 9 8 8 0 8 6 4 9 Malate dehydrogenase, mitochondrial OS=Mus musculus GN=Mdh2 PE=1 SV=3

088569 0130011678 22 17 27 13 21 14 12 17 Heterogeneous nuclear ribonucleoproteins A2/BI OS=Mus musculus GN=Hnrnpa2b1 PE=1 SV=2
088685 0.064935212 38 37 35 16 26 16 25 35 268 protease regulatory subunit 6A OS=Mus musculus GN=Psme3 PE=1 SV=2

P62281 0049546624 29 21 28 5 22 18 12 15 408 ribosomal protein 11 OS=Mus musculus GN=Rps| 1 PE=1 SV=3

Q9Z1Q9 020669009 172 116 147 21 120 78 66 104 Valine--RNA ligase OS=Mus musculus GN=Vars PE=1 SV=I

P97310 0011443144 88 81 92 2 64 67 40 57 DNA replication licensing factor MCM2 OS=Mus musculus GN=Mem2 PE=1 SV=3

D3YXG6 0366941148 13 10 1 2 3 10 6 10 Actin-related protein 2/3 complex subunit 2 0S=Mus musculus GN=Arpc2 PE=1 SV=1

QGPEOI 0040997119 20 2 24 11 17 16 10 19 US small nuclear ribonucleoprotein 40 kDa protein OS=Mus musculus GN inmpm PE=1 SV=1
AOAT40TSVS 0012813235 47 36 38 16 36 26 19 29 Proliferating cell nuclear antigen OS=Mus musculus GN=Pey

D3Z6N3 0021163668 25 20 23 8 17 14 15 15 DNA replication licensing factor MCM7 OS-]

QSFWX7 0.719088166 4 3 3 0 3 0 2 3 Oxysterol-binding protein O

E9Q6CI 0.719088166 4 3 3 0 3 0 2 3 Oxysterol-binding protein O

G3UY93 0201673297 169 112 146 21 17 75 64 103 Valine--RNA ligase (Fragment) OS-Mus musculus GN=Vars PE~1 SV=1

AOAOSTWRIT 0.072716981 12 10 8 5 8 9 4 7 TAR DNA-binding protein 43 (Fragment) OS-Mus musculus GN=Tardbp PE=1 SV=1

D3Z0F5 0.130502491 5 3 4 3 2 4 0 3

088545 0.130502491 5 3 4 3 2 4 0 3 COP9 signalosome complex subunit 6 OS=Mus musculus GN-Cops6 PE=1 SV=1

Q8BYAO 0194543718 19 17 16 3 10 14 6 14 Tubulin-specific chaperone D OS=Mus musculus GN=Tbed PE=1 SV-

Q8CHT2 0220588552 3 0 2 0 2 0 0 0 E3 ubiquitin-protein ligase TRIM32 OS=Mus musculus GN=Trim32 P

QUEST4 023122119 3 2 0 0 2 0 0 0 Proteasome assembly chaperone 2 OS=Mus musculus GN~=Psmg? P!

088643 044212375 0 5 5 0 4 0 0 0 Serine/threonine-protein kinase PAK 1 OS=Mus musculus GN=Pak1 P

QUDCN2 0449318376 0 2 3 0 2 0 0 0 NADH-cytochrome bS reductase 3 OS=Mus musculus GN=CybSr3 PE=1 SV=3

ADAOAOMQM3 0449318376 0 2 3 0 2 0 0 0 NADH-cytochrome bs reductase 3 (Fragment) OS-Mus musculus GN-CybSr3 PE=1 SV=6
QVIHU9Y 0451762183 0 3 2 0 2 0 0 0 Inositol-3-phosphate synthase 1 OS=Mus musculus GN=] sV:

QUCX56 092575085 6 4 0 0 0 0 3 5268 proteasome non-ATPase regulatory subunit 8 OS=Mus musculus GN=Psmds PE=1 SV=2
QUCPSs 092575085 6 4 0 0 0 0 3 5 268 proteasome non-ATPase regulatory subunit § OS=Mus musculus GN=Psmds PE=1 SV=2
QIWTMS 0.181915707 48 33 40 6 29 24 20 28 RuvB-like 2 0S=Mus musculus GN=RuvbI2 PE=1 SV=3

Q922D8 0.001070068 87 70 76 2 62 54 40 48 C-l-tetrahydrofolate synthase, cytoplasmic OS=Mus musculus GN=Mthfd1 PE=1 SV=4
QURIIS 0.079313958 46 49 48 21 42 33 27 28 Serine protease HTRAI OS=Mus musculus GN=Hral P} s

Q8BG32 0379279762 52 28 40 4 27 26 17 28 268 proteasome non-ATPase regulatory subunit 11 OS=Mus musculus GN=Psmd11 PE=1 SV=3
Q6P542 0417606464 6 6 7 0 5 0 0 5 ATP-binding cassete sub- fdml]y F member 1 0S-Mas musculus ON-Abefl PE-1 SV-1
P00375 0790757858 6 0 5 0 0 5 2 6 Dihydrofolate reduc us musculus GN=Dhfr PE=1 SV=3

E9Q133 0060584355 144 110 127 59 99 85 76 86 T-complex protein 1 ,ubumt gamma OS=Mus musculus GN=Cet3 PE=1 SV=1

Q7TNQI 0821762615 7 7 7 0 5 7 5 5 Coatomer protein complex, subunit gamma OS=Mus musculus GN=Copg1 PE=1 SV=1

QU21F2 0.080535021 14 10 8 5 8 10 4 7 TAR DNA-binding protein 43 OS=Mus musculus GN=Tardbp PE=1 SV=1

QICWI9 0023065486 92 78 62 36 69 46 31 64 Bifunctional purine biosynthesis protein PURH OS=Mus musculus GN=Atic PE=1 SV=2
F6YIW4 0.836662636 9 8 6 0 5 7 6 6 608 ribosomal protein L18a OS=Mus musculus GN=Gm 17541 PE=3 SV=1

AOAOSTWPE4 0.801737221 10 7 9 0 8 8 6 5 Protein Eloc (Fragment) OS-Mus musculus GN=Eloc PE=1 SV~1

13QMM7 035318584 3 0 0 0 2 3 0 2 ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Mus musculus GN-Naxd PE=1 SV~1
13QN06 035318584 3 0 0 0 2 3 0 2 ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Mus musculus GN-Naxd PE=1 SV=1
K3W4M4 035318584 3 0 0 0 2 3 0 2 ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Mus musculus GN-Naxd PE=1 SV~1
Qucz42 035318584 3 0 0 0 2 3 0 2 ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Mus musculus GN=Naxd PE=1 SV=1
AOAOSTWPHT 0205622556 30 30 25 13 17 7 25 27 265 protease regulatory subunit 6A (Fragment) OS=Mus musculus GN=Psme3 PE=1 SV=6
AOAIBOGRR3 0027906461 2 17 24 4 18 13 12 12 40S ribosomal protein S11 OS=Mus musculus GN=Rps1 1 PE=1 SV=1

B7ZNLS 0137122072 13 6 7 5 5 7 4 8 Protein Pus7 OS=Mus musculus G

QIVUT 0137122072 13 6 7 5 5 7 4 8 Protein Pus7 OS=Mus musculus G

G3UXL2 0070775374 15 14 14 10 1 9 6 15 Protein Prps113 0S=Mus musculus G 3 5v=1




QID7GO 0070775374 15 14 14 10 1 9 6 15 Ribose-phosphate pyrophosphokinase 1 OS=Mus musculus GN=Prps| PE=1 §
AOAOAOMQMO 0.114770901 28 23 28 9 34 13 7 14 Eukaryotic translation initiation factor SA (Fragment) OS=Mus musculus GN=EifSa PE=1 SV=1
97384 0.140384169 24 15 23 4 14 12 9 16 Annexin A1l OS=Mus musculus GN=Anxal | PE=1 SV=2
P62869 0558486439 5 6 0 0 5 3 3 6 Transcription clongation factor B polypeptide 2 OS=Mus musculus GN=Tceb2 PE=1 SV=1
P61164 0207952856 46 25 25 5 27 16 10 25 Alpha-centractin OS=Mus musculus GN=Actrla PE=1 SV=1
Q62095 0355119395 21 11 23 2 11 10 10 13 ATP-dependent RNA helicase DDX3Y OS=Mus musculus GN=Ddx3y PE=1 SV=2
P39054 0.898026805 17 10 8 0 9 4 10 13 Dynamin-2 OS s GN=Dnm2 PE=1 SV-
AOAOSTWRZS 0.153523291 10 7 5 4 0 6 4 0 TAR DNA-binding protein 43 OS cr
H3BKNO 022684288 14 5 12 2 6 7 0 6 (RNA (cytosine(34)-C(5))-methyltransferase Of
QIHFZ0 022684288 14 5 12 2 6 7 0 6 (RNA (cytosine(34)-C(5))-methyltransferase Of
P63330 0935498292 37 30 36 0 42 2 10 31 Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform O Mus musculus GN=Ppp2ca PE=1 SV=1
AOAON4SVBY 0.885078277 0 4 3 0 0 2 2 4 ADP-ribosylation factor-like protein 8B OS-Mus musculus GN=Arlgb PE-1 §
QUEQH3 0.000640955 50 45 46 15 31 30 23 35 Vacuolar protein sorting-associated protein 35 OS-Mus musculus GN=Vps35 PE-| 1 sv-1
E9PZS4 001823288 8 5 5 3 4 0 0 0 NHP2-like protein 1 OS-Mus musculus GN=Nhp211 PE=1 SV~1
QUDBZS 0031550301 7 7 4 3 5 0 0 3 Eukaryotic translation initiation factor 3 subunit K OS-Mus musculus GN=Eif3k PE=1 SV=1
P60122 0038885582 50 33 37 18 37 20 21 27 RuvB-like 1 OS=Mus musculus GN=Ruvbl1 PE=1 SV=1
QuCZU6 0013791653 31 2 21 8 16 15 10 22 Citrate synthase, mitochondrial OS=Mus musculus GN=Cs PE=1 SV=1
QUDBOS 0.134643719 13 5 7 4 5 6 4 7 Alpha-soluble NSF attachment protein OS=Mus musculus GN=Napa PE=1 SV=1
A2AFQ0 0200119101 5 1 7 6 6 4 5 7 E3 ubiquitin-protein ligase HUWE1 OS=Mus musculus GN=Huwel PE=1 sv 1
Q7TMYS 0200119101 5 1 7 6 6 4 5 7 E3 ubiquitin-protein ligase HUWE1 OS=Mus musculus GN=Huwel P!
AOAOG2JFBA 0084637619 17 9 18 9 8 10 0 12 Eukaryotic translation initiation factor 4E OS=Mus musculus GN=] EnMeP sv=1
QIDEWS 0.143275264 28 18 23 4 15 1 12 17 268 proteasome non-ATPase regulatory subunit 12 OS=Mus musculus GN=Psmd12 PE=1 SV=4
QIDAWG 0000732709 32 29 28 8 23 21 14 15 U4/U6 small nuclear ribonucleoprotein Prp4 OS=Mus musculus GN=Prpf4 PE=1 SV=1
Q8CCKO 0099766627 8 2 6 0 4 0 0 Core histone macro-H2A.2 OS=Mus musculus GN=H2afy2 PE=1 SV=3
QUROTT 0277159512 7 5 4 0 0 0 4 MCG15085 OS=Mus musculus GN=Try4 PE
Q9QUK9 0277159512 7 5 4 0 0 0 0 4 MCG15083 OS=Mus musculus GN=Try5 PE=1 8
Q8CIGS 0.003700727 16 15 2 5 8 1 4 13 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=3
Q3THS6 0.066257647 13 10 13 4 13 7 3 7 S-adenosylmethionine synthase isoform type-2 OS=Mus musculus GN=Mat2a P}
QU21F4 0081456772 3 5 4 3 2 3 3 7
Q8C483 0.106711467 53 37 41 9 27 2 2 34
P26638 0.106711467 53 37 41 9 27 22 2 34
BIAT36 0.143218118 27 18 23 4 14 1 12 17 culus GN=Ps
Q99L45 0209538616 15 8 1 2 7 7 4 9 Eukaryotic translation initiation factor 2 subunit 2 OS=Mus usculus GN-Eif2s2 PE-1 SV-1
088543 0243754937 5 2 5 0 0 3 0 0 COP9 signalosome complex subunit 3 OS=Mus musculus GN=Cops3 PE=1 SV=3
Q99KI0 0345793581 4 4 0 0 4 0 2 Aconitate hydratase, mitochondrial OS=Mus musculus GN=Aco2 PE=1 SV=1
Q8K4Z3 0351719862 4 4 0 0 4 2 0 0 NAD(P)H-hydrate epimerase OS-Mus musculus GN-Naxe PE=1 SV~=1
P97470 057210396 6 10 8 0 5 6 0 7 Serine/threonine-protein phosphatase 4 catalytic subunit OS=Mus musculus Gl -1 5V=2
QUCQTI 0.698170742 5 4 3 0 0 5 2 2 Methylthioribose-1-phosphate isomerase OS-Mus musculus GN=Mril PE=1 S
Quz2X2 0739239157 0 4 0 0 3 0 0 0 268 proteasome non-ATPase regulatory subunit 10 OS=Mus musculus GN~Psmd 10 PE=1 SV=3
E0CX62 0787223017 0 4 0 0 0 0 0 3 Proteasome endopeptidase complex OS=Mus musculus GN=Psma3 PE=1 SV=2
Q99020 0.873623098 5 1 8 0 8 6 2 8 Heterogencous nuclear ribonucleoprotein A/B OS=Mus musculus GN=Hnrnpab PE=1 SV=1
QBOXR6 0.873623098 5 1 8 0 8 6 2 8 Heterogencous nuclear ribonucleoprotein A/B OS=Mus musculus GN=Hnrnpab PE=1 SV=1
Q20BDO 0.873623098 5 1 8 0 8 6 2 8 Heterogencous nuclear ribonucleoprotein A/B OS=Mus musculus GN=Hnrnpab PE=1 SV=1
Q3TG45 0.897839464 4 4 0 0 0 0 3 3 268 proteasome non-ATPase regulatory subunit § OS=Mus musculus GN=Psmd PE=1 SV=1
Q3UIM 0942348784 10 6 1 0 8 4 7 8 DNA damage-binding protein 1 OS=Mus musculus GN=Ddb1 PE=1 SV=2
Q64487 0966724591 6 2 0 0 0 3 3 0 Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Ptprd PE=1 SV=3
FSWIVS 0947821167 17 10 8 0 9 4 9 13 Dynamin-2 OS=Mus museulus GN=Dnm2 PE=1 SV=
21995 0982212557 10 6 10 0 8 6 5 7 Embigin OS=Mus musculus GN=Emb PE=1 SV=2
QV1YH6 0998157076 8 4 11 0 7 5 4 7 ATPase, H mansporting, lysosomal V1 subunit B1 05 Mus musculus GN=Atp6v1b1 PE=1 SV=1
E9QIHT 0.852526194 10 8 2 0 0 3 6 6 (RNA NG bunit WDR4 OS=Mus musculus GN=Wdrd PE=1 SV=I
07607 0.196389933 2 2 4 0 2 0 0 0 Thymidylate synthase OS=Mus musculus GN= Tyms PECT V-1
Q8BIU2 0.382762986 3 3 2 0 2 0 0 2 span9 PE=1 SV=1
D3YXNT 0382762986 3 3 2 0 2 0 0 2 Tetraspanin (Fragment) OS=Mus musculus GN=Tspan9 PE=1 sv 1
AOA0I9YTS4 0382762986 3 3 2 0 2 0 0 2 Tetraspanin (Fragment) O
QICXW4 0034279527 39 30 43 17 30 23 16 27 60S ribosomal protein L11 OS=Mus m
E9PYLY 0034279527 39 30 43 17 30 23 16 27 Protein Gm10036 OS=Mus musculus GN=Gm 10036 PE
QIDAY9 035536498 0 34 35 13 27 0 15 19 Nucleophosmin OS=Mus musculus GN-Npm1 PE=1 S!
P49718 0.114499001 25 2 17 6 14 14 14 13 DNA replication licensing factor MCM3 OS=Mus musculus GN-Mem$ PE=1 SV~=1
Q3TCR7 0.62264294 17 10 8 0 9 4 0 s
Q3TIX3 0.62264294 17 10 8 0 9 4 0
G3X9G4 0.62264294 17 10 8 0 9 4 0
Q02257 0.078619012 9 7 12 3 7 5 3 Junction plakoglobin OS=Mus musculus G
P70288 0341645221 17 12 19 2 10 8 5 14 Histone deacetylase 2 OS-Mus musculus G
QSEG47 0.169545619 12 14 14 6 16 6 7 5 5-AMP-activated protein kinase catalytic subunit alpha-1 OS=Mus museulus GN=Prkaal PE=1 SV=2
QSBIYI 059541783 11 4 4 0 5 4 0 5 268 proteasome non-ATPase regulatory subunit 5 OS=Mus musculus GN=PsmdS PE=1 SV=4
P17809 0.89259605 12 7 0 0 6 9 0 6 Solute carrier family 2, facilitated glucose transporter member 1 OS=Mus musculus GN=Sle2al PE=1 SV=4
P42932 0.001294 192 152 151 45 114 107 74 102 T-complex protein 1 subunit theta OS=Mus musculus GN=Cet8 PE=1 SV=3
Q52KC3 0114179577 2 29 18 6 15 15 14 14 DNA helicase OS=Mus musculus GN=Mcms PE=1 SV=1
Q8R349 0669501794 5 4 6 0 0 4 4 3 Cell division cycle protein 16 homolog OS=Mus musculus GN=Cde16 PE=1 SV=1
QSHWB2 0.185087462 16 12 15 2 1 7 5 10 Protein H2-Q4 OS=Mus musculus GN=H2-Q4 PE=1 SV=1
Q61151 0027080591 12 7 8 4 8 0 4 5 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform OS=Mus musculus GN=Ppp2rSe PE=1 SV=3
A2ALV7 0947813206 18 8 12 0 12 5 5 15 Protein AI314180 (Fragment) OS=Mus musculus GN=AI314180 PE=1 SV=1
Q61398 0052621694 90 47 44 19 43 34 28 41 Procollagen C-endopeptidase enhancer 1 OS=Mus musculus GN=Pcolce PE=1 §
G3XAI0 0017881492 45 36 52 14 37 23 19 28 Heterogeneous nuclear ribonucleoprotein U OS=Mus musculus GN=Hnmpu P
Q8VEK3 0017881492 45 36 52 14 37 23 19 28 Heterogencous nuclear ribonucleoprotein U OS=Mus musculus GN=Hnmpu P
QICQW2 0707414558 4 4 3 0 0 2 2 4 ADP-ribosylation factor-like protein 8B OS=Mus musculus GN=Arl8b PE=1 SV=1
ADAOI9YVS6 0.72314348 4 2 0 0 2 2 4 BRCAI-A complex subunit BRE (Fragment) OS=Mus musculus GN=Bre PE=I SV=1
Q3TPM3 0.72314348 4 5 2 0 0 2 2 4 Cullin-1 (Fragment) OS=Mus musculus GN=Cull PE=1 SV=
QIWTX6 0.72314348 4 5 2 0 0 2 2 4 Cullin-1 0S=Mus musculus GN=Cull PE=1 SV=1
QIIVH2 0.74160568 0 2 9 0 6 3 2 5 Sorting nexin-9 Of
P83940 097713204 13 9 9 0 8 10 6 6 Transcription clongation facmerulypepude 1 08-Mus museulus GN=Teeb1 PE=1 SV=1
AOAOSTWNTI 097713204 13 9 9 0 8 10 6 6
AOAOSTWQE6 097713204 13 9 9 0 8 10 6 6 Protein Eloc (Fragment) OS=Mus mu culm GN=Eloc PE=1 SV=1
QoDOTI 0002438475 15 9 13 3 10 7 6 6 NHP2-like protein 1 OS-Mus musculus GN=Snu13 PE=1 SV—4
Q8VHK9 0.136730469 5 7 14 3 7 3 5 6 ATP-dependent RNA helicase DHX36 Of
QURIQ7 0259074891 11 9 9 0 0 0 0 7 Proteolipid protein 2 0S-Mus musculus G
G3UZZ3 0592977537 14 8 7 0 7 4 0 10 Dynamin-2 (Fragment) OS-Mus museulus GN-Dnm2 PE=1 SV=1
Q8BITI 0940822932 10 8 1 0 8 6 6 8 Nuclear pore complex protein Nup93 OS=Mus musculus Gl
AOAIDSRLQO 0940822932 10 8 1 0 8 6 6 8 Nuclear pore complex protein Nup93 OS=Mus musculus Gl
P08207 0945595908 109 98 79 0 39 28 41 167 Protein S100-A10 OS=Mus musculus GN=5100a10 PE=1 SV=2
F6Q2E3 0983855042 28 25 2 0 15 6 25 26 265 protease regulatory subunit 6A (Fragment) OS=Mus musculus GN=Psme3 PE=1 SV=1
Q8BTZ7 0884902023 5 8 1 0 6 5 4 8 Mannose-1-phosphate guany transferase beta OS=Mus musculus GN=Gmppb PE=1 SV=1
P28658 0946843524 20 10 15 0 13 12 8 10 Ataxin-10 OS=Mus musculus GN=Atxn10 PE=1 SV-
QUDBB4 0826007903 8 7 7 0 8 5 3 5 N-alpha-acetyltransferase 16, NatA auxmary subunit OS=Mus musculus GN=Naal 6 PE=2 SV=1
P21550 0207002607 27 25 26 24 31 17 7 18 Beta-enolase OS=Mus musculus GN=Eno3 PE=1 §
GSES39 0012840613 98 75 93 22 71 47 34 54 T-complex protein 1 subunit delta OS=Mus musculus GN=Cetd PE=
P62960 0030311055 40 29 27 9 21 15 16 23 Nuclease-sensitive element-binding protein 1 OS=Mus musculus GN=Ybx1 PE=1 SV=3
Reverse_tr/E9Q8N1[E9QSNI_MOUSE 0635216243 0 5 2 0 0 2 0 3 Titin OS=Mus musculus GN=Ttn PE=I V=1
35282 0.644119534 0 5 9 0 5 5 0 0 Ras-related protein Rab-21 OS=Mus musculus GN=Rab21 PE=1 SV=4
Q6PDIS 0910617154 18 8 13 0 12 5 5 15 Proteasome-associated protein ECM29 homolog OS=Mus museulus GN=Ecm29 PE=1 SV=3
P8O315 0010444303 105 83 101 25 80 50 37 56 T-complex protein 1 subunit delta OS=Mus museulus GN=Cetd PE=1 sv 3
PRO317 0012996573 120 100 107 23 79 59 51 59 T-complex protein 1 subunit zeta OS=Mus musculus GN=Cet6a P!
QIWV32 0053215098 4 33 38 7 34 19 12 20 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN- rleb PE=1 SV=4
Q91725 0.05840991 4 33 38 7 35 18 12 20 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpelb PE=1 SV=1
D3Z6E4 0.182634166 23 0 1 0 12 0 0 0 Gamma-enolase OS=Mus musculus GN=Eno2 PE=1 SV=1
Q99IY9 0.060894295 59 41 41 9 31 24 20 30 Actin-related protein 3 OS-Mus musculus GN=Actr3 PE=1 SV=3
H3BLE7 0086723186 4 8 6 2 4 0 0 3 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=1
P61358 0.01790292 23 13 16 4 18 6 5 10 60S ribosomal protein L27 OS-Mus musculus GN-Rp127 PE=1 SV=2
F6XP90 0.152871366 5 9 4 5 4 0 3 5 E3 ubiquitin-protein ligase HUWE1 (Fragment) OS-Mus musulus GN-Huwel PE=1 SV~1
Q6PGB6 025203238 0 4 6 3 2 4 0 0 N-alpha-acetyltransferase 50 OS=Mus musculus GN-NaaS0 PE=1 SV=1
Qo212 0389668572 4 5 4 0 0 2 0 4 GTP-binding protein Rheb OS-Mus musculus GN-Rheb PE=1 SV=1
P80313 0.02598507 92 78 77 18 63 38 32 48 T-complex protein | subunit eta OS=Mus musculus GN=Cet7 PE=1 SV=1
P51410 0016286615 14 10 1 6 10 3 0 8 60S ribosomal protein L9 OS=Mus musculus GN=Rpl9 PE=2 SV=2
AOAOG2IES3 0016286615 14 10 1 6 10 3 0 8 60S ribosomal protein L9 (Fragment) OS=Mus musculus GN=Rpl9 PE=1 SV=1
Q8K2V6 0285818814 10 3 9 0 0 0 0 5 Importin-11 OS=Mus musculus GN=Ipo1 1 PE=1 SV=1
P62315 0.498399877 8 7 7 0 6 3 0 6 Small nuclear ribonucleoprotein Sm DI OS=Mus musculus GN=Snrpd] PE=1 S
QUSD44 0033250521 7 9 4 2 2 6 2 5 Eukaryotic translation initiation factor 5B OS=Mus musculus GN=Eifsb PE=1 S
QU819 0072585838 10 16 15 6 11 10 2 9 Inorganic pyrophosphatase OS=Mus musculus GN=Ppal PE=1 SV=1
P14131 0.009856113 45 30 37 16 27 21 14 25 40S ribosomal protein $16 OS=Mus musculus GN=Rps16 PE=1 SV=4
28474 0518986953 20 15 15 0 11 8 0 15 Alcohol dehydrogenase class-3 OS=Mus musculus GN=AdhS PE=1 SV=3
G3X8Y3 0043002755 72 61 65 31 43 33 39 40 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naal5 PE=1 SV=1
32921 0251597325 48 33 30 3 29 12 14 22 Tryptophan--(RNA ligase, cytoplasmic OS=Mus musculus GN=Wars P} =2
Q921M3 0032053884 16 1 21 4 9 7 8 11 Splicing factor 3B subunit 3 OS=Mus musculus GN=Sf3b3 PE=1 SV=1
Q3U741 0.010510347 39 25 31 12 25 18 12 17 DEAD (Asp-Glu-Ala-Asp) box polypeptide 17, isoform CRA_a OS=Mus musculus GN=Ddx 17 PE=1 SV=1
QSXIF6 020563522 37 33 36 3 29 18 8 18 Ribosomal protein OS=Mus musculus GN=Rpl10a PE=1 SV=1
A2BHO6 0027780629 33 28 38 16 24 15 16 22 608 ribosomal protein L11 (Fragment) OS=Mus musculus GN=] Kplll PE=1 SV=1
P84104 0013529691 9 5 5 3 5 0 2 4 Serine/arginine-rich splicing factor 3 Of =1 Sv=1
Q63932 0903452897 7 4 0 0 0 4 3 4 Dual specificity mitogen-activated protein us mu\gulux GN=Map2k2 P!
Qo1YST 0903452897 7 4 0 0 0 4 3 4 Dual-specificity mitogen-activated protein kinase kinase 2 0S=Mus musculus GN=
E9PX23 0.000280604 8 4 4 2 3 0 0 3 0S-Mus musculus GN-Mtal P} s
Q8K4BO 0.000280604 8 4 4 2 3 0 0 3
FWHYS 0.000280604 8 4 4 2 3 0 0 3 Metastasis-associated protein MTA1 OS-Mus musculus GN-Mial PE= 1sv 1
Q50116 0010174511 39 25 32 12 25 18 12 17 Probable ATP-dependent RNA helicase DDX17 OS-Mus musculus GN=Ddx17 PE=1 SV=1
P62274 0036060011 6 9 6 3 4 0 0 0 40 ribosomal protein $29 OS-Mus musculus GN=Rps29 PE=3 SV-
QTTNC4 0.048376989 3 3 6 3 2 0 0 3 Putative RNA-binding protein Luc7-like 2 OS-Mus museulus GN-Luc712 PE=1 SV-1
E9QAKS 007367932 13 19 18 7 14 1 6 7 Kinesin-like protein (Fragment) OS=Mus musculus GN=KifSb PE=1 SV=1
QSRIQS8 0079452368 13 8 7 2 0 3 0 7 Cytoplasmic dynein 1 light intermediate chain 1 OS=Mus musculus GN=Dyncllil PE=1 SV=1
D3Z511 0.109558887 3 3 3 0 2 0 0 0 Zine finger CCCH-type antiviral protein 1 OS=Mus musculus GN=Zc3hav1 PE=1 SV=1
Q3UPF5 0.109558887 3 3 3 0 2 0 0 0 Zine finger CCCH-type antiviral protein 1 OS=Mus musculus GN=Zc3hav1 PE=1 SV=1
P55264 0.118026538 25 2 25 3 18 8 13 11 Adenosine kinase OS=Mus musculus GN=Adk PE=1 SV=2
23198 0139412118 5 6 7 0 4 0 0 0 Chromobox protein homolog 3 0S=Mus musculus GN=Cbx3 PE=1 SV=2
QIDCCS 0139412118 5 6 7 0 4 0 0 0 Cbx3 protein OS=Mus musculus GN=Cbx3 s
008528 0.182717746 4 0 2 0 2 0 0 0 Hexokinase-2 OS=Mus musculus GN=Hk2 PE=1 $V=
QUESU7 0214838634 7 7 0 4 0 0 3 5 Amino acid transporter OS=Mus musculus GN=Slc1a5 PE=1 SV=1
A2A8S6 0219850567 0 8 4 6 4 0 0 0 Titin OS=Mus musculus GN=Ttn PE=1 SV’
P6I514 0223753639 0 3 3 0 0 2 0 0 60S ribosomal protein L37a OS=Mus musculus GN=Rpl37a PE=1 SV=2
PI4873 0.258084869 0 0 3 0 2 2 2 0 Microtubule-associated protein 1B 0S=Mus musculus GN=Map1b PE=1 SV=2
QUSCXS5 0268866728 3 3 0 0 2 0 0 0 Luc712 protein OS=Mus musculus GN=Luc712 PE=I SV=1
054825 0475628384 2 4 0 0 0 0 0 2 Bystin OS=Mus musculus GN=Bysl PE=1 SV=3
Q8CCFO 0526796547 4 0 2 0 0 2 0 0 U4/U6 small nuclear ribonucleoprotein Prp31 OS=Mus musculus GN=Prpf31 PE=1 SV=3
Reverse_trjD3YUR7[D3YUR7_MOUSE 0566966263 0 0 0 3 0 0 2 0 Lipoxygenase homology domain-containing protein 1 (Fragment) OS=Mus musculus GN=Loxhd1 PE=4 SV=1
13X9X5 0.699888565 0 3 0 0 2 0 0 0 Zine finger CCCH type, antiviral 1, isoform CRA_b OS=Mus musculus GN=Zc3hav1 PE=1 SV=1
G3X914 0.736399823 5 0 4 0 4 2 3 0 Cullin 5 0S=Mus musculus GN=Cul5 PE=1 SV~
QoD5V5 0736399823 5 0 4 0 4 2 3 0 Cullin-5 OS=Mus musculus GN=Culs PE=1 SV=3
E9PVI2 0.736399823 5 0 4 0 4 2 3 0 Cullin-5 OS=Mus musculus GN=Cul$ PE=1 SV=1
QOWVES 0772026465 9 10 8 0 9 3 4 8 Protein kinase C and casein kinase substrate in neurons protein 2 OS=Mus musculus GN=Pacsin2 PE=1 SV=1
PI6675 0.787283431 0 0 3 0 0 0 0 2 Lysosomal protective protein OS-Mus musculus GN=Ctsa PE=1 SV~1
G3X8T3 0.787283431 0 0 3 0 0 0 0 2 Carboxypeptidase OS-Mus musculus GN=Ctsa PE=1 SV~1
AOAOR41093 0787283431 0 0 3 0 0 0 0 2 UMP-CMP kinase OS-Mus musculus GN~Cmpk 1 PE=1 SV~=1
QUDBPS 0787283431 0 0 3 0 0 0 0 2 UMP-CMP kinase OS=Mus musculus GN=Cmpk 1 PE=1 SV=1
QUZIDI 0.897810134 3 0 0 0 0 2 0 0 Eukaryotic translation initiation factor 3 subunit G OS=Mus musculus GN=Eif3g PE=1 SV=2
AOAIBOGQZ9 0930745978 0 0 3 0 2 0 0 2 U6 snRNA-associated Sm-like protein LSmd OS=Mus musculus GN=Lsmd PE=1 SV-
QuCY46 0930745978 0 0 3 0 2 0 0 2 LSM4 homolog, U6 small nuclear RNA associated (S. cerevisiae), isoform CRA_b OS=Mus musculus GN=Lsm4 PE=1 SV=1
D3YTPS 0930745978 0 0 3 0 2 0 0 2 U6 snRNA-associated Sm-like protein LSmd (Fragment) OS=Mus musculus GN=Lsmd PE=1 SV=§
QUQXAS 0930745978 0 0 3 0 2 0 0 2 U6 snRNA-associated Sm-like protein LSm4 OS=Mus musculus GN=Lsmd PE=1 SV=1



AOAIBOGRRY
BIAXNY
PI18654
AOAOUIRPX4
EOCYTS
Q8KIR7
Q80UM3
AOAOUIRPZ0
P26516
035593
Q6PSF9
P46460
Q8BMLY
D3Z158
P47964
PI1983
AOAOUIRNT6
QUCQR2
P60229
P63276
QSVEE4
Q63844
Q6P2BI
F6SVV1
Q61768
A2A4X6
Q8K3W0
Q8VDM4
Q3ULGS
97311
P63168
Q994
QIDENO
Q8CIN4
P62334
Q3TUEI
Q3UUL2
AOAOG2IFYS
QIIWIS
ADAOG2IGWY
Q9DOB6
B2RQSI
QUERG2
QSSWU9
P28271
Q68EDS
QVZINS
D373G6
Q99K48
QSSWN2
D3Z1S1
AOAOG2JF23
Q8KIM6
G3UYVT
P62858
P62849
Q6PAT2
H3BKH6
QUROP3
AOAIDSRMDS
QU9LC2
E9Q715
P63085
070194
H3BIL6
P52293
QU3145
P54775
Q497W9
Q81275
PS3811

AOAOR4I008
Q3TTF6
H3BKUI
G3UWS4
H3BLQO
E9PVAS
AOAOUIRQT1
P60670
G3UWNY
Q3TXS7
QUDOR2
QUDOLY
E0CY23
P25206
ADAOR4I049
G3UXI6
P19253
Q8CGCT
ADA0G2IGOO
B3KMQ2
QI9KP6
QIROE1
P54823
Q5SW19
AOAOR4TI40
P21278
Q8BIW6
AOAIBOGS70
008759
008582
Q3U4X8
P37913
G3UY52
QUIKEI
P51807
Q80287
H3BIP2
Q55QBO
QUD4HS
Q7TMBS
AOAT40TSK2
H3BLIY
QIIVRS
E9PZX7
008529
Qo8
AOAON4SYPS
Q61937
G3UZ34
QSSQBS
Z4YLIS
AOA0G2JDK2
E9Q156
QUEPS2
PI4685
P50580
QV4736
008810
A2AHSS
Q8BVG4
P25444
BIAWE]
BIAWEOQ
BIAWDY
Q6PFA2
008585
QIWVI2
QUILCS
Q8CIHY
035286
D3Z061
Q8CTR4
009106
QGPHNY
F6SIS2
QIWTXS
Q6PI63
P59999
D3YYIS
Q7TPV4
QuQUIT
QUES00
contaminant_GR78_SCHPO
13QMGS
P47857
P12382
QVCZ30

0.930745978
0.997662484
0.997662484
0.01270274
0.169102411
0.922372567
0.05501893
0.121870507
0.001020643
0.016754962
0.253914747
0.340175461
0.181011248
0.181011248
0.409730496
0.000993688
0.598321889
0.228410662
0.815446123
0.493146713
0.010818426
0.009816458
0.025639357
0.027828502
0.036797198
0.302865824
0.617970488
0.003074222
0.031859845
0.031859845
0.189808018
0.020299795
0.085866226
0.565758381
0.068765688
0.459658252
0.459658252
0.459658252
0.459658252
0.459658252
0.096811362
0.079117084
0.079117084
0.059991557
0.535771739
0.004190833
0.00958943
0.014155292
0.099055955
0.011419175
0.173907262
0.20073407
0.598459988
0.972187024
0.972187024
0.985294829
0.044322569
0.099216098
0.099216098
0.000586401
0.038367273
0.043193753
0.082277381
0.032741316
0.090321319
0.008257337
0.07289422
0.017087401
0.170890156
0.89389702
0.89389702
0.095685737
0.164683844
0.164683844
0.164683844
0.164683844
0.240188457
0.004229329
0.015162576
0.024930486
0.024930486
0.024930486
0.024930486
0.075655815
0.438224859
0.703915995
0.748345559
0.002910618
0.24624495
0.651626178
0.777203558
0.038992609
0.002463412
0.11639109
0.635777941
0.004590521
0.905365696
0.000750278
0.172164634
0.001179949
0.571570099
0.006960615
0.006960615
0.0587275
0.397256345
0.47482706
0.002071619
0.070748183
0.202527389
0.202527389
0.347352812
0.365531693
0.694813806
0.475986993
0.003055521
0.004865949
0.151455695
0.009509687
0.887144665
0.002298299
0.356306863
0.007064997
0.015974083
0.065240458
0.38592846
0.00429505
0.013697808
0.003449063
0.008810035
0.363409644
0.588345299
0.588345299
0.001717401
0.0130723
0.372306369
0.019259189
0.019259189
0.231912342
0.007287561
0.022323179
0.0327684
0.0327684
0.0327684
0.0327684
0.180854868
0.597543235
0.585040415
0.110316427
0.143277166
0.143277166
0.012940096
0.530264978
0.08062176
0.339035275
0.885028966
0.72687304
0.015919301
0.019451088
0.011602103
0.087876249
0.308372448
0.010693977
0.053648547
0.013744955
0.081622886
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U6 snRNA-associated Sm-like protein LSm4 OS=Mus musculus GN=Lsmd PE=1 SV=1
Ribosomal protein S6 kinase alpha-3 OS=Mus musculus GN=Rps6ka3 PE=1 SV=1
Ribosomal protein 6 kinase alpha-3 O!

Mitogen-activated protein kinase (Fragment) OS=Mus musculus GN- Mapkl PE=
268 proteasome non-ATPase regulatory subunit 7 0S=Mus musculus G =2
268 proteasome non-ATPase regulatory subunit 14 os Mus musculus GN=Psmd 14 PE1 SV=2
Exportin-1 0$=Mus museulus GN=Xpol P!
Vesicle-fusing ATPase OS-Mus museulus GN sI'PE 15v-2
Glutaminy -RNA synthetase OS-Mus musculus GN=Qars P!
Protein Qars OS=Mus musculus GN-Qars PE=1 SV=2.

60S ribosomal protein L36 OS-Mus musculus GN-RpI36 PE=3 SV=2
T-complex protein 1 subunit alpha OS=Mus musculus GN=Tepl PE=1 SV=3
S-adenosylmethionine synthase OS=Mus musculus GN-Mat2a PE=1 SV=1
408 ribosomal protein $21 OS=Mus musculus GN=Rps21 PE=1 SV-
Eukaryotic translation initiation factor 3 subunit E OS=Mus musulus GN=Eif3¢ PE=1 SV=1
408 ribosomal protein 17 OS=Mus musculus GN=Rps17 PE=1 SV=2

Replication protein A 70 kDa DNA-binding subunit OS=Mus musculus GN=Rpal PE=1 SV=1
Mitogen-activated protein kinase 3 OS=Mus musculus GN=Mapk3 PE=1 SV=5

Transportin-3 OS=Mus musculus GN=Tnpo3 PE=1 SV=1
Protein Gm9493 OS=Mus musculus GN=Gm9493 PE=4 SV=1
Kinesin-1 heavy chain OS=Mus musculus GN=KifSb PE=1 SV:
MCG21910 OS=Mus musculus GN=Gm12355 PE=4 S
BRCAI-A complex subunit BRE OS=Mus musculus GN=Bre PE=1 SV=2
268 proteasome non-ATPase regulatory subunit 2 0S=Mus musculus GN=Psmd2 PE=1 SV=1
DNA helicase OS=Mus musculus GN=Mem6 PE=1 S

DNA replication licensing factor MCM6 O!
Dynein light chain 1, cytoplasmic OS=M
268 proteasome non-ATPase regulatory subunit 6 OS=Mus musculus G
Elongation factor 1-gamma OS=Mus musculus GN=Eeflg PE=1 SV=3
Serine/threonine-protein kinase PAK 2 OS=Mus musculus GN~=Pak2 P!
268 protease regulatory subunit 10B 0S=] us GN=Psme6 PE=1 S
Far upstream element-binding protein 1 OS-Mus museulus GN=Fubp1 PE=1 SV~=1
Far upstream element-binding protein 1 OS-Mus museulus GN=Fubp1 PE=1 SV~1
Far upstream element-binding protein 1 OS=Mus museulus GN=Fubp1 PE=1 SV=1
Far upstream element-binding protein 1 OS-Mus museulus GN=Fubp1 PE=1 SV=1
Far upstream element-binding protein 1 OS=Mus museulus GN=Fubp1 PE=1 SV=1
Protein PBDCI OS=Mus musculus GN=Pbdel PE=I SV=1

Striatin-3 Of

us musculus GN=Mem6 PE=1 SV=1

smd6 PE=1 SV=1

B

Acetyl-CoA carboxylase 1 OS=Mus musculus GN=Acaca PE=1 SV=1
Cytoplasmic aconitate hydratase OS=Mus musculus GN=Acol PE=] SV=3

Clathrin heavy chain 1 OS=Mus musculus GN=Cltc PE=1 §

Spliceosome RNA helicase Ddx39b OS=Mus musculus GN=Ddx39b PE=1 SV=1
Mitogen-activated protein kinase OS=Mus museulus GN=Mapk3 PE=1 SV=1

Non-POU domain-containing octamer-binding protein OS=Mus musculus GN=Nono PE=1 SV=3
Replication protein A 70 kDa DNA-binding subunit OS=Mus musculus GN=Rpal PE=1 SV=2
Septin-2 (Fmgmenli OS Mus musculus GN: SeplZ PE=1 SV=1

408 ribosomal protein $28 OS=Mus musculus GN
408 ribosomal protein $24 0S=Mus musculus GN-
US small nuclear ribonucleoprotein 200 kDa helicase OS=Mus musculus GN=Snrnp200 PE=1 SV=1
S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV~1

S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV~=1

CCR4-NOT transeription complex subunit I OS=Mus musculus GN=Cnotl PE=1 SV~=1

Cleavage stimulation factor subunit 1 OS=Mus musculus GN=Cstf] PE=1 SV~1

Putative RNA-binding protein Luc7-like 2 0S-Mus museulus GN=Luc712 PE=1 SV=1
Mitogen-activated protein kinase 1 OS-Mus musculus GN-Mapk1 PE=1 SV
Eukaryotic translation initiation factor 3 subunit D OS=Mus musculus GN=Eif3d PE=1 SV=2
S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV=1

Importin subunit alpha-1 OS=Mus musculus G

268 protease regulatory subunit 6B OS=Mus musculus G]
DEAH (Asp-Glu-Ala-His) box polypeptide 15 OS=Mus musculus GN=Dh: sv=1
Phosphatidylinositol transfer protein beta isoform OS=Mus musculus GN=Pitpnb PE=1 sv 1
Phosphatidylinositol transfer protein beta isoform OS=Mus musculus GN

sv=1

WD repeat-containing profein 61 (Fragment) OS=Mus musculus GN=Wdr61 PE=1 SV=1
Putative uncharacterized protein OS=Mus musculus GN=Wdr61 PE=1 SV=1

Putative uncharacterized protein OS=Mus musculus GN=Wdr61 PE=1

E3 ubiquitin-protein ligase UBR2 OS=Mus musculus G
E3 ubiquitin-protein ligase UBR4 OS=Mus musculus G
Histone deacetylase OS=Mus museulus GN=Hdac2 PE=1 SV=1

Putative uncharacterized protein Of s GN=Ppp2rlb PE=1 SV=1

Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), beta isoform, isoform CRA_b OS=Mus musculus GN=Ppp2r1b PE=1 SV=1
Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=1
Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=1

elF-2-alpha kinase activator GCN1 OS-Mus musculus GN-Genl PE=1 SV=1

408 ribosomal protein $13 OS-Mus musculus GN=Rps13 PE=1 SV-
Nuclear protein localization protein 4 homolog OS=Mus musculus GN=Nplocd PE=1 SV=3
Proteasome activator complex subunit 1 (Fragment) OS-Mus musculus GN=Psmel PE=1 SV=1
268 proteasome non-ATPase regulatory subunit 1 OS=Mus musculus GN=Psmd | PE=1 SV=1
Threonine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Tars PE=1 SV~

mRNA cap guanine-N7 methyltransferase OS=Mus museulus GN=Rnmt P

Heat shock 70 kDa protein 4L (Fragment) OS=Mus musculus GN=Hspad] PE=1 S
DNA replication licensing factor MCM3 OS=Mus musculus GN=Mem3 PE=1 SV=2
Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=1
Spliceosome RNA helicase Ddx39b (Fragment) OS=Mus musculus GN=Ddx39b PE=1 SV=1
60S ribosomal protein L13a OS=Mus musculus GN=Rpl13a PE=1 SV=4

Bifunctional glutamate/proline--tRNA ligase OS=Mus musculus GN=Eprs PE=1 SV=4

Far upstream element-binding protein 1 OS=Mus musculus GN
Protein Gm3422 OS=Mus musculus GN=Gm3422 PE=4 SV=1
Pre-mRNA-processing factor 19 08=Mus musculus GN=Prpf19 P

SV=

By

ubpl PE=1 SV=1

Probable ATP-dependent RNA helica
Clustered mitochondria protein homolog O
Clustered mitochondria protein homolog O
Guanine nucleotide-binding protein subunit alpha
Eukaryotic translation initiation factor 2A OS=Mus museulus GN=]
Proteasome endopeptidase complex OS=Mus musculus GN=Psmal PE=1 SV=1
Ubiquitin-protein ligase E3A OS=Mus musculus GN=Ube3a PE=1 SV=2
GTP-binding protein 1 OS-Mus museulus GN=Gtpbp1 PE=1 §
DNA ligase OS-Mus musculus GN~-Lig1 PE=1 SV~1

DNA ligase | OS=Mus musculus GN-Lig1 PE=1 SV=2
Probable ubiquitin carboxyl-terminal hydrolase FAF-X (Fragment) OS-Mus musculus GN=Usp9x PE=1 SV=1
NAD-dependent malic enzyme, mitochondrial OS=Mus musculus GN=Me2 PE=1 SV=1

Dynein light chain Tetex-type 1 OS=Mus musculus GN=Dynltl PE=1 SV=1

MCG49550 OS-Mus musculus GN-BC048507 PE=1 SV=1

S-formylglutathione hydrolase (Fragment) OS=Mus musculus GN=Esd PE=1 SV=1
Nucleophosmin OS=Mus musculus GN=Npm 1 P!
Cullin-2 OS=Mus musculus GN=Cul2 PE=1 SV=2

Cytoplasmic FMRI-interacting protein 1 OS=Mus musculus GN=Cyfipl PE=1 SV=1
Protein Rpl13a-psl OS=Mus musculus GN=Rpl1 3a-ps] PE=3 S!
S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV=1
ATP-dependent RNA helicase DDX1 OS=Mus musculus GN=Ddx1 PE=1 SV-
“yelin-dependent kinase 4 (Fragment) OS=Mus musculus GN=Cdk4 PE=1 SV=1
Calpain-2 catalytic subunit OS=Mus musculus GN=Capn2 PE=1 SV=4

Protein flightless-1 homolog OS=Mus musculus GN=Flii PE=1 SV=1

Protein Gm5580 OS=Mus musculus GN=Gm3580 PE=3 SV=1
Nucleophosmin OS=Mus musculus GN=Npm1 PE=I SV=
116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1
Nucleophosmin OS=Mus musculus GN=-Npm1 PE=I SV=
Clustered mitochondria protein homolog OS=Mus musculus GN~=Cluh PE=1 SV=1

Glumsylcemm.dm 0S=Mus musculus GN=Gba PE=1 SV=1

(RNA N lytic subunit WDR4 OS=Mus musculus GN=Wdr4 PE=1 SV=1
(RNA N 7 lytic subunit WDR4 OS-Mus musculus GN-Wdr4 PE=1 SV=2
268 proteasome non-ATPase regulatory subunit 3 OS=Mus musculus G ~15V=3
Proliferation-associated protein 2G4 OS=Mus musculus GN-Pa2g4 PE=1 SV=3

Tyrosine-protein kinase Yes OS-Mus musculus GN~Yes! P

5

ftud2 Pl
ftud2 PE:

116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus G
Dipeptidyl peptidase 9 OS=Mus musculus GN-Dpp9 PE=1 SV-

408 ribosomal protein S2 OS=Mus musculus GN=Rps2 PE=1 §
Clathrin light chain A OS-

Clathrin light chain A OS=
Clathrin light chain A OS=Mus musculus GN=C]
265 proteasome non-ATPase regulatory subunit 13 Of
Translation initiation factor elF-2B subunit alpha OS=Mus musculus GN=Eif2b1 PE=1 SV=1

[us musculus GN=Psmd13 PE=1 SV=1

Amidophosphoribosyliransferase OS=Mus musculus GN=Ppat PE:
Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Mus musculus GN=Dhx 15 PE=1 SV=2
Ubiquitin-like modifier-activating enzyme 6 OS=Mus musculus GN=Uba6 PE=1 SV=I
Ubiquitin-like modifier-activating enzyme 6 O! =1
Histone deacetylase 1 OS

s phaee Kinase-associated protein 1 OS=Mus musculus GN=Skp1 PE=1 SV=3

NA-directed RNA polymerase I subunit RPBI 1 OS=Mus musculus GN=Polr2j PE=1 SV~1
Aclm related protein 2/3 complex subunit 4 OS-Mus musculus GN=Arped PE=1 SV=3
Histone deacetylase OS-Mus museulus GN=Gm 10093 PE=3 SV~1
Myb-binding protein 1A OS-Mus musculus GN-Mybbp1a PE=1 SV=2
Long-chain-fatty-acid--CoA ligase 4 OS-Mus musculus GN-Acsl4 PE 1 SV=2
Ubiquitin conjugation factor E4 B OS=Mus musculus GN=Ubedb PE=
owl[P36604| 78 KD GLUCOSE REGULATED PROTEIN HOMOLOG PRECURSOR(GRP 78) (IMMUNOGLOBULIN...
Protein GmS786 OS=Mus musculus GN=GmS5786 PE=3 SV=1

ATP-dependent 6-phosphofructokinase, muscle type OS=Mus musculus GN=Pfkm PE=1 SV=3

ATP-dependent 6-phosphofructokinase, liver type OS=Mus musculus GN=Pfkl PE=1 SV=4

Obg-like ATPase I OS=Mus musculus GN=Olal PE=1 SV=1




Q8C266 0409685858 8 8 13 0 5 3 0 7 Putative uncharacterized protein OS=Mus musculus GN=RabS¢ PE=1 SV=1

QIVC3 0036944523 53 33 43 9 14 24 12 21 Eukaryotic initiation factor 4A-I1 OS=Mus musculus GN=Eif4a3 PE=I SV=3

QVIM76 0037036161 34 21 25 16 20 8 0 9 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpc3 PE=1 SV=3

QVIHRT 0011073152 17 14 8 4 6 0 0 5 Insulin-degrading enzyme OS=Mus musculus GN=Ide PE=1 SV=1

E9Q519 0.145230243 31 24 30 3 5 15 9 16 268 proteasome non-ATPase regulatory subunit 13 OS=Mus musculus GN=Psmd13 PE=1 SV=1

D3Z124 0.407716427 9 9 7 0 5 4 5 3 DNA-(apurinic or apyrimidinic site) lyase (Fragment) OS=Mus musculus GN=Apex 1 PE=1 SV=1

P49717 0.002361299 50 46 44 15 24 18 17 20 Memd PE=1 SV=1

AOAI40TSLS 0.00529924 126 104 101 46 33 25 39 94

E9QKRO 0003968425 120 97 86 37 42 38 36 55 nding protein (‘(I)/G(S)/(‘(T ubunit beta-2 OS-Mus musculus GN=Gnb2 P

P62880 0.004031638 121 97 86 37 42 38 36 55 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta- z 05~ Mu~ musculus GN=Gnb2 P

ADAOSTWQ46 0326637035 9 8 1 0 6 3 0 5 Nucleolar protein 58 (Fragment) OS=Mus musculus GN=Nop58

F6VW30 0003728583 89 82 76 41 2 26 29 67 14-3-3 protein theta (Fragment) OS-Mus musculus GN=Ywhaq P s

F6YTZ4 0.00729791 125 104 103 46 26 25 43 95 Protein Gm6576 OS-Mus musculus GN-Gm6576 PE=3 SV=2

088544 001581993 17 8 12 3 7 4 0 4 COP9 signalosome complex subunit 4 OS=Mus musculus GN-Copsd PE=1 SV=1

AOAOG2IDFS 0018823219 7 8 10 5 2 3 4 Serrate RNA effector molecule homolog (Fragment) OS=Mus musculus GN=Srrt PE=1 SV=1

E9PXY1 0034983958 5 8 12 7 0 0 0 4 Cullin-4B OS=Mus musculus GN=Culdb PE=1 SV=2

A2A432 0034983958 5 8 12 7 0 0 0 4 Cullin-4B OS=Mus musculus GN=Culdb PE=I SV=1

Q8KIK2 0046991785 19 20 16 3 1 8 2 8 268 protease regulatory subunit 8 OS=Mus musculus GN=Psme5 PE=1 SV=1

A2AGTS 0048739816 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap$ PE<I SV=I

Z4YLT8 0048739816 5 3 4 4 0 0 0 2 ¢ g

K3W4RS 0048739816 5 3 4 4 0 0 0 2

AOAOR4IOK2 0048739816 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein § OS=Mus musculus GN=Ckaps PE=1 SV=1

Q61210 0086995489 5 0 5 2 2 0 0 0 Rho guanine nucleotide exchange factor 1 0S=Mus musculus GN=Arhgef1 PE=1 SV=2

E9PUF7 0086995489 5 0 5 2 2 0 0 0 Rho guanine nucleotide exchange factor 1 0S=Mus musculus GN=Arhgef1 PE=1 SV=1

F6ZN61 0.086995489 5 0 5 2 2 0 0 0 Rho guanine nucleotide exchange factor | (Fragment) OS=Mus musculus G

F6QKK2 0.17099986 5 4 3 0 0 2 2 0 ADP-ril 8A (Fragment) OS=Mus musculus G!

QSVEH3 0.17099986 5 4 3 0 0 2 2 0 8A 0S=Mus musculus GN=Arl8a PE

97823 0199743087 6 5 4 0 3 0 0 2

13QP56 0.199743087 6 5 4 0 3 0 0 2

Q924K8 0213922502 8 5 5 0 3 0 0 3

Q3U3AT 0213922502 8 5 5 0 3 0 0 3

Q3ug 0213922502 8 5 5 0 3 0 0 3 M

E9Q794 0213922502 8 5 5 0 3 0 0 3

A2A8LI 021839457 3 3 6 0 0 0 0 2 us musculus GN=Chd3 PE=1 SV=1

P30681 0266412525 5 3 7 0 0 0 2 3 High mobility group protein B2 OS=Mus musculus GN=Hmgb2 PE=1 SV=3

Q8CBF3 0274340091 5 0 7 0 3 0 0 0 Ephrin type-B receptor 1 OS-Mus musculus GN=Ephb1 PE=1 SV~1

Q8C0Z1 0391002219 4 0 0 0 2 0 0 0 Protein FAM234A OS-Mus musculus GN-Fam234a PE=1 SV~1

AOAI40TST4 0487379102 0 0 0 6 0 3 0 0 Protein Rpl9-ps6 OS-Mus musculus GN=Rpl9-ps6 PE=4 SV~1

E0CZ90 0649650771 0 0 6 0 3 0 0 0 Proteasome activator complex subunit 2 (Fragment) OS-Mus musculus GN=Psme2 PE=1 SV=1

E9QM38 0649650771 0 0 4 0 2 0 0 0 Solute carrier family 12 member 2 OS=Mus musculus GN=Sle12a2 PE=1 SV-

P55012 0649650771 0 0 4 0 2 0 0 0 Solute carrier family 12 member 2 OS=Mus musculus GN=Sle12a2 PE=1 SV-

Q8CBYS 0649650771 0 0 4 0 2 0 0 0 Dynactin subunit 4 OS=Mus musculus GN=Detnd PE=1 SV=1

ADAOAGYW28 0.653248269 0 4 0 0 0 0 0 2 Ubiquitin carboxyl-terminal hydrolase 4 O

P35123 0.653248269 0 4 0 0 0 0 0 2 Ubiquitin carboxyl-terminal hydrolase 4 O

QUIKV1 0743124526 4 0 0 0 0 0 0 2 Proteasomal ubiquitin receptor ADRM1 OS=Mus musculus GN=Adrm1 PE=1 SV=2

QUIIA4 0743124526 4 0 0 0 0 0 0 2 Ribosome biogenesis protein WDRI2 OS=Mus musculus GN=Wdr12 PE=1 SV=1

Q6PE70 0743124526 4 0 0 0 0 0 0 2 Integrin beta OS=Mus musculus GN=ltgb$ PE=1 SV=1

ADADAGYVUS 0743124526 4 0 0 0 0 0 0 2 MCG119397 OS=Mus musculus GN=Gm9774 PE=4 SV=1

070309 0743124526 4 0 0 0 0 0 0 2 Integrin beta-5 OS=Mus musculus GN=ltgb5 PE=1 S

GSESFS 0743124526 4 0 0 0 0 0 0 2 Integrin beta OS=Mus musculus GN=ltgb5 PE=1 SV=1

Q921W0 0.774293415 0 4 0 0 0 0 2 0 Charged multivesicular body protein 1a OS=Mus musculus GN=Chmp1a PE=1 SV=1

055201 0859892987 0 5 0 0 3 0 0 2 Transcription elongation factor SPT5 OS=Mus musculus GN=SuptSh PE=1 SV=1

P68254 0005192705 89 81 76 43 23 26 29 66 14-3-3 protein theta OS=Mus musculus GN=Ywhag PE=1 SV=1

D37536 0.007893512 120 98 98 46 23 2 43 92 Protein Gm8225 0S=Mus musculus GN=Gm8225 PE 3 8V=1

A2AFK7 0045423891 47 27 37 8 13 2 7 17 Eukaryoti

P62196 0034697347 24 30 28 7 18 13 2 11268 prote

QIWUA2 0.447235106 14 15 15 0 14 2 9 Phenylalanine--tRNA ligase beta subunit O s

D3YVCI 0004431373 123 103 109 46 24 30 47 86 40S ribosomal protein S2 (Fragment) OS=Mus m psZ PE=1 8V=1

P28352 0345037463 9 9 8 0 5 4 5 3 DNA-(apurinic or apyrimidinic site) lyase OS=Mus musculus GN=Apex1 PE=1 SV=2

F6QQQ6 0.42474004 9 9 8 0 3 5 4 5 Protein arginine N-methyltransferase 5 (Fragment) OS-Mus musculus GN=Prmt5 PE~1 SV=§

Q3UYVO 0061157295 17 1 10 3 3 5 6 6 Nuclear cap-binding protein subunit 1 OS-Mus musculus GN=Ncbp1 PE=1 SV=2

G3UZD6 0.081495466 18 9 7 3 4 3 4 7 Ubiquitin conjugation factor E4 B OS=Mus musculus GN=Ubedb PE=1 SV=1

ADADI9YV30 0.199370798 10 14 4 9 5 4 5 4 Paxillin OS-Mus musculus GN=Pxn PE=1 SV-

Q8VI36 0.199370798 10 14 4 9 5 4 5 4 Paxillin OS=Mus musculus GN=Pxn PE=1 SV~

F8VQ28 0.199370798 10 14 4 9 5 4 5 4 Paxillin OS=Mus musculus GN=Pxn PE=1 SV-

HTBWZ3 0546173821 25 15 0 0 12 8 0 9 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpe3 PE=1 SV=1

ADAOSTWPS1 0.114293821 12 6 7 0 0 4 0 0 Ubiquitin carboxyl-terminal hydrolase isozyme L5 (Fragment) OS=Mus musculus GN=UchlS PE=I SV=1

D3YZX3 0006586985 13 94 82 37 38 34 36 48 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Mus musculus GN=Gnb2 PE=1 SV=1
0.007630598 19 14 9 4 6 0 0 5 Insulin-degrading enzyme (Fragment) OS=Mus musculus GN=Ide PE=1 SV=

AOAOUIRQOS 0022058445 38 2 23 17 12 12 7 18 Cytoplasmic FMRI-interacting protein 1 (Fragment) OS=Mus musculus GN=Cyfipl PE=1 SV=1

Q8VDM6 0021104649 12 8 10 4 7 3 4 2 Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Mus musculus GN=Hnrpull PE=1 SV=1

QYQUR6 0018083317 70 48 63 14 32 17 10 32 Prolyl endopeptidase OS=Mus musculus GN=Prep PE=1 SV=1

Q99109 0.000717869 13 1 12 5 4 4 4 7 Methylosome protein 50 OS=Mus musculus GN=Wdr77 PE=1 SV=1

QIDC48 0059002999 4 5 4 0 0 2 0 0 Pre-mRNA-processing factor 17 0S=Mus musculus GN=Cdc40 PE=2 SV=1

35279 0062979907 5 5 3 0 0 2 0 0 Ras-related protein Rab-6A OS=Mus musculus GN=Rab6a PE=1 SV=4

Q3UKVO 0.075688068 4 4 5 0 0 0 2 0 Protein Eif2b3 0S=Mus musculus GN=Eif2b3 PE=1 SV=1

BIAUN2 0075688068 4 4 5 0 0 0 2 0 MCG14442 08 s

BIAUN3 0.075688068 4 4 5 0 0 0 2 0 Protein

P58242 0.138682635 3 4 6 0 2 0 0 0 Acid sphingomyelin:

Q8BQM4 0.186822723 5 5 3 0 0 0 0 2 HEAT repeat-containing protein 3 OS:

D372T9 0027631466 46 31 42 5 18 13 14 12 Cyclin-dependent kinase | (Fragment) OS=Mus musculus GN=Cdk | PE=

QIIZW3 0.00999904 29 27 28 12 12 12 10 10 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 OS=Mus musculus GN=Smarca$ PE=1 SV=1

QIDICY 0501207041 6 3 9 0 2 3 2 4 Vacuolar protein sorting-associated protein 28 homolog OS=Mus musculus GN=Vps28 PE=1 SV=1

P62855 0449083163 23 13 10 0 8 5 5 10 40S ribosomal protein S26 OS-Mus musculus GN=Rps26 PE=1 SV=3

Q3TCHT 0.084106907 7 11 13 10 0 4 4 6 Cullin-4A OS-Mus musculus GN~Culda PE=1 SV~1

Q78ZA7 0608673948 3 0 8 0 0 3 0 2 Nucleosome assembly protein 1-like 4 OS=Mus musculus GN=Nap114 PE 15V-1

Q8BU30 0018119079 78 59 50 14 24 20 19 28 Isoleucine--tRNA ligase, cytoplasmic OS=Mus musculus GN-

F7DSL2 0002094349 13 10 12 5 4 4 4 6 Methylosome protein 50 (Fragment) OS=Mus musculus GN=Wdr77 P s

AOAIBOGS68 0.142644386 5 5 10 0 4 0 2 0 Fms-related tyrosine kinase 3 ligand OS=Mus musculus GN=FIt3| PE=3 SV-

QUCPNY 0225157863 7 6 7 0 4 0 3 2 Protein 2210010C04Rik OS=Mus musculus GN=2210010C04Rik PE=1 §

Q8VDWO 001163721 37 20 25 5 17 6 6 10 ATP-dependent RNA helicase DDX39A OS=Mus musculus GN=Ddx39a PE

Q3THK? 0001755439 40 33 33 15 17 1 8 18 GMP synthase [glutamine-hydrolyzing] OS=Mus musculus GN=Gmps P

QVQZDY 0051734362 41 35 38 5 16 13 8 16 Eukaryotic translation initiation factor 3 subunit I OS Mus musculus(:N Eif3i PE=1 SV=1

QUQXK3 0399147424 5 3 10 0 3 2 0 3 Coatomer subunit gamma-2 OS=Mus musculus GN=Copg:

QUIKKT 0351351021 5 4 0 0 0 0 0 2 Dipeptidyl peptidase 3 OS=Mus musculus GN=Dpp3 PE=| 1 sv

P36916 0353036241 0 5 4 0 2 2 0 0 Guanine nucleotide-binding protein-like 1 OS=Mus musculus GN=Gnl1 PE=1 SV=4

32233 0.176347054 4 5 8 0 3 2 0 0 Developmentally-regulated GTP-binding protein 1 OS=Mus musculus GN=Drg1 P}

Q8BKCS 0.014985966 26 21 21 10 10 9 8 7 Importin-5 OS=Mus musculus GN=Ipo$ PE=1 SV=3

Q4FES6 0006244174 47 46 41 13 16 13 11 24 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus GN=Usp9x P!

P70398 0.006244174 47 46 41 13 16 13 11 24 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus GN=Usp9x P!

Q8BY71 0046494768 14 10 1 2 3 3 0 6 Histone acetyltransferase type B catalytic subunit OS=Mus musculus GN=Hat] PE=

A2ATU9 0046494768 14 10 1 3 3 0 6 Histone acetyliransferase type B catz unit OS=Mus musculus GN=Hatl PE=1 §

P30285 0.000959084 12 13 15 4 4 7 4 4 Cydl culus GN=Cdk4 PE=1 SV=1

QIWUPT 0.097915466 13 7 8 0 0 4 0 0 Ubiquitin carboxyl-terminal hydrolas

E9QUUI 0024974368 18 11 17 3 4 5 5 7 268 proteasome non-ATPase regulatory subunit 13 O

54071 0.118459427 12 7 9 7 3 4 5 3 Isocitrate dehydrogenase [NADP], mitochondrial OS

G3X928 0219620278 8 7 6 0 2 4 0 3 SEC23-interacting protein O

Q6NZCT 0219620278 8 7 6 0 2 4 0 3 SEC23-interacting protein O

A2A413 0344910652 8 6 0 0 0 0 0 3 Proteasome activator complex subunit 3 (Fragment) OS-Mus musculus GN=Psme3 PE=1 SV~1

054950 006647788 4 5 5 0 0 2 0 0 5'-AMP-activated protein kinase subunit gamma-1 OS=Mus musculus GN=Prkag1 PE=1 SV=2

QSSSW2 018117417 4 2 8 0 0 2 2 0 Proteasome activator complex subunit 4 OS-Mus musculus GN-Psmed PE=I SV=1

G3XA48 0252653903 4 3 7 0 2 0 0 2 Isopentenyl-diphosphate Delta-isomerase 1 OS=Mus musculus GN=Idil PE=

P58044 0252653903 4 3 7 0 2 0 0 2 Isopentenyl-diphosphate Delta-isomerase 1 OS=Mus musculus GN=Idi1 P!

P46471 0.007441821 61 56 49 21 18 21 21 20 265 protease regulatory subunit 7 0S=Mus musculus G

Q8BVQY 0007255756 61 55 49 21 17 21 21 20 265 protease regulatory subunit 7 0S=Mus museulus GN=Psme2 PE=1 SV=1

Q6DFW4 0044909028 16 14 18 2 8 4 4 5 Nucleolar protein 58 OS=Mus musculus (0p38 PE=1 SV=1

QVCQCH 0914818976 6 0 0 0 0 2 3 0 Basic leucine zipper and W2 domain-containing protein 1 OS=Mus musculus GN=Bzw1 PE=1 SV=1

ADAOSTWQS2 0914818976 6 0 0 0 0 2 3 0 Basic leucine zipper and W2 domain-containing plcwm 1 0S=Mus museulus GN=Bzw1 PE=1 SV=1

Q8BFY9 0.000639064 32 2 24 1 10 7 6 14 Transportin-1 OS=Mus musculus GN=Tnpo1 PE:

D3Z5N9 0.000474157 10 8 8 3 0 0 0 3 MCG49198 OS=Mus musculus GN=Gm3449 PE=4 s

Q6PSX1 0.193986355 10 10 9 0 4 0 0 4 Sorting nexin-6 OS=Mus musculus GN=Snx6 PE=1 SV=2

PI1440 0059279497 78 49 57 5 26 19 15 17 Cyclin-dependent kinase 1 0S=Mus musculus GN=Cdk1 PE=1 SV=3

QIZIF9 0.002094517 47 35 43 13 19 18 11 8 SUMO-activating enzyme subunit 2 OS=Mus musculus GN=Uba2 P!

QIQYI3 0.261406353 9 5 12 0 0 3 0 4 Dnal homolog subfamily C member 7 0S=Mus musculus GN=Dnajc7 P!

F7BTPS 0261406353 9 5 12 0 0 3 0 4 subfamily C member 7 (Fragment) OS=Mus musculus G

P14094 0.000814801 18 20 2 7 5 8 7 7 Sodium/potassium-transporting ATPase subunit heu 1 08=Mus musculus GN=A s

QUILI2 0002155254 32 2 21 7 10 7 5 11 GN=Aldh9al PE=1 SV=1

Q3U367 0002155254 32 2 21 7 10 7 5 11 d-tr os Mus mi Idh9al PE=1 SV=1

Q62470 0.006048741 90 51 69 19 20 24 2 26 Integrin alpha-3 OS-Mus musculus GN-] IlgaK PE-1 SV=1

P62082 0005157787 17 14 10 4 6 4 3 5 408 ribosomal protein 7 OS=Mus museul;

AOADAOMQ76 0034141922 16 14 18 2 8 4 4 4 Nucleolar protein 58 OS=Mus musculus G

QIWUA3 0053465777 17 18 22 3 6 5 0 7 ATP-dependent 6-phosphofructokinase, platelet type OS=Mus musculus GN=Pfkp PE=1 SV~=1

Q8C605 0053465777 17 18 2 3 6 5 0 7 ATP-dependent 6-phosphofructokinase OS-Mus musculus GN=Pfkp PE=1 SV=1

P31266 070219432 5 0 0 0 0 2 0 0 Recombining binding protein suppressor of hairless OS=Mus musculus GN=Rbpj PE=1 SV=1

Q3UGFI 070219432 0 0 0 2 0 0 Putative uncharacterized protein OS-Mus musculus GN-Rbpj PE=1 SV~

E9QTWO 070219432 5 0 0 0 0 2 0 0 Recombining-binding protein suppressor of hairless OS=Mus musculus GN=Rbpj PE=1 SV=1

ADADIYTVS 070219432 5 0 0 0 0 2 0 0 Recombining binding protein suppressor of hairless (Drosophila), isoform CRA_b OS=Mus musculus GN=Rbpj PE=1 SV=1

AOAIBOGSQ6 0798107232 5 0 0 0 0 0 2 0 60S ribosomal protein L13a (Fragment) OS=Mus musculus GN=Rpl1 3a PE=3 §

AOAIBOGTAL 0798107232 5 0 0 0 0 0 2 0 60S ribosomal protein L13a (Fragment) OS=Mus musculus GN=Rpl13a PE=3 §

E9QITY 0000258219 73 50 56 17 24 19 13 22 Exportin-2 OS=Mus musculus GN=Csel | PE=1 SV=1

P47962 000119576 140 124 127 57 45 23 30 79 60S ribosomal protein LS OS=Mus musculus GN=RplS PE=

A2AR07 0241157919 7 7 14 0 3 0 4 4 Lupus La protein homolog (Fragment) OS=Mus musculus GN Ssb PE=1 SV=1

QUDOC4 0832741415 0 0 6 0 2 3 2 0 {RNA (guanine(37)-N1)-methyltransferase OS=Mus musculus GN=Trmt5 PE=1 SV=1

Q61881 0.018008192 66 63 64 32 33 18 15 21 DNA replication licensing factor MCM7 OS=Mus musculus GN=Mem7 PE=1 SV=1

070133 0012982991 148 84 90 23 38 34 22 39 ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=2

E9PV04 0058565224 50 0 43 9 14 0 12 0 Protein Gm8994 OS=Mus musculus GN=Gm8994 PE=3 SV=2

E9QNNI 0008196457 148 87 91 25 39 34 22 39

AOAOSTWPLS 0.008196457 148 87 91 25 39 34 22 39

Q8K224 0001231506 6 8 5 2 0 2 0 0

AOAOR4IOHT 0001231506 6 8 5 2 0 2 0 0

E9Q634 0004863241 6 5 8 2 0 0 0 2

BIZWLI 0.010401758 14 10 15 3 0 0 0 4

Q62QU8 0.010401758 14 10 15 3 0 0 0 4 sulus

Q62318 0020296598 16 18 22 7 11 4 3 6 Transcription intermediary factor 1-beta OS=Mus musculus GN=Trim28 PE=1 SV=3

QUERK4 0000545432 77 53 58 17 24 19 13 22 Exportin-2 0S=Mus musculus GN=Csel | PE=1 SV=1

Q3UE37 0.071280645 6 4 6 0 2 0 0 0 Ubiquitin-conjugating enzyme E2 Z OS-Mus musculus GN=Ube2z PE=1 SV~

QSSSI6 0.148979952 6 4 6 0 0 0 0 2 U3 small nucleolar RNA-associated protein 18 homolog OS-Mus musculus GN=Utp18 PE= | sv-1

P40336 0.158600842 11 5 8 0 0 0 0 3 Vacuolar protein sorting-associated protein 26A OS=Mus musculus GN=Vps26a PE=1 S

P52479 0.175824801 12 4 8 0 0 0 0 3 Ubiquitin carboxyl-terminal hydrolase 10 OS-Mus musculus GN-Usp10 PE=1 SV-

A2A411 0321031022 9 7 0 0 0 0 0 3 Proteasome activator complex subunit 3 (Fragment) OS=Mus musculus GN=Psme3 PE=1 SV=1

P61290 0321031022 9 7 0 0 0 0 0 3 Proteasome activator complex subunit 3 OS=Mus musculus GN=Psme3 PE=1 SV=1

Q62376 0065898091 10 6 4 0 3 2 0 0 U small nuclear ribonucleoprotein 70 kDa OS-Mus musculus GN=Snrnp70 PE=1 SV=2

QU4750 003243367 15 20 2 10 8 8 4 5 DNA topoisomerase | OS=Mus musculus GN=Topl PE=1 SV=2

Q8CFI7 0051872042 30 25 27 4 12 6 2 12 DNA-directed RNA polymerase IT subunit RPB2 OS=Mus musculus GN=Polr2b PE=1 SV=2

ADAONASVLY 0306365382 8 12 23 0 5 6 0 5 Serine/threonine-protein phosphatase OS=Mus musculus GN=Ppp6e PE=1 SV=1




QICQR6 0306365382 8 12 23 0 5 6 0 5 Serine/threonine-protein phosphatase 6 catalytic subunit OS=Mus musculus GN=Ppp6e PE=1 SV=1
QUIMR6 0.019436289 10 9 16 3 5 2 3 4 Serrate RNA cffector molecule homolog OS=Mus musculus GN=Srrt PE=1 SV=1

055142 0075253108 20 13 21 3 3 4 3 11608 ribosomal protein L35a OS=Mus musculus GN=Rpl35a PE=1 SV-

P09405 0096950615 12 10 5 2 2 0 4 2 Nucleolin O$=Mus musculus GN=Nel PE=1 SV=2

P32067 0266853412 8 8 15 0 5 2 4 4 Lupus La protein homolog OS=Mus musculus GN=Ssb PE=1 SV=1

D372F7 0.876962937 23 0 0 0 10 8 0 7 Actin-related protein 2/3 complex subunit 3 OS=M

AOAIBOGQW6 0.729234395 0 0 9 0 3 5 2 3 608 ribosomal protein L13a (Fragment) OS=Mus musculus

QUIKBI 0409319681 0 6 8 0 3 0 0 2 Ubiquitin carboxyl-terminal hydrolas

F6QTSI 0.001498412 15 6 10 3 3 0 0 0 COP9 signalosome complex subunit 4 (Fragment) OS=Mus musculus G!

Q61207 0068796628 6 5 6 0 0 2 0 0 Prosaposin OS-Mus musculus GN=Psap PE=1 SV=2

E9PZ00 0068796628 6 5 6 0 0 2 0 0

Q8BFQI 0068796628 6 5 6 0 0 2 0 0

13QPG5 0068796628 6 5 6 0 0 2 0 0

K3WAL3 0068796628 6 5 6 0 0 2 0 0 Prosaposin OS-Mus musculus GN=Psap PE=1 SV~1

D3Z780 0.097574647 6 7 4 0 2 0 0 0 Translation initiation factor eIF-2B subunit delta OS-Mus musculus G

Q61749 0.097574647 6 7 4 0 2 0 0 0 Translation initiation factor eIF-2B subunit delta OS=Mus musculus GN=Eif2b4 PE=1 SV=
Qu24Cl 0016776926 14 13 1 2 0 4 0 3 Exportin-5 OS=Mus museulus GN=Xpo$ PE=1 SV=1

P62317 0003005497 10 8 8 3 0 0 2 3 Small nuclear ribonucleoprotein Sm D2 OS=Mus musculus GN=Snrpd2 PE=1 SV=1

Q92089 0.007792413 12 6 12 5 3 0 0 3 FACT complex subunit SPT16 OS=Mus musculus GN=Supt1 6h PE=1 SV=2

G3X956 0.007792413 12 6 12 5 3 0 0 3 FACT complex subunit SPT16 OS=Mus musculus GN=Supt1 6 PE=1 SV=1

Qu9L27 0.008129763 19 10 12 6 0 4 0 4 GMP reductase 2 0S=Mus musculus GN=Gi

P13439 0070919551 41 24 33 3 9 9 5 11 Uridine 5'-monophosphate synthase OS=Mus musculus GN=Umps PE=1 sv 3

Qv22B2 0002549983 12 68 91 31 29 31 18 23 Aspartate--tRNA ligase, cytoplasmic OS=Mus musculus GN=Dars P

Q8CG48 0016730601 13 6 3 2 2 0 0 0 Structural maintenance of chromosomes protein 2 OS=Mus musculusQ mcz PE=1 SV=2
QUIKY0 0.10212985 5 5 8 0 2 0 0 0 Cell differentiation protein RCD1 homolog OS=Mus musculus GN=Rged1 PE=1 §

Q6PDQ2 0.152860787 6 4 8 0 0 0 0 2 Chromodomain-helicase-DNA-binding protein 4 OS=Mus musculus GN=Chdd PE=1 SV=1
E9QASS 0.152860787 6 4 8 0 0 0 0 2 Chromodomain-helicase-DNA-binding protein 4 OS=Mus museulus GN=Chdd PE=1 SV=1
E9QAS4 0.152860787 6 4 8 0 0 0 0 2 Chromodomain-helicase-DNA-binding protein 4 O s GN=Chd4 PE=1 SV=1
055222 0237766181 10 7 10 0 3 3 2 4 Tntegrin-linked protein kinase OS=Mus musculus G

J3QNWO 0.008512109 57 46 40 12 8 13 11 19 DNA (cytosine-5)-methytransferase OS]

P13864 0.008512109 57 46 40 12 8 13 11 19

QU9PVO 0073956804 25 10 18 2 0 6 0 3 si

P27048 0217277225 13 14 10 0 4 0 5 3 Small nuclear ribonucleoprotein-associated protein B OS=Mus musculus GN=Snrpb PE=1 SV=1
P63163 0217277225 13 14 10 0 4 0 5 3 Small nuclear ribonucleoprotein-associated protein N OS=Mus musculus GN=Snrpn PE=1 SV=1
QORI90 0020434511 24 14 10 5 3 4 3 7 Metastasis-associated protein MTA2 OS=Mus musculus GN-Mta2 PE=1 §

QIWV60 0451027464 0 1 8 0 3 2 0 4 Glycogen synthase kinase-3 beta OS-Mus musculus GN=Gsk3b PE=1 SV=2

E9QAQS 0451027464 0 11 8 0 3 2 0 4 Glycogen synthase kinase-3 beta OS-Mus musculus GN=Gsk3b PE=1 SV~1

QIWTL? 0272491409 0 7 6 0 2 0 0 0 Acyl-protein thioesterase 2 OS=Mus musculus GN-Lypla2 PE=1 SV=1

D6RIST 0.698960769 0 0 13 0 0 0 4 4 Lupus La protein homolog OS-Mus musculus GN=Ssb PE=1 SV=1

QUEPLS 0002798021 18 16 18 8 0 5 0 4 Importin-7 OS=Mus musculus GN=Ipo7 PE=1 §

QUEQUS 0.161092723 19 12 14 0 6 3 5 4 Protein SET OS=Mus musculus GN=Set PE=1 SV=1

A2BE93 0.161092723 19 12 14 0 6 3 5 4 Protein SET (Fragment) OS=Mus musculus GN=Set PE=1 SV=1

PO1901 0.188575138 2 18 14 0 5 3 0 8 H-2 class I histocompatibility antigen, K-B alpha chain OS=Mus musculus GN=H2-K1 PE=1 SV=1
97760 0012552643 10 8 14 3 2 0 0 3 DNA-directed RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2¢ PE=1 SV=2
AOAIDSRMLS 0012552643 10 8 14 3 2 0 0 3 DNA-dirccted RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2c PE=1 SV=1
E9PWG6 0036139122 9 8 6 5 0 2 2 2 Protein Neapg OS=Mus musculus GN=Ncapg PE=1 §

Q4FIZ2 0.199489274 7 1 3 0 0 0 0 2 Importin subunit alpha OS=Mus musculus GN=Kpna6 PE=1 SV=1

D3YYL7 0274974961 5 9 0 0 2 0 0 0 Protein Gm10126 OS=Mus musculus GN=Gm 10126 PE=4 SV

S4R116 0.005649855 44 33 42 9 12 8 0 7 MCG2872, isoform CRA_b OS=Mus musculus GN=Ddx5 PE=1 §

Q8BTS0 0.002597577 52 37 45 1 13 9 0 8 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Mus musculus GN=Ddx 5 PE=1 SV=1
035345 0.189023507 8 1 3 0 0 0 0 2 Importin subunit alpha-7 OS=Mus musculus GN=Kpna6 PE=1 SV=2

Q61191 0007289029 19 9 12 4 2 3 0 4 Host cell factor 1 OS=Mus musculus GN=Hcfcl PE=1 SV=2

Q8RO10 0028208623 43 39 42 30 1 0 0 10 Aminoacyl RNA synthase complex-interacting multifunctional protein 2 0S=Mus musculus GN=Aimp2 PE=1 SV=2
BIAUX2 0.007905807 19 9 13 4 2 3 0 4 Host cell factor 1 OS=Mus musculus G sv-

P43247 0025519975 14 10 3 3 0 0 0 2 DNA mismatch repair protein Msh2 O!

QG8FL6 0003944719 56 33 46 11 11 10 5 12 Methionine—-RNA ligase, cytoplasmic O!

E9QB02 0003944719 56 33 46 11 11 10 5 12 Methionine--tRNA ligase, cytoplasmic O!

QoDIA2 0006544286 18 10 15 4 0 3 0 3 Cytosolic non-specific dipeptidase OS-} ulus GN=Cndp2 PE=1 SV-

Q8K4PO 0.109934488 23 20 19 0 0 0 0 5 pre-mRNA 3' end processing protein WDR33 OS=Mus musculus GN=Wdr33 PE=1 SV~=1
Q61656 0000690645 52 37 45 11 13 9 5 8 Probable ATP-dependent RNA helicase DDX5 OS-Mus musculus GN=Ddx5 PE=1 SV-=2
P46061 0003964936 24 20 13 6 2 2 0 7 Ran GTPase-activating protein 1 OS=Mus musculus GN-Rangap] PE=1 SV=2

P20664 0.150296354 11 7 15 0 0 3 0 2 DNA primase small subunit OS-Mus musculus GN=Prim1 PE=1 SV~=1

BQNI9 0.150296354 11 7 15 0 0 3 0 2 DNA primase OS-Mus musculus GN=Prim1 PE=1 SV=1

QUD6ZI 0.10667036 20 14 19 0 0 0 0 4 Nucleolar protein 56 OS=Mus musculus GN-Nop36 PE=1 SV=2

E9Q2X6 0.008593869 12 16 20 8 0 3 0 3 Structural maintenance of chromosomes protein OS=Mus musculus GN=Sme4 PE=1 S
Q8CG47 0.008593869 12 16 20 8 0 3 0 3 Structural maintenance of chromosomes protein 4 OS=Mus musculus GN=Smed PE=1 SV=1
P62267 0013122411 44 34 33 6 9 3 6 7 40S ribosomal protein $23 OS=Mus musculus GN=Rps23 PE=1 SV=3

QUD7B2 007697724 8 9 12 0 2 0 2 0 LIM and senescent cell antigen-like-containing domain protein OS=Mus museulus GN=Lims] PE=1 SV=2
PlI214 0005178179 14 9 10 6 0 0 0 2 Tissue-type plasminogen activator OS=Mus musculus GN=Plat PE=1 SV=3

PO8775 0.000138968 34 31 29 10 6 6 2 7 DNA-directed RNA polymerase II subunit RPBI OS=Mus musculus GN=Polr2a PE=1 SV=3
AOAOR4IOVS 0.000138968 34 31 29 10 6 6 2 7 DNA-directed RNA polymerase subunit OS=Mus musculus GN=Polr2a PE=1 SV=1

07742 0027021016 116 75 78 1 10 14 0 18 Ribonucleoside-diphosphate reductase large subunit OS=Mus musculus GN=Rrm1 PE=1 SV=2
QU9IW4 0.06981691 9 9 12 0 2 0 2 0 LIM and senescent cell antigen-like-containing domain protein 1 OS=Mus musculus GN=Li
E9QP62 006981691 9 9 12 0 2 0 2 0 LIM and senescent cell antigen-like-containing domain protein OS=Mus musculus G
AOAOR41005 006981691 9 9 12 0 2 0 2 0 LIM and senescent cell antigen-like-containing domain protein OS=Mus musculus G

P46664 0007528771 18 15 21 8 2 5 3 2 Adenylosuccinate synthetase isozyme 2 OS=Mus musculus GN=Adss PE=1 SV=2

QuCzU3 0001495783 16 16 21 7 0 3 3 2 irali

P35550 0018548013 19 21 1 7 0 0 3 2

F6TVP2 0.125122415 30 28 0 3 2 3 0 4 SAMHDI (Fmgmen\)() us musculus GN=Samhd1 PE=1 SV=1
QIROBY 0014968399 29 20 29 4 0 3 0 3 lysine, 2 05-Mus musculus GN-Plod2 PE~1 V-2
E9Q718 0014968399 29 20 29 4 0 3 0 3 lysine,

E9QOK6 0026470023 30 28 25 3 2 3 0 4 D

Q60710 0.026988023 30 28 27 3 2 3 0 4 D

F8WIED 0026988023 30 28 27 3 2 3 0 4 D

Q07133 0061147267 16 14 14 0 2 0 0 0 Histone H1t OS-Mus musculus GN- HxsllhllP

QUEPK7 0064804651 17 17 16 0 0 0 2 0 Exportin-7 0S=Mus musculus G|

E9PUW? 0064804651 17 17 16 0 0 0 2 0 Exportin-7 0S-Mus musculus GN= Xpo7 P

Q8CIAS 0.002128014 67 37 57 13 5 3 0 2 Thimet oligopeptidase O!

ADAOR4IZYO 0.002128014 67 37 57 13 5 3 0 2 Thimet oligopeptidase OS=Mus musculus GN=Thop! P!

P43277 0.002618916 36 24 33 13 2 2 0 0 Histone HI3 O

PI5864 0.002618916 36 24 33 13 2 2 0 0 Histone H1.2 O

P43274 0000555097 4 25 30 11 2 2 0 0 Histone H1.4 OS. )

QUCSH3 0.001427414 40 33 49 12 0 0 0 2 Exosome complex exonuclease RRP44 0S-Mus musculus GN-DIs3 P

QUSDV1 0.000204161 24 19 25 7 0 0 0 0 NADPH--cytochrome P450 reductase OS=Mus musculus Gl 1

AOAIBOGRI 1 0.000311532 24 23 2 7 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldo1 PE=1 SV=

Q93092 0.000311532 24 23 2 7 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldo1 P

QICYN9 0.000418234 17 15 18 6 0 0 0 0 Renin receptor OS=Mus musculus GN=Atp6ap2 PE=1 §

QBOW6S 0.000798488 15 10 13 5 0 0 0 0 Proprotein convertase subilisin/kexin type 9 0S=Mus museulus GN=] Pcsk‘) PE=1 SV=2
P37040 0.000921255 24 19 28 7 0 0 0 0 NADPH--cytochrome P450 reductase OS=Mus musculus G =

Q1320 0.001023873 63 49 49 2 0 0 0 0 DNA topoisomerase 2-alpha OS=Mus musculus GN=Top2a PE=1 §'

Qo9P88 0.001046718 8 7 7 3 0 0 0 0 Nuclear pore cnmplex protein Nup155 OS=Mus musculus GN=Nup155 PE=1 SV=1

Q972Vs 0001224913 5 5 6 2 0 0 0 0 H acetylase 6 0S=Mus musculu =

AOAIBOGX25 0001224913 5 5 6 2 0 0 0 0

Q810B6 0.001268145 5 5 5 2 0 0 0 0

QUZITI 0001433046 9 7 1 3 0 0 0 0

P19001 0001570232 16 10 17 4 0 0 0 0 s

F8VPKS 0001956166 11 9 8 4 0 0 0 0 Rho-associated protein kinase OS=Mus musculus GN=Rock2 PE=I SV=1

Q61001 0002109615 56 33 39 18 0 0 0 0 Laminin subunit alpha-5 OS-Mus musculus GN-Lamas PE~1 SV=4

035566 0.00294824 44 44 61 13 0 0 0 0 CDI51 antigen OS-Mus musculus GN-Cd151 PE=1 SV=2

AOAIBOGRG3 0.003121584 41 42 59 13 0 0 0 0 CDI51 antigen (Fragment) OS-Mus musculus GN=Cd151 PE=1 SV=1

Q8R480 0.003317181 7 4 8 2 0 0 0 0 Nuclear pore complex protein Nup85 OS-Mus musculus GN-Nup85 PE=1 SV~=1

A2AW05 0.003781076 6 3 5 2 0 0 0 0 FACT complex subunit SSRP1 (Fragment) OS=Mus museulus GN=Ssrpl PE=1 SV=1

QU8943 0.003781076 6 3 5 2 0 0 0 0 FACT complex subunit SSRP1 OS=Mus musculus GN=Ssrpl PE=1 SV=2

P58854 0004033403 4 5 6 2 0 0 0 0 Gamma-tubulin complex component 3 OS=Mus musculus GN=Tubgep3 PE=1 SV=2

Q6PSDS 0.004175839 17 9 17 6 0 0 0 0 Structural of flexible hinge d protein 1 0S=Mus musculus GN=Smchd] PE=1 SV=2
QUIHK4 0004441765 10 8 7 4 0 0 0 0 bcranylgcranyl uansf:rasc type-2 subunit alpha OS=Mus musculus GN=Rabggta PE=1 SV=1
ADAOR4233 0005084388 8 8 13 3 0 0 0 0 Septin musculus GN=Sept10 PE=1 §

Q8C650 0005084388 8 8 13 3 0 0 0 0 Septin- m os Mus musculis G =Septl 0 PE=1 SV=1

QIWUU7 0005388301 11 6 8 4 0 0 0 0 Cathepsin Z OS=Mus musculus GN=Ctsz PE=1 SV=1

QOWTZ2 0.005894615 5 3 4 2 0 0 0 0 Membrane-bound transeription factor site-1 protease OS=Mus musculus GN=Mbips| PE=1 SV=1
E9Q3LI 0006679375 6 9 8 2 0 0 0 0 Unconventional myosin-VI 0S=Mus musculus G| =

VOGXM4 0.006679375 6 9 8 2 0 0 0 0 Unconventional myosi

VIGX76 0.006679375 6 9 8 2 0 0 0 0 Unconventional myosi

E9PVUO 0.006679375 6 9 8 2 0 0 0 0 Unconventional myosi

E9Q175 0.006679375 6 9 8 2 0 0 0 0 Unconventional myosi

E9Q174 0006679375 6 9 8 2 0 0 0 0 Unconventional myosi S

98063 0007098455 54 55 52 28 0 0 0 0 Bone morphogenetic protein 1 0S=Mus musculus GN=Bmp P

Q92008 0.007213972 7 4 3 2 0 0 0 0 NS1 A-binding protein homolog OS-Mus musculus GN-Ivnslabp PE<1 SV=2
P43346 0.008144487 16 12 6 4 0 0 0 0 Deoxyeytidine kinase OS=Mus musculus GN=Dck PE=1 SV=1

Q6P5BO 0.009106029 8 11 8 2 0 0 0 0 RRP12-like protein OS-Mus museulus GN=Rep12 PE=1 SV=1

P11370 0009215352 13 10 6 2 0 0 0 0 Retrovirus-related Env polyprotein from Fv-4 locus OS=Mus musculus GN=Fv4 PE=1 SV=2
Q8VC28 0.00990262 7 8 7 4 0 0 0 0 Aldo-keto reductase family 1 member C13 OS=Mus musculus GN=Akrlcl3 PE=1 SV=2
G3X934 0.009949113 13 15 16 8 0 0 0 0 MCG115964 OS-Mus musculus GN-Wdr70 PE=1 §

Q57119 0010633929 6 4 8 3 0 0 0 0 Aldehyde dehydrogenase family 16 member Al OS=Mus musculus GN=Aldh16al PE=I SV=2
AOAIBOGSUO 0010633929 6 4 8 3 0 0 0 0 Aldehyde dehydrogenase family 16 member Al OS=Mus musculus GN=Aldh16al PE=I SV=1
D3Z0BY 0010633929 6 4 8 3 0 0 0 0 Aldehyde dehydrogenase family 16 member Al O Idh16al PE=1 SV=3
P43276 0010645841 11 8 18 5 0 0 0 0 Histone H1.5 0S=Mus musculus GN=Hist1h1b PE=

E9PXYS 001072589 15 23 14 5 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 O

F8VPX1 001072589 15 23 14 5 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 O

Q6A4I8 001072589 15 23 14 5 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 O

Q3TWF6 0010824746 13 15 15 8 0 0 0 0 WD repeat- conlammg protein 70 OS=Mus musculus GN=Wdr70 PE=1 SV=1

Q6ZWQO 0012629768 6 7 8 4 0 0 0 0 Nesprin sculus GN=Syne2 PE=1 §

E9QP46 0012629768 6 7 8 4 0 0 0 0 Nesprin-2 O “Mus museuls GN= =Syne2 PE=1 SV=

QUCXF4 0018087725 11 8 3 2 0 0 0 0 TBCI domain family member 15 OS=Mus musculus GN=Tbeld15 PE=1 SV=1

088796 001816149 5 4 5 3 0 0 0 0 Ribonuclease P protein subunit p30 OS=Mus musculus GN=Rpp30 PE=1 SV=1

Q923BI 0018774733 7 10 4 3 0 0 0 0 Lariat debranching enzyme OS=Mus musculus GN=Dbrl PE=1 SV=2

Q8CTV3 0021181052 4 4 2 2 0 0 0 0 U3 small nucleolar RNA-associated protein 15 homolog OS=Mus museulus GN=Utp15 PE=1 SV=1
Q6PARS 0021295486 8 9 4 4 0 0 0 0 GTPase-activating protein and VPS9 domain-containing protein 1 OS=Mus musculus GN=Gapvd 1 PE=1 SV=2
Q8IZK9 0022526936 24 14 24 2 0 0 0 0 ‘0A synthase, cytop 0S=Mus musculus GN=Hmges] PE=I SV=1
AGPWY4 0.023585826 12 11 19 9 0 0 0 0 WD repeat-containing protein 76 OS=Mus musculus GN=Wdr76 PE=1 SV=1

P10404 0023627748 20 9 13 9 0 0 0 0

Q54909 0.023862496 25 24 20 2 0 0 0 0

P02340 0.023862496 25 24 20 2 0 0 0 0

Q80ZAI 0.023862496 25 24 20 2 0 0 0 0 Cellular tumor antigen p33 OS=Mus musculus

I7HIK9 0.023862496 25 24 20 2 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp33 PE=1 SV~1

QoDIM4 0023879296 9 7 6 5 0 0 0 0 Eukaryotic translation elongation factor 1 epsilon-1 OS-Mus musculus GN=Eeflel PE=1 SV=1
QIIW50 0024268697 7 4 7 4 0 0 0 0 Cold shock domain-containing protein E1 OS-Mus musculus GN=Csdel PE=1 SV~1

Q3TYS6 0.02835207 5 5 3 3 0 0 0 0 Eukaryotic translation initiation factor 3 subunit K OS=Mus musculus GN-

Q4VAS3 0.03394996 18 4 14 2 0 0 0 0 Sister chromatid cohesion protein PDSS homolog B OS=Mus musculus GN

F8WHUS 0.03394996 18 4 14 2 0 0 0 0 Sister chromatid cohesion protein PDSS homolog B OS=Mus musculus GN-]

QU9IX4 0034797772 7 9 2 3 0 0 0 0 Eukaryotic translation initiation factor 3 subunit M OS=Mus musculus GN=Eif3m PE=1 SV=1
035130 0040393757 3 3 7 3 0 0 0 0 Ribosomal RNA small subunit methyltransferase NEP1 OS=Mus musculus GN=Emg1 PE=1 SV=1
P70336 0058329407 9 7 7 0 0 0 0 0 Rho-associated protein kinase 2 OS=Mus musculus GN=Rock2 PE=1 SV=1

QUERUY 0058426329 6 4 5 0 0 0 0 0 E3 SUMO-protein ligase RanBP2 OS=Mus musculus GN=Ranbp2 PE=1 §

F6SDD7 0058501493 4 3 3 0 0 0 0 0 DNA topoisomerase (Fragment) O =




088792 0058501493 4 3 3 0 0 0 0 0 Junctional adhesion molecule A OS=Mus musculus GN=F11r PE=1 SV=2

A2RTHS 0058501493 4 3 3 0 0 0 0 0 Leucine carboxyl methyltransferase 1 OS=Mus museulus GN=Lemtl PE=1 $V=1

AOAOUIRNF2 0058501493 4 3 3 0 0 0 0 0 sv=1

Q6PAV2 0059002466 7 5 5 0 0 0 0 0

P17563 0059095581 15 13 15 0 0 0 0 0

Q921D0 0059504973 4 3 4 0 0 0 0 0

Qoz321 0059504973 4 3 4 0 0 0 0 0 DNA topoisomeras ~Top3b PE

Q8BFV2 0.060063403 5 3 4 0 0 0 0 0 PCI domain-containing protein 2 OS=Mus musculus GN=Pcid2

Q80Y81 0060063403 5 3 4 0 0 0 0 0 Zine phosphodiesterase ELAC protein 2 OS=Mus musculus G

BIATPT 0060063403 5 3 4 0 0 0 0 0 Zine phosphodiesterase ELAC protein 2 OS=Mus musculus G

Q3UKIT 0.060118731 9 7 0 2 0 0 0 0 WD40 repeat-containing protein SMU1 OS=Mus musculus GN=Smul PE=

G3UWRS 0.060491654 2 13 7 5 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 (Fragment) OS-Mus musculus G!

Q63836 0060537538 14 13 15 0 0 0 0 0 Selenium-binding protein 2 O3-Mus musculus GN=Selenbp2 PE=1 SV=2

Q64511 0.060601494 10 9 8 0 0 0 0 0 DNA topoisomerase 2-beta OS=Mus musculus GN=Top2b PE=1 SV=2

P39061 0060871826 15 9 13 0 0 0 0 0 Collagen alpha-1(XVIII) chain OS=Mus musculus GN~ColI8al PE=1 SV~4

E9QPXI 0.061071315 12 7 10 0 0 0 0 0 Collagen alpha-1(XVIII) chain OS=Mus musculus GN=Col18al PE=1 SV~

QUCXKS 0061273139 7 4 5 0 0 0 0 0 60S ribosome subunit biogenesis protein NIP7 homolog OS=Mus musculus GN=Nip7 PE=1 SV=1

D3YUS8 0061273139 7 4 5 0 0 0 0 0 Anaphase-promoting complex subunit 7 0S=Mus musculus GN=Anape7 PE=1 SV=1

QIWVM3 0061273139 7 4 5 0 0 0 0 0 Anaphase-promoting complex subunit 7 OS=Mus musculus GN=Anape7 PE=1 SV=3

008663 0061340757 5 5 5 0 0 0 0 0 Methionine aminopeptidase 2 OS=Mus musculus GN=Metap2 PE=1 SV=

HOKV04 0061340757 9 9 9 0 0 0 0 0 Mi plex-binding protein OS=Mus musculus GN=Mcmbp PE=1 SV=1

Q3UI33 0061340757 5 5 5 0 0 0 0 0 Methionine aminopeptidase 2 OS=Mus musculus GN=Metap2 PE=1 SV=1

Q3TMNI 0061340757 5 5 5 0 0 0 0 0 Methionine aminopeptidase 2 OS=Mus musculus GN=Metap2 PE=1 §

054692 0061340757 3 3 3 0 0 0 0 0 Centromere/kinetochore protein zw10 homolog OS=Mus musculus G|

Q8VDP4 0061340757 3 3 3 0 0 0 0 0 Cell ycle and apoptosi regulator protein 2 OS=Mus musculus GN=Cear2 P!

Q80YV3 0061340757 2 2 2 0 0 0 0 0Ty d protein OS=Mus musculus GN=Trrap PE=1 SV=2

Q8CGYS 0061340757 8 8 8 0 0 0 0 0 UDP-N- peptide N- 110 kDa subunit OS=Mus musculus GN=Ogt PE=1 SV=2

QoD2U9 0061488652 180 155 203 0 0 0 0 0 Histone H2B type 3-A OS=Mus musculus GN=Hist3h2ba PE=1 SV=3

Q8BM72 0.06157035 6 4 6 0 0 0 0 0 Heat shock 70 kDa protein 13 0S-Mus musculus GN sv=1

Q8R3CO 0061984728 9 9 10 0 0 0 0 0N binding protein OS=Mus musculus GN=Membp PE=1 SV=1

AOAOR4II90 0.062049877 3 5 5 0 0 0 0 0 ADP-ribosyl cyclaseicyclic ADP-ribose hydrolase 2 OS-Mus musculus GN ~

Q3THOI 0.063884307 2 18 14 0 0 0 0 0 H-2 class T histocompatibility antigen, K-K alpha chain OS=Mus musculus GN=H2-K1 P!

P33610 0064497923 4 4 5 0 0 0 0 0 DNA primase large subunit OS=Mus musculus GN=Prim2 PE=1 S

E9QSE2 0064539319 5 3 5 0 0 0 0 0 Protein BC005561 OS-Mus musculus GN=BC005561 PE=1 SV=1

Q61738 0.06460263 5 4 6 0 0 0 0 0 Integrin alpha-7 OS=Mus museulus GN=Itga7 PE=1 SV=3

P33609 0065027744 4 2 3 0 0 0 0 0 DNA polymerase alpha catalytic subunit OS-Mus musculus GN=Polal PE=1 SV=2

P97377 0065122296 10 5 7 0 0 0 0 0 Cyclin-dependent kinase 2 OS-Mus musculus GN-Cdk2 PE=1 SV=2

Q8RSF3 0065209612 8 9 0 3 0 0 0 0 O-acetyl-ADP-ribose deacetylase 1 OS=Mus musculus GN=Oard | PE=1 SV=2

AOAOUIRPET 0065348584 5 4 3 0 0 0 0 0 Hsp70-binding protein 1 (Fragment) OS-Mus musculus GN=Hspbp1 PE=1 SV~

AOAOUIRPF2 0065348584 5 4 3 0 0 0 0 0 Hsp70-binding protein | (Fragment) Of =1

QU9P31 0065348584 5 4 3 0 0 0 0 0 Hsp70-binding protein 1 OS=Mus musculus GN=Hspbp1 PE=1 SV=1

035640 0065540635 6 3 4 0 0 0 0 0 Annexin A8 OS=Mus musculus GN=Anxa8 PE=1 SV=2

Q810D6 0066088509 6 3 5 0 0 0 0 0 Glutamate-rich WD repeat-containing protein 1 OS=Mus musculus GN=Grwd1 PE=1 SV=2

E9Q906 0066824035 0 5 4 2 0 0 0 0 Catenin delta-1 OS=Mus musculus GN=Ctnnd | PE=1 SV=1

Q8K2B3 0067282364 5 6 6 0 0 0 0 0 Succinate subunit, ial OS=Mus musculus GN=Sdha PE=1 SV=1

Q8BGZ4 0067758005 7 7 5 0 0 0 0 0 Cell division cycle protein 23 homolog OS=Mus musculus GN=Cdc23 PE=1 §

ADAORATIWT 0067758005 7 7 5 0 0 0 0 0 CDC23 (Cell division cycle 23, yeast, homolog), isoform CRA_c OS=Mus museulus GN=Cdc23 PE=1 SV=1

G3IXEWT 0067758005 7 7 5 0 0 0 0 0 CDC23 (Cell division cycle 23, yeast, homolog), isoform CRA_a OS=Mus museulus GN=Cdc23 PE=1 SV=1

QUCRTS 0068235596 13 6 10 0 0 0 0 0 Exportin-T 0S=Mus musculus GN=Xpot PE=1 SV=3

Q2NL51 0068476125 5 6 5 0 0 0 0 0 Glycogen synthase kinase-3 alpha OS=Mus musculus GN=Gsk3a PE=1 SV=2

A0A0R4mn( 0068778285 0 4 4 2 0 0 0 0 Na(+)/H(+) exchange regulatory cofactor NHE-RF2 0S=Mus musculus G!

2935 0068943432 4 5 5 0 0 0 0 0 Tyros c—pmlein phosphatase non-receptor type 6 0S=Mus musculus Gi

Qoqwz 0069541267 8 5 4 0 0 0 0 0 ke protein 22 0S=Mus musculus GN=KIh122 PE=1 SV=1

HIKVO05 0069541267 8 5 4 0 0 0 0 0 Keleh-like protein 22 0S=Mus musculus GN- B

AOAIBOGSX7 0070340683 3 3 2 0 0 0 0 0 Nuclear pore complex protein Nup98-Nup96 OS=Mus musculus GN=Nup98 PE=1 SV=1

Q64378 0.070765139 4 5 4 0 0 0 0 0 Peptidyl-prolyl cis-trans isomerase FKBPS OS:

AOAIBOGROS 0.071671625 4 2 4 0 0 0 0 0 Gamma-tubulin complex component (Fragment) Of

Q921G8 0.071671625 4 2 4 0 0 0 0 0 Gamma-tubulin complex component 2 OS=Mus musculus GN=Tubgep2 PE=1 SV=2

ADAOSTWNS9 007199381 6 8 7 0 0 0 0 0 Lymphocyte antigen 6E (Fragment) OS=Mus musculus GN~-Ly6e P

P14602 007222639 18 14 9 0 0 0 0 0 Heat shock protein beta-1 OS-Mus museulus GN~=Hspb1 PE=1 SV~

contaminant_TRYPSIN 0072429565 4 4 6 0 0 0 0 0 no deseription

Q305N6 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase OS-Mus musculus GN-Rps6kal PE=1 SV~=1

F6Q8A4 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase alpha-1 (Fragment) Of

E9PWV3 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase OS=Mus musculus GN=Rps6kal PE=1 SV=

F6RQA2 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase OS=Mus musculus GN=Rps6kal PE=1 S

PI8653 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase alpha-1 OS=Mus musculus GN=Rps6kal PE=1 SV=1

G3UZI3 0.072671706 9 4 8 0 0 0 0 0 Ribosomal protein S6 kinase alpha-1 OS=Mus musculus GN=Rps6kal PE=1 SV=1

009159 0073037536 4 2 2 0 0 0 0 0 Lysosomal alpha-mannosidase OS=Mus musculus GN=Man2b1 PE=1 SV=4

QIWVS4 0073037536 4 2 2 0 0 0 0 0 Acid ceramidase OS=Mus musculus GN=Asah1 PE=1 SV=1

G3X9Q1 0073226064 5 4 7 0 0 0 0 0 Integrin alpha 7 OS=Mus musculus GN=ltga7 PE=1 SV=1

Q8R2U0 0073375642 7 3 6 0 0 0 0 0 Nucleoporin SEH1 0S=Mus musculus GN=Seh11 PE=2 §

BIAZI6 0073639414 5 3 6 0 0 0 0 0 THO complex subunit 2 0S=Mus musculus GN=Thoc2 P

QV1YP2 0074507005 6 5 3 0 0 0 0 0 Neurolysin, mitochondrial OS=Mus musculus GN=NIn PE=1 $V=1

P83887 007475414 12 5 7 0 0 0 0 0 Tubulin gamma-1 chain OS=Mus musculus GN=Tubg1 PE=1 SV-

E9PWHG 0074889414 5 5 3 0 0 0 0 0 HEAT repeat-containing protein 3 0S=Mus musculus GN=Heatr3 PE=1 SV=1

QUJIKS 0074907086 6 8 6 0 0 0 0 0 Nucleolar RNA helicase 2 0S=Mus musculus GN=Ddx21 PE=1 §

QIWVMI 0.074907086 3 4 3 0 0 0 0 0 Rac GTPase-activating protein | OS=Mus musculus GN=Racgap] P! =

Q9ILB6 0.074907086 6 8 6 0 0 0 0 0 Methionine adenosyliransferase 2 subunit beta OS=Mus musculus GN=Mat2b PE=1 SV=1

Q8C4B4 0075959594 5 2 3 0 0 0 0 0 Protein unc-119 homolog B OS=Mus musculus GN=Uncl 19b PE=1 §'

Q3UWS3 0.07638058 10 14 16 0 0 0 0 0 Protein Niban OS=Mus musculus GN=Fam129a PE=1 SV=2

QIIXR9 00764554 3 2 4 0 0 0 0 0 Phospholipid hydroperoxide glutathione peroxidase, nuclear OS=Mus musculus GN=Gpxd PE=1 SV=3

Q97204 00764554 3 2 4 0 0 0 0 0 Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Mus musculus GN-1 HnmpL PE=1 SV=1

QoDOI8 0.077041604 5 3 0 2 0 0 0 0 mRNA turnover protein 4 homolog OS=Mus musculus G 04 PE

A2AMVI 0.077041604 5 3 0 2 0 0 0 0 RIKEN ¢DNA 2610012022, isoform CRA_a OS-Mus musculus GN-" Mr\o4 PE-1 SV-1

Q3SUT1 0.077782126 7 5 3 0 0 0 0 0 E3 ubiquitin/ISG15 ligase TRIM25 OS=Mus museulus G s

Q61510 0.077782126 7 5 3 0 0 0 0 0 E3 ubiquitin/ISG15 ligase TRIM25 OS=Mus musculus GN

Q8K298 0078460951 5 7 5 0 0 0 0 0 Anillin OS-Mus musculus GN=Anln PE=1 SV=2

P62307 0079333295 3 3 5 0 0 0 0 0 Small nuclear ribonucleoprotein F OS=Mus museulus GN=Snrpf PE=1 SV=1

QU9IAS 0.079374068 6 9 7 0 0 0 0 0 Lyée protein OS=Mus musculus GN=Ly6e PE=I SV=1

AOAOSTWRZ2 0.079374068 6 9 7 0 0 0 0 0 Lymphocyte antigen 6E (Fragment) OS=Mus musculus GN-Ly6e PE=1 SV=1

Q64253 0079374068 6 9 7 0 0 0 0 0 Lymphocyte antigen 6E OS=Mus museulus GN=Ly6e PE=1 SV=

ADAOSTWNT2 0079374068 6 9 7 0 0 0 0 0 Lymphocyte antigen 6E (Fragment) OS=Mus musculus GN=Ly6e PE=1 sv 6

ADAOSTWPY4 0079374068 6 9 7 0 0 0 0 0 Lymphocyte antigen 6E (Fragment) O

ADAOSTWQ6S 0079374068 6 9 7 0 0 0 0 0 Lymphocyte antigen 6E (Fragment) O

QUIIFS 0080797769 4 3 6 0 0 0 0 0 Diphosphomevalonate decarboxylase OS=Mus musculus G}

QVIW96 0081193273 4 4 3 4 0 0 0 0 Anaphase-promoting complex subunit 4 OS-Mus musculus GN~Anaped PE-1 SV~1

P54276 0082748624 5 0 3 2 0 0 0 0 DNA mismatch repair protein Msh6 OS=Mus musculus GN=Msh6 PE=1 S'

Q6A026 0083679833 12 4 8 0 0 0 0 0 n PDSS homolog A OS=Mus musculus GN=PdsSa PE=1 sv 3

E9QPIS 0083679833 12 4 8 0 0 0 0 0 n PDSS homolog A OS=Mus musculus G

P59328 0084095285 2 3 2 0 0 0 0 0 WD repeat and HMG-box DNA-binding protein 1 OS=Mus musculus

AOAOR4TIFE 0.084095285 2 3 2 0 0 0 0 0 WD repeat and HMG-box DNA-binding protein 1 OS=Mus musculus GN= Wdhdl PE=1 sv 1

E9QPB3 0.084095285 2 3 2 0 0 0 0 0 WD repeat and HMG-box DNA-binding protein 1 OS=M

E9QIMS 0.085057279 7 3 3 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolas

BKMMI 0.085057279 7 3 3 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolas

ADAOA6YWNO 0.085057279 7 3 3 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 19 (Fragment) OS=Mus mus

ADADAGYWX1 0.085057279 7 3 3 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 19 OS=Mus m

Q3UID6 0.085057279 7 3 3 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 19 OS=Mus musculus GN~

V9GX06 0.086113781 2 3 4 0 0 0 0 0 Protein Gm11214 (Fragment) OS-Mus musculus GN=Gm11214 PE=1 SV=1

QUILEG 0086172937 6 4 9 0 0 0 0 0 ATP-binding cassette sub-family F member 2 OS-Mus musculus GN=Abcf2 PE=1 SV~1

Q8VCT3 0.086247576 11 5 13 0 0 0 0 0 s

E9PYFI 0.086247576 11 5 13 0 0 0 0 0

Q3SYDO 0.088877496 5 2 4 4 0 0 0 0 Unconventional myosin-Id OS=Mus musculus GN=Myold PE=1 SV=1

Q61805 0092769043 6 2 6 0 0 0 0 0 Lipopolysaccharide-binding protein OS=Mus musculus GN-=] pr PE 15v=2

Q64324 0092972088 2 4 4 0 0 0 0 0 Syntaxin-binding protein 2 OS=Mus musculus GN=Stxbp2

FSWGMS 0092972088 2 4 4 0 0 0 0 0 Syntaxin-binding protein 2 (Fragment) OS=Mus musculus (.vN smwz PE=1 SV=1

Q07832 009313315 6 3 2 0 0 0 0 0 Serine/threonine-protein kinase PLK1 OS=Mus musculus GN=Plk1 PE=1 SV=2

QIWVGS 0093509353 3 6 5 0 0 0 0 0 Endothelial lipase OS=Mus musculus GN=Lipg PE=2 §'

G3XEX0 0093582308 9 7 3 0 0 0 0 0 DEAH (Asp-Glu-Ala-His) box polypeptide 16, isoform CRA_a OS=Mus musculus GN=Dhx16 PE=1 SV=1

QU6890 0094230641 14 16 7 0 0 0 0 0 Clusierin OS=Mus museulus GN=Clu PE=1 SV=1

070325 0094533848 5 2 6 0 0 0 0 0 hione peroxidase, 0S=Mus musculus GN=Gpx4 PE=1 SV=4

FTA8H6 0094533848 5 2 6 0 0 0 0 0 Glutathione peroxidase OS=Mus musculus G s

SARIES 0094533848 5 2 6 0 0 0 0 0 Glutathione peroxidase OS=Mus musculus G B

QvZ081 0095176456 2 2 4 0 0 0 0 0 3'(2'),5bisphosphate nucleotidase 1 OS=Mus musculus GN=Bpnt] PE=1 SV=2

Q3UWS3 0095176456 2 2 4 0 0 0 0 0 408 ribosomal protein $10 OS=Mus musculus GN=Rps10 PE=1 §

Q6A0AY 0095176456 3 3 6 0 0 0 0 0 Constitutive coactivator of PPAR-gamma-like protein 1 Of

AOAIBOGRVO 0095176456 2 2 4 0 0 0 0 0 3'(2'),5"bisphosphate nucleotidase 1 OS=Mus musculus GN=Bpnt1 PE=1 SV=1

P63325 0095176456 2 2 4 0 0 0 0 0 408 ribosomal protein $10 OS=Mus musculus GN=Rps10 PE=1 §

E9Q5G3 0095795094 2 4 3 0 0 0 0 0 Kinesin-like protein KIF23 OS=Mus musculus G!

Q99KDS 0095795094 2 4 3 0 0 0 0 0 Protein unc-45 homolog A OS=Mus musculus Gl

089023 0.099193118 7 4 2 0 0 0 0 0 Tripeptidyl-peptidase 1 OS=Mus musculus G

Q9554 0099812647 3 6 4 0 0 0 0 0 Splicing factor 3A subunit 3 OS]

Q8K2Q7 0.100361789 0 2 4 2 0 0 0 0 BROI domain-containing protein BROX OS-Mus musculus GN=Brox PE=1 SV~1

97792 0.10202611 4 2 6 0 0 0 0 0 Coxsackievirus and adenovirus receptor homolog OS=Mus musculus GN-Cxadr PE=1 SV=1

P70261 0102623212 4 5 0 3 0 0 0 0 Paladin OS-Mus museulus GN=Pald1 PE=1 SV~-1

AOAOR41007 0102623212 4 5 0 3 0 0 0 0 Paladin OS-Mus museulus GN=Pald1 PE=1 SV~1

QUROM4 0102982561 8 2 7 0 0 0 0 0 Podocalyxin OS=Mus musculus GN=PodxI PE=1 SV=2

QUIHLI 0.103492551 0 4 4 3 0 0 0 0 Na(+)/H(+) exchange regulatory cofactor NHE-RF2 OS=Mus musculus GN=Slc9a3r2 PE=1 SV=2

AOAOR4IZX2 0.103492551 0 4 4 3 0 0 0 0 Na(+)/H(+) exchange regulatory cofactor NHE-RF OS=Mus musculus GN=SIc9a3r2 PE=1 SV=1

QS0TP3 0103910301 0 4 2 2 0 0 0 0 E3 ubiquitin-protein ligase UBRS OS=Mus musculus G!

E9Q2HI 0.103910301 0 4 2 2 0 0 0 0 E3 ubiquitin-protein ligase UBRS OS=Mus musculus G!

MIMMKO 0110354948 4 3 8 0 0 0 0 0 Semaphorin-3B O

Q62177 0.110354948 4 3 8 0 0 0 0 0 Semaphorin-3B O

P43275 0.11392901 10 2 6 0 0 0 0 0 Histone HI.1 0=}
0.11449028 2 4 2 0 0 0 0 0 COP9 signalosome complex subunit | OS=Mus musculus GN=Gps| PE=1 SV=1
0.11449028 2 4 2 0 0 0 0 0 d proten (Fragment) OS=Mus musculus GN=Trrap PE=1 SV=1
0.11449028 2 4 2 0 0 0 0 0 d protein OS=Mus musculus GN=Trrap PE=1 SV=
0.11449028 2 4 2 0 0 0 0 0 i

AOAIDSRLL4 0.11449028 2 4 2 0 0 0 0 0

E9PWTI 0.11449028 2 4 2 0 0 0 0 0

AOAT40LIB7 0.11449028 2 4 2 0 0 0 0 0

Q99LD4 0.11449028 2 4 2 0 0 0 0 0

BIATU4 0.11449028 2 4 2 0 0 0 0 0

Q3MIA] 0.11449028 2 4 2 0 0 0 0 0

E9PWKI 0.115370201 5 11 6 0 0 0 0 0

Q9D379 0.115370201 5 11 6 0 0 0 0 0

23927 0.116277245 6 18 15 0 0 0 0 0

QICRAS 0.119352591 4 2 7 0 0 0 0 0 Golgi phosphoprotein 3 OS-Mus musculus GN-Golph3 PE=1 SV=1

QODCES 0.125054635 6 3 1 0 0 0 0 0 p21-activated protein kinase-interacting protein 1 OS-Mus musculus GN=Pak lipl PE=1 SV=2

P57784 0.137349757 9 3 2 0 0 0 0 0 U2 small nuclear ribonucleoprotein A’ OS-Mus musculus GN=Snrpal PE=1 S

Q8ROGY 0.137835159 3 2 7 0 0 0 0 0 Nuclear pore complex protein Nup133 OS=Mus musculus GN=Nup133 PE=1 SV=

E9QSNI 0.145809642 0 8 4 6 0 0 0 0 Titin OS=Mus musculus GN=Ttn PE=1 §

A3KG3 0151173659 2 2 0 2 0 0 0 0 Lysine-specific histone demethylase 1A OS=Mus musculus GN=Kdm|a PE=1 SV=1

Q6ZQ88 0151173659 2 2 0 2 0 0 0 0 Lysine-specific histone demethylase 1A OS=Mus musculus GN=Kdm|a PE=1 SV=2

QUSATS 0.181690482 4 3 0 0 0 0 0 0 H-2 class T histocompatibility antigen, TLA(B) alpha chain OS=Mus musculus GN=H2-T3 PE=1 SV=1

P14432 0.181690482 4 3 0 0 0 0 0 0 H-2 class T histocompatibility antigen, TLA(B) alpha chain OS=Mus musculus GN=H2-T3 PE=1 SV=2




Q6IFZ8
AOAOR4T135
D6RI62
D3Z132
D3Z131
Q5U4D9
P24860
P35822
055106
F8WH41
Q8RSHI
Q8C547
QICPX6
QTSIES
Q9D753
D3YYN3
EOPWWS
P79457
F6SGT4
G3XOF2
Q61468
P56546
QY22
A2A864
EOCYH4
E9PWQY
E9QOT4
Q8R323
Q8C6GS
Q80WQ2
Q3TIU4
QU22E4
Q6PD03
A2ABY3
Q3UTRI
Q80X41
Q8CEC6
DGRFBS
D37667
Q8BZQ7
070492
Q69ZX6
POC6F1
Q78ZMO
D3Z7ES
D3Z620
ADAOG2IFI6
D3YY73
Q7TPDO
P52431
P63044
P63024
BOQZNS
Q3UHD6
P28659
A2ASC6
91XL3
AOAOR4IOTS
Q6NTA4
Q80X95
Q8N7NS
H3BIW3
A2A5K2
H3BI30
P17095
P55065
Q8C2D3
Q6NVF9
BIAQDY
008688
A2ARTS
A2AR76
QYZ2R6
AOAOG2IF8S
P70347
Q3TaIl
D3Z4D8
Z4YIY0
055128
E9Q317
Q35UQY
QSBHB4
BRZXI1
Q921N6
Q80YQ2
PI115T
Q8C417
Q6PAC3
QVZ1G4
K3W4T3
GSES95
Q8C570
E9Q455
E9Q453
E9Q456
GSESRO
GSESR2
GSESRI
A2AFQ9
Q8BX17
E9PUU4
Q6PGCI
Q6PSD3
089112
Q8R3NI
GSE846
G3X981
Q3TTWS
Q80U78
A2A863
Q8VI94
Q62193
Q3TE40
E9Q6M7
FTBX26
Q60676
FSWHR6
P62320
AOAONASUXS
008739
P59325
AOAOG2IFK2

contaminant_UBIQUITIN10
Qv7277

Q3UM45
Q3TIX9

Q56925

QUIIXT

Q6PDM2

H7BX95

E9QNV2

Reverse_tr{BI AXN3[BI AXN3_MOUSE
Q3TIO1

13Q1Us
H3BKTS
FSWGT1
F8WI6S
Q9IYNS
Q3UHZ7
AOAOR4JIFS
AOAOR4I08S
Q99183
Q9IX52
B2KGR2
Q8K363
Q80VI3
GRIL40
W4VSNT
D3ZIN9
F6QL70
P47915
BIARIT
QODIHT
Q8BLYT
BIARDG
035218

0.181704484
0.181740479
0.181887376
0.181890642
0.181890642
0.181890642
0.181896468
0.181999486
0.182019553
0.182019553

018253515

018253515
0.182568009
0.182792568
0.182792568
0.182792568
0.182792568
0.182792568
0.182792568
0.182792568
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182830001
0.182832992
0.182832992
0.182832992
0.182832992
0.182832992
0.182832992
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183906964
0.183963778
0.183963778
0.183963778
0.183963778
0.185670288
0.185670288
0.186104718
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.186119761
0.187539731
0.187539731
0.187539731
0.188019961
0.188019961
0.188026807
0.188026807
0.188026807
0.188026807
0.188026807
0.188026807
0.188113512
0.188113512
0.188680299
0.188680299
0.189476345
0.190643167
0.192105147
0.192105147
0.192105147
0.192105147
0.192105147
0.192105147
0.193319142
0.193319142
0.193319142
0.193319142
0.193441996
0.194180622
0.194180622
0.194180622
0.194180622
0.194297975
0.194297975
0.194297975
0.194297975
0.194297975
0.194297975
0.194297975
0.197238517
0.197238517
0.197238517
0.198188024
0.199064205
0.200504347
0.200825625
0.201865695
0.201865695
0.202019349
0.202019349
0.202019349
0.202019349
0.202019349
0.205518834
0.205518834
0.205518834
0.205682074
0.209598203
0.211041973
0.213932305
0.213932305
0.214040447
0.214988347
0.214988347
0.214988347
0.219482345
0.219948484
0.219948484
0.221016497
0.221016497
0.221016497
0.224168476
0.224168476
0.224168476
0.224168476

0.22434713

0.22434713
0.225492113
0.240964741
0.245864241
0.245864241
0.245864241
0.245864241
0.245864241
0.245864241
0.250836144
0.250836144
0.250836144

0.25689963
0.263153266
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0 MCG1050941 OS=Mus musculus GN=GmS5414 PE=1 SV=1
ium-binding protein 2 OS=Mus musculus GN=Selenbp2 PE=1 SV=1

0 THO complex subunit 6 homolog Of
0 THO complex subunit 6 homolog OS=Mus musculus GN=Thoot PE=1 SV~

speci s V=3
Receptor-type tyrosine-protein phosphatase kappa '0S-Mus musculus GN- ~Piprk PE=1 SV=1
Striatin OS=Mus musculus GN=Strn PE=1 SV=2
Striatin OS=Mus musculus GN=Strn PE=1 SV=1
Ubiquitin carboxyl-terminal hydrolase 15 OS=Mus museulus GN=Usp15 PE=1 SV=1
HEAT repeat-containing protein 5B OS-Mus musculus GN=Heatr5b PE-1 SV
Ubiquitin-like-conjugating enzyme ATG3 OS-Mus musculus GN-Atg3 PE=1 SV=1
F-box only protein 22 OS-Mus musculus GN=Fbx022 PE=1 SV=2
Exosome complex component RRP43 OS=Mus musculus GN-Exose8 PE=1 SV~1
Exosome complex component RRP43 (Fragment) OS=Mus musculus GN=Exose8 PE=1 SV=1
Histone demethylase UTY OS=Mus musculus GN=Uty PE=4 SV=1
Histone demethylase UTY OS=Mus musculus GN=Uty PE=1 SV=2
Exosome complex component RRP43 (Fragment) OS=Mus musculus GN=Exose8 PE=1 SV=1
Histone demethylase UTY OS=Mus musculus GN=Uty PE=4 SV=1
Mesothelin OS=Mus musculus GN=Msln PE=1 §
C-terminal-binding protein 2 OS=Mus musculus GN=Ctbp2 PE=1 SV=2
C-terminal binding protein 2, isoform CRA_b OS=Mus musculus G
Integrin beta OS=Mus musculus GN=ltgb4 PE=1 SV=1
WD repeat-containing protein 26 OS=Mus musculus GN=Wdr26 PE=1 SV=1
C-terminal-binding protein 2 (Fragment) OS=Mus musculus GN=Ctbp2 P!
C-terminal-binding protein 2 (Fragment) OS=Mus musculus GN=Ctbp2 PE
Replication factor C subunit 3 OS=Mus musculus GN=Rfe3 PE=1 SV=1
WD repeat-containing protein 26 OS=Mus musculus GN=Wdr26 PE=1 SV=3
Protein VAC14 homalog OS=Mus musculus GN=Vac14 PE=1 SV=1
2! 5‘—pho\phud|esl=raw 12 0S=Mus musculus GN=Pde]2 PE=1 §

0S=Mus musculus GN=Pey(2 PE=1 SV=1
Serinefhreonine-protein phosphatase 24 56 kD'\ regulatory subunit alpha isoform OS=Mus musculus GN=Ppp2rSa PE=1 SV=1
us musculus GN=Pey(2 PE=1 SV=1

tbp2 PE=1 SV=1

Extended synaptotagmin-1 OS=Mus mu;culu;G s
Serine/threonine-protein kinase VRK1 OS-Mus musculus GN=Vrk1 PE=1 SV=2

Peptidylprolyl isomerase domain and WD repeat-containing protein 1 OS=Mus museulus GN-Ppwd | PE=1 SV=2
DNA polymerase OS-Mus musculus GN=Pold1 PE=1 SV~1

Dynein heavy chain 2, axonemal OS-Mus musculus GN=Dnah2 PE=1 SV~1

Anaphase-promoting complex subunit 2 OS=Mus musculus GN=Anape2 PE=1 SV=2

Sorting nexin-3 OS=Mus musculus GN=Snx3 PE=1 SV=3

MORC family CW-type zinc finger protein 2A OS=Mus musculus GN=Morc2a PE=1 SV=2

Dynein heavy chain 2, axonemal OS=Mus musculus GN=Dnah2 Pl: sv=1

Putative uncharacterized protein OS=Mus musculus GN=Snx =

Glycogen synthase kinase-3 alpha OS=Mus musculus GN=Gsk3a PE= 1 sv=1

Sorting nexin-3 0S=Mus musculus GN=Snx3 PE=1 SV-
Integrator complex subunit 3 OS=Mus musculus GN=Ints3 PE=1 SV=1

Histone deacetylase complex subunit SAP18 OS=Mus musculus GN=Sap18 PE=1 SV=1
Integrator complex subunit 3 0S=Mus musculus GN=Ints3 PE=1 SV=2

DNA polymerase delta catalytic subunit OS=Mus musculus GN=Pold1 PE=1 SV=2
Vesicle-associated membrane protein 2 0S=Mus musculus GN=Vamp2 PE=1 SV=2
ssociated membrane protein 3 OS=Mus musculus GN=Vamp3 PE=1 SV=1
ssociated membrane protein 2 OS=Mus musculus GN=Vamp2 PE=1 SV=1
Sorting nex

mRNA export factor (Fmgmenl) 08=Mu:
UDP-glucuronic acid decarboxylase 1 0S=Mus 1’
CUG triplet repeat, RNA binding protein 1, isoform CRA_b OS=Mu: mueum.e GN{elfl PE-1 8V=1
Ras-related GTP-binding protein B OS=Mus musculus GN=Rragb PE=1 §

Ras-related GTP-binding protein A OS-Mus musculus GN-Rraga
DDBI- and CUL4-associated factor 8 OS-Mus musculus GN=Deaf8 PE=1 §
Cleavage and polyadenylation-specificity factor subunit 6 OS=Mus musculus GN=Cpsf6 PE=1 SV=1
Phospholipid transfer protein OS-Mus musculus GN=Pltp P!
Cleavage and polyadenylation-specificity factor subunit 6 OS=Mus musculus GN=Cpsf6 PE=I SV=1
High mobility group protein HMG-I/HMG-Y OS=Mus musculus GN=Hmgal PE=1 SV=4
Phospholipid transfer protein OS=Mus musculus GN=Pltp PE=1 §
Putative uncharacterized protein OS=Mus musculus GN=Tank PE=1 SV=1

Cleavage and polyadenylation specificity factor subunit 6 OS=Mus musculus GN=Cpsf6 PE=1 SV=1
Protein unc-119 homolog A OS=Mus musculus GN=Unc1 19 PE=1 SV=1

Calpain-5 OS=Mus musculus GN=Capn$ PE=1 SV=1

TRAF family member-associated NF-kappa-B activator OS=Mus musculus GN=Tank P!
TRAF family member-associated NF-kappa-B activator OS=Mus musculus GN=Tank P!
Protein unc-119 homolog A OS=Mus musculus GN=Uncl 19 PE=1 SV=1

Sorting nexin-27 OS=Mus museulus GN=Snx27 PE=1 SV=1

TRAF family member-associated NF-kappa-B activator OS=Mus musculus GN=Tank PE=1 SV=1
BRISC complex subunit Abrol OS=Mus musculus GN=Fam175b PE=1 SV=1

BRISC complex subunit Abrol (Fragment) OS=Mus musculus GN=Fam175b PE=1 SV=2

BRISC complex subunit Abrol OS=Mus musculus GN=Fam175b PE=1 SV=1
Histone deacetylase complex subunit SAP18 OS=Mus musculus GN=Sap18 PE=1 SV- 1
Histone deacetylase complex subunit SAP18 O musculus GN=Sap18b PE=1 §

CST complex subunit CTC OS=Mus musculus GN=Ctel PE=
WD repeat-containing protein 3 O musculus GN=Wdr3 P
Queuine tRNA-ribosyliransferase accessory subunit 2 OS=Mus museulus GN=Quri2 PE=1 SV=2
Probable ATP-dependent RNA helicase DDX27 OS-Mus musculus GN-Ddx27 PE=1 SV=3
Mediator of RNA polymerase II transeription subunit 23 OS=Mus musculus GN-Med23 Pl
Ribonucleoside-diphosphate reductase subunit M2 OS=Mus musculus GN~Rrm2 PE=1 SV-
Transducin beta-like protein 3 OS-Mus musculus GN=Tb13 PE=2

DDBI- and CUL4-associated factor 13 OS=Mus musculus GN=Deaf13 PE=2 SV=2
V-type proton ATPase 116 kDa subunit a isoform 1 OS=Mus musculus GN=Atp6v0al PE=1 SV=3
V-type proton ATPase subunit a OS=Mus musculus GN=Atp6v0al PE=1 SV=1

MCG142264, isoform CRA_b OS=Mus musculus GN=Akr1b10 PE
mRNA export factor OS=Mus musculus GN=Rael PE=1 SV=1
Tropomyosin alpha-1 chain OS
Tropomyosin alpha-1 chain O!

SV=;

Tropomyosin 1, alpha, isoform CRA_j OS=Mus musculus GN= Tpm] PF 1 sv 1
Gem-associated protein 5 OS=Mus musculus GN=Ges B

SV=2

Peripherin OS=Mus musculus GN=Prph PE=1 SV=1
Peripherin OS=Mus musculus GN=Prph PE=1 SV=1
uml PE=1 SV=1

Integrin beta-4 OS=Mus musculus GN=Itgbd P!
2t-5'-oligoadenylate synthase-like protein 1 OS=Mus musculus GN=Oasl| PE-
Replication protein A 32 kDa subunit OS=Mus musculus GN=Rpa2 PE=1 SV=1

Putative uncharacterized protein OS=Mus musculus GN=Rpa2 PE=1 SV=1

Pumilio homolog 1 OS=Mus musculus GN=Pum1 PE=1 SV=1

Serine/threonine-protein phosphatase (Fragment) OS=Mus musculus GN=PppSe PE=1 SV=1
Serine/threonine-protein phosphatase 5 OS=Mus musculus GN=PppSc PE=1 SV
Probable ATP-dependent RNA helicase DDX46 OS=Mus musculus GN=Ddx46 PE=1 SV=1
Small nuclear ribonucleoprotein Sm D3 OS=Mus museulus GN=Snrpd3 PE=1 SV=1
Gamma-enolase OS=Mus musculus GN=Eno2 PE=1 SV=1
AMP deaminase 3 OS=Mus musculus GN=Ampd3 PE=1 SV=2
Eukaryotic translation initiation factor 5 O$=Mus musculus GN=Eif$ PE=1 SV=1

Far upstream element-binding protein 1 (Fragment) OS=Mus musculus GN=Fubp1 PE=1 SV=1
Protein kinase C iota type OS=Mus musculus GN=Prkci PE=1 SV=3

Protein FAM91A1 OS=Mus musculus GN=Fam91al PE=1 SV=1

Hexokinase-2 OS=Mus musculus GN=Hk2 PE=1 §

Signal recognition particle subunit SRP68 OS=Mus mu~culu~ GN-= smax PE=1 SV=2
Replication factor C subunit 2 OS
Ribosome biogenesis protein BOP1 OS=Mus m
Secernin-2 OS-Mus musculus GN=Sern2 PE=1 §
Pre-mRNA-processing factor 6 OS=Mus musculus GN=Prpf6 PE=1 SV=1
Transcription elongation factor SPT6 OS=Mus musculus GN=Supt6h PE=1 SV=2

no description

Tyrosine-protein kinase BAZ1B OS-Mus musculus GN-Bazlb PE=1 SV=2

Protein phosphatase | regulatory subunit 7 0S=Mus museulus GN=Ppp1r7 PE | sv=2
U4/U6.US tri-snRNP-associated protein 2 OS-Mus museulus GN=Usp39 PE=1
Probable ATP-dependent RNA helicase DDX46 OS=Mus musculus GN-1 Ddx46 PE=1 SV=2
Nuclear RNA export factor 1 OS=Mus museulus GN=Nxfl PE=1 SV=3
Serine/arginine-rich splicing factor 1 OS=Mus musculus GN=Srsf] PE=1 SV=3
Serine/arginine-rich-splicing factor 1 OS=Mus musculus GN=Srsfl PE=1 SV=1

Mediator of RNA polymerase II transeription subunit 23 OS=Mus musculus G|
56945 0S=Mus musculus GN=Gm382 PE=4 SV=1

Lethal(2) giant larvae protein homolog 2 Of
Lethal(2) giant larvae protein homolog 2 Of
Adenosylhomocysteinase OS=Mus musculus G
Adenosylhomocysteinase OS=Mus musculus G!
Adenosylhomocysteinase OS=Mus musculus GN=Ahcy|2 PE=1 sv 1
UDP-N-scetylhexosamine pyrophosphorylase 0S=Mus musculus G

=Med23 PE=1 SV=1

Autophagy protein 5 OS=Mus musculus G
L-xylulose reductase OS=Mus musculus GN=Dexr PE=1
LanC-like protein | (Fragment) OS=Mus musculus GN=Lancll PE=1 SV
ATP-dependent RNA helicase DDX18 OS=Mus musculus GN=Ddx 18 P!
2%-deoxynucleoside 5'-phosphate N-hydrolase 1 OS=Mus museulus GN=Dnph1 PE=1 SV=2
Lysine-specific histone demethylase 1A (Fragment) OS-Mus musculus GN=Kdm a PE=1 SV~1
MCG123916 OS-Mus musculus GN=Gm3550 PE—4 SV~1
MCG9889 OS-Mus musculus GN=Gm 10709 PE=4 SV=1
Protein Gm17669 OS-Mus musculus GN-Gm17669 PE~4 SV-
60S ribosomal protein L29 OS=Mus musculus GN=Rp129 PE=
Protein Chd3 OS=Mus musculus GN=Chd3 PE=1 SV=1

Golgi to ER traffic protein 4 homolog OS=Mus musculus GN=Getd PE=1 SV=2
Serine/arginine-rich splicing factor 7 OS=Mus musculus GN=Srsf7 PE=1 SV=1

Protein SIfn9 OS=Mus musculus GN=Sfn9 PE=1 SV=1

Cleavage and polyadenylation specificity factor subunit 2 OS=Mus musculus GN=Cpsf2 PE=1 SV=1

sv=2
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=



D372729 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 0S=Mus musculus GN=Eif4e2 PE=1 SV=1
Reverse_tr/S4R1PS[S4R1PS_MOUSE, 0391002219 0 0 2 0 0 0 0 0 Dystonin OS=Mus musculus GN=Dst PE=1 SV=1
D37730 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 OS=Mus musculus GN=Eif4e2 PE=1 SV=1
P42859 0391002219 2 0 0 0 0 0 0 0 Huntingtin OS=Mus musculus GN=Hit PE=1 SV=
Q9Z130 0391002219 4 0 0 0 0 0 0 0 Heterogeneous nuclear ribonucleoprotein D-like OS=Mus musculus GN=Hnrnpd! PE=I SV=1
AOAOI9YUF9 0391002219 0 0 0 2 0 0 0 0 (Fragment) OS=Mus musculus GN=Pnkp PE=1 SV=1
H3BKA7 0391002219 0 3 0 0 0 0 0 0 Neuroplastin OS=Mus musculus GN=Nptn PE=I SV=1
QIIKX6 0391002219 2 0 0 0 0 0 0 0 ADP-sugar pyrophosphata Mus musculus GN=Nudt5 PE=1 SV
QIDB77 0391002219 0 4 0 0 0 0 0 0 Cytochrome b-cl complex subunit 2, mitochondrial OS=Mus musculus GN=Ugere2 PE=1 SV=1
QIDAVE 0391002219 2 0 0 0 0 0 0 0 Protein Serpinb9b OS=Mus musculus GN=Serpinb9b PE=1 §
D3YUVI 0391002219 3 0 0 0 0 0 0 0 Nuclear receptor-binding protein OS=Mus musculus GN=Nrbp1 PE=I SV=
D3YUV9 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 OS-Mus musculus GN~Eif4e2 PE=1 SV~1
Q8C3Y4 0391002219 0 0 2 0 0 0 0 0 Kinetochore-associated protein 1 0S=Mus musculus GN=Kntcl PE=1 SV=2
D3Z6W2 0391002219 0 2 0 0 0 0 0 0 Tyrosine-protein phosphatase non-receptor type OS-Mus musculus GN=Ptpn2 PE=1 SV~1
E9Q405 0391002219 3 0 0 0 0 0 0 0 Unconventional myosin-XVIIla OS-Mus musculus GN-Myol8a PE=1 SV=1
Q8CE96 0391002219 0 0 2 0 0 0 0 0 (RNA (adenine(58)-N(1))-methy transferase non-catalytic subunit TRM6 OS=Mus museulus GN=Trmt6 PE=1 SV=1
A2A4P0 0391002219 2 0 0 0 0 0 0 0 ATP-dependent RNA helicase DHX8 OS=Mus musculus GN=Dhx8 PE=2 SV=1
Reverse_splQ62209SYCP1_MOUSE 0391002219 2 0 0 0 0 0 0 0 Synaptonemal complex protein 1 OS=Mus musculus GN=Syep1 PE=1 SV-
QICWX9 0391002219 2 0 0 0 0 0 0 0 Probable ATP-dependent RNA helicase DDX47 OS=Mus musculus GN=Ddx47 PE=2 SV=2
Q6PFDY 0391002219 0 0 2 0 0 0 0 0 Nuclear pore complex protein Nup98-Nup96 OS=Mus musculus GN=Nup98 PE=1 SV=2
E9PZR3 0391002219 3 0 0 0 0 0 0 0 Poly(A) polymerase alpha OS=Mus musculus GN=Papola PE=1 S
Q8CDM1 0391002219 0 0 0 2 0 0 0 0 ATPase family AAA domain-containing protein 2 OS=Mus musculus GN=Atad2 PE=1 SV=1
A2A4N9 0391002219 2 0 0 0 0 0 0 0 ATP-dependent RNA helicase DHXS (Fragment) OS=Mus musculus GN=Dhx§ PE=1 SV=§
Q6PFAL 0391002219 0 0 3 0 0 0 0 0 Geranylgerany! transferase type-2 subunit beta OS=Mus musculus GN=Rabggtb PE=1 SV=1
G3XA09 0391002219 0 0 2 0 0 0 0 0 Apoptotic protease-activating factor 1 OS=Mus musculus GN=Apafl PE=1 SV=1
Reverse_sp/Q9IMH9MY18A_MOUSE 0391002219 0 0 2 0 0 0 0 0 Unconventional myosin-XVIlla OS=Mus musculus GN=Myo18a PE=1 SV=2
B2RRE2 0391002219 3 0 0 0 0 0 0 0 Myol8a protein OS=Mus musculus GN=Myo18a PE=1 SV=I
QUCWU9 0391002219 0 0 4 0 0 0 0 0 Nucleoporin Nup37 08=Mus musculus GN=Nup37 PE=1 S
AOA0I9YV4S 0391002219 0 0 0 2 0 0 0 0 (Fragment) OS=Mus musculus GN=Pnkp PE=1 SV=1
Q64471 0391002219 0 2 0 0 0 0 0 0 Glutathione S-transferase theta-1 OS=Mus musculus GN=Gsttl PE=1 SV=4
AOAOJ9YURS 0391002219 0 2 0 0 0 0 0 0 C-terminal-binding protein | (Fragment) OS=Mus musculus GN=Ctbp1 PE=1 SV=1
QBIRUS 0391002219 0 0 4 0 0 0 0 0 Clathrin light chain B OS=Mus musculus GN=Cltb PE=1 SV=1
A2A418 0391002219 2 0 0 0 0 0 0 0 Vacuolar protein-sorting-associated protein 25 OS=Mus museulus GN=Vps25 PE=1 SV=1
Q8VCV2 0391002219 0 2 0 0 0 0 0 0 Ndrg3 protein OS-Mus museulus GN-Ndrg3 PE=1 §
QIDAKY 0391002219 4 0 0 0 0 0 0 0 14 kDa phosphohistidine phosphatase OS=Mus musculus GN=Phpt1 PE=1 SV~=1
QVZ0G2 0391002219 0 2 0 0 0 0 0 0 SRSF protein kinase 3 OS-Mus musculus GN=Srpk3 PE~1 SV=1
Reverse_tr[H7BX05[H7BX05_MOUSE 0391002219 0 0 0 2 0 0 0 0 Obscurin OS-Mus musculus GN-Obsen PE=1 SV-2
E9Q3Y1 0391002219 0 0 0 2 0 0 0 0 Serpin B6 (Fragment) OS-Mus musculus GN=Serpinb6a PE=1 SV=1
Q6NZH9 0391002219 0 0 2 0 0 0 0 0 Protein Rasgrp3 OS-Mus musculus GN-Rasgrp3 PE=1 SV=1
E9Q3Y4 0391002219 0 0 4 0 0 0 0 0 Lipopolysaccharide-responsive and beige-like anchor protein OS=Mus musculus GN=Lrba PE=1 SV=1
Q80WC7 0391002219 0 0 2 0 0 0 0 0 Arf-GAP domain and FG repeat-containing protein 2 OS=Mus musculus GN=Agfg2 PE=1 §'
P55288 0391002219 0 0 5 0 0 0 0 0 Cadherin-11 OS=Mus musculus GN=Cdh11 PE=1 SV=1
Reverse_tr/A2AD39/A2AD39_MOUSE 0391002219 0 2 0 0 0 0 0 0 SCL-interrupting locus protein homolog OS=Mus musculus GN=Stil PE=4 SV=1
QS8OWCT 0391002219 0 0 0 2 0 0 0 0 Ubinuclein-2 OS-Mus museulus GN~Ubn? P! =
Q8BKSS 0391002219 5 0 0 0 0 0 0 0 i us musculus GN=Hspbap PE=1 SV-2
QUILCS 0391002219 3 0 0 0 0 0 0 0 acs PE=1 SV-
ADAOSTWRUO 0391002219 0 0 0 2 0 0 0 0 Protein Tns! (Fragment) OS-Mus musculus GN=Tns| PE=1 SV=1
QUIIRS 0391002219 0 0 3 0 0 0 0 0 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 0S=Mus musculus GN=Smarcd2 PE=1 SV=2
QICXWT 0391002219 0 0 0 5 0 0 0 0 408 ribosomal protein $9 OS=Mus musculus GN=Rps9 PE=1 SV=1
QITMF2 0391002219 0 0 2 0 0 0 0 0 35" exoribonuclease 1 0S-Mus musculus GN=Eril PE-1 $V=2
088895 0391002219 4 0 0 0 0 0 0 0
Q99IX3 0391002219 0 0 4 0 0 0 0 0
ADAOI9YUYS 0391002219 0 0 5 0 0 0 0 0
Reverse_tr[E9QPE7|E9QPE7_MOUSE 0391002219 2 0 0 0 0 0 0 0
8879 0391002219 0 0 2 0 0 0 0 0 A

E9QMR2 0391002219 2 0 0 0 0 0 0 0
D3YUGY 0391002219 0 0 2 0 0 0 0 0 Quinone oxidoreductase (Fragment) OS-Mus musculus GN~Cryz P
QuCYs2 0391002219 0 0 4 0 0 0 0 0 Probable tRNA(His) guanylyliransferase OS=Mus musculus GN= ThgllPE 15v=1
QU9KT4 0391002219 0 2 0 0 0 0 0 0 Mediator of RNA polymerase IT transcription subunit 24 OS=Mus musculus GN-Med24 PE=1 SV~=1
A2AFF6 0391002219 0 0 3 0 0 0 0 0 Cohesin subunit SA-2 OS-Mus musculus GN=Stag2 PE~1 SV=1
QITMC8 0391002219 0 2 0 0 0 0 0 0 L-fucose kinase OS-Mus museulus GN=Fuk PE=I SV=1
D3Z5W6 0391002219 2 0 0 0 0 0 0 0 Fatty acyl-CoA reductase (Fragment) OS=Mus musculus GN=Farl PE=1 SV=1
P18242 0391002219 3 0 0 0 0 0 0 0 Cathepsin D OS-Mus musculus GN~Ctsd PE=1 SV=1
Reverse_sp/QIJKKS|ATR_MOUSE 0391002219 0 2 0 0 0 0 0 0 Serine/threonine-protein kinase ATR OS=Mus musculus GN=Atr PE=1 SV=2
QSSVF9 0391002219 0 0 2 0 0 0 0 0 THO complex subunit 5 homolog OS=Mus musculus G
Q36A07 0391002219 5 0 0 0 0 0 0 0 Sodium channel subunit beta-2 OS-Mus musculus G
F6Y6L6 0391002219 3 0 0 0 0 0 0 0 Uncharacterized protein (Fragment) OS=Mus musculus GN=Ctsd PE= 1 sv=1
Q60963 0391002219 0 0 2 0 0 0 0 0 Platelet-activating factor acetylhydrolase OS=Mus musculus GN=Pla2g7 PE=2 SV=2
QURIT2 0391002219 0 0 5 0 0 0 0 0 SUMO-activating enzyme subunit 1 OS=Mus musculus G| V-
E9QMES 0391002219 0 2 0 0 0 0 0 0 E3 ubiquitin-protein ligase TRIM33 OS=Mus musculus GN=Trim33 PE=1 V=1
QUQYF9 0391002219 0 2 0 0 0 0 0 0 Protein NDRG3 OS=Mus musculus GN=Ndrg3 PE=1 §
A2AWAY 0391002219 0 0 2 0 0 0 0 0 Rab GTPase-activating protein 1 OS=Mus musculus GN=Rabgap1 PE=1 SV=1
A2AWA7 0391002219 0 0 2 0 0 0 0 0 Rab GTPase-activating protein | (Fragment) OS Rabgap
G3X926 0391002219 0 2 0 0 0 0 0 0 MCG1407, isoform CRA_a OS=Mus musculus G| E
G3X920 0391002219 2 0 0 0 0 0 0 0 Armadillo repeat containing 8, isoform CRA_b OS=Mus musculus GN=Armc8 PE=1 SV=1
Reverse_sp|Q924A2/CIC_MOUSE 0391002219 0 2 0 0 0 0 0 0 Protein capicua homolog OS=Mus musculus GN=Cic PE=1 SV=
A2AWBO 0391002219 0 0 2 0 0 0 0 0 Rab GTPase-activating protein | (Fragment) OS=Mus musculus GN=Rabgap1 PE=1 SV=8
Q6PFV6 0391002219 0 0 3 0 0 0 0 0 Ephas protein OS=Mus musculus GN=Epha5 PE=1 SV=
ADAOI9YVI3 0391002219 0 2 0 0 0 0 0 0 C-terminal-binding protein | (Fragment) OS=Mus musculus Gwﬂhpl PE=1 SV=1
Q3TIZ6 0391002219 0 0 2 0 0 0 0 0 Protein FAM98A OS=Mus musculus GN=Fam98a PE=1 SV=
D3YTQ3 0391002219 4 0 0 0 0 0 0 0 Heterogencous nuclear ribonucleoprotein D-like OS=Mus musullus GN=Hnrnpdl PE=1 SV=1
P28667 0391002219 3 0 0 0 0 0 0 0 MARCKS-related protein OS-Mus musculus GN=Marcksll PE=1 §
Q8CDY2 0391002219 0 0 3 0 0 0 0 0 Tetratricopeptide repeat protein 27 OS=Mus musculus GN=Tte27 PE=1 SV=2
P53612 0391002219 0 0 3 0 0 0 0 0 Geranylgeranyl transferase type-2 subunit beta OS-Mus musculus GN-Rabggtb PE=1 SV-2
G3UXCO 0391002219 0 0 3 0 0 0 0 0 SWI/SNF-related matrix-associated actin- dependem regulator of chromatin subfamily D member 2 (Fragment) OS-Mus musculus GN-Smarcd2 PE=1 SV~=1
Reverse_sp/A2CG49KALRN_MOUSE 0391002219 2 0 0 0 0 0 0 0 Kalirin OS=Mus musculus GN=Kalrn P!
Q8BHY2 0391002219 0 0 5 0 0 0 0 0 Nucleolar complex protein 4 homolog OS- Mus musculus GN-Noedl PE=2 SV-1
Reverse_splQIWTI7MYOIC_MOUSE 0391002219 0 0 2 0 0 0 0 0 Unconventional myosin-Ie OS=Mus musculus GN=Myole PE=1 SV=2
055143 0391002219 0 0 2 0 0 0 0 0 Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Mus musculus GN=Atp2a2 PE=1 SV=2
G3UXE9 0391002219 0 0 4 0 0 0 0 0 Protein G909 0S-Mus musculus GN-Gm8909 PE=1 SV=1
Q8CDIS 0391002219 0 0 3 0 0 0 0 0 d histidyl MINA OS=Mus musculus GN=Mina PE=1 SV=2
Q3UVL4 0391002219 0 3 0 0 0 0 0 0 Vacuolar protein sorting- assocmea protein 51 homolog OS=Mus musculus GN=VpsS1 PE=1 SV
Q80UIT 0391002219 2 0 0 0 0 0 0 0 Rab3 GTPase-activating protein catalytic subunit OS=Mus musculus GN=Rab3gap] PE=1 SV=4
Q99145 0391002219 3 0 0 0 0 0 0 0 Nuclear receptor-binding protein OS=Mus musculus GN=Nrbp1 PE=1 §
QIDAAG 0391002219 0 2 0 0 0 0 0 0 Exosome complex component CSL4 OS=Mus musculus oN Exoscl PE=1 SV=1
Reverse_tr[B2RRE2[B2RRE2_MOUSE 0391002219 0 0 2 0 0 0 0 0 Myol8a protein OS=Mus musculus GN=Myo18a PE=
054781 0391002219 0 2 0 0 0 0 0 0 SRSF protein kinase 2 0S=Mus musculus GN=Srpk2 Pl:
Reverse_r[D6RHQ6|D6RHQ6_MOUSE 0391002219 0 2 0 0 0 0 0 0 Ubiquitinyl hydrolase 1 OS=Mus musculus GN=Usp16 PE=1 SV=1
Q8BIQS 0391002219 3 0 0 0 0 0 0 0 Cleavage stimulation factor subunit 2 OS=Mus museulus GN=Cstf2 PE=1 SV=2
Reverse_trfF6VZH1F6VZHI_MOUSE 0391002219 0 2 0 0 0 0 0 0 Small G protein-signaling modulator 3 (Fragment) OS=Mus musculus GN=Sgsm3 PE=1 SV=1
Reverse_sp[P97378[112R2_MOUSE 0391002219 3 0 0 0 0 0 0 0 Interleukin-12 receptor subunit beta-2 OS=Mus musculus GN=I112rb2 PE=1 SV=1

99179 0391002219 0 2 0 0 0 0 0 0 DNA damage-binding protein 2 0S=Mus musculus GN=Ddb2 PE=1 SV=1
F6T941 0391002219 0 0 0 2 0 0 0 0 Transcription factor E2-alpha (Fragment) OS=Mus musculus GN=Tef3 PE=1 SV=1
QSBRFT 0391002219 2 0 0 0 0 0 0 0 Secl family domain-containing protein 1 0S=Mus musculus GN=Scfdl PE=1 SV=1
E9Q5C9 0391002219 0 3 0 0 0 0 0 0 Protein Nolel OS=Mus musculus GN=Nolel PE=1 §
Q8VCDS 0391002219 0 2 0 0 0 0 0 0 Mediator of RNA polymerase II transcription subunit 17 OS=Mus musculus GN-Med17 PE=1 SV=1
P10400 0391002219 2 0 0 0 0 0 0 0 Retrovirus-related Pol polyprotein (Fragment) OS=Mus musculus GN=Pol PE=2 SV~
Q80UWS 0391002219 3 0 0 0 0 0 0 0 DNA-directed RNA polymerases I, 11, and 11T subunit RPABC1 OS-Mus musculus GN~=Polr2e PE=1 SV~1
FICIS8 0391002219 0 0 0 5 0 0 0 0 40 ribosomal protein $9 (Fragment) OS=Mus musculus GN-Rps9 PE=1 SV=1
A2AP29 0391002219 0 2 0 0 0 0 0 0 Probable ATP-dependent RNA helicase DDX58 (Fragment) OS=Mus musculus GN-Ddx58 PE=1 SV~1
Q6Q899 0391002219 0 2 0 0 0 0 0 0 Probable ATP-dependent RNA helicase DDX58 OS=Mus musculus GN-Ddx58 PE=1 SV=2
QSSUF2 0391002219 0 0 2 0 0 0 0 0 Luc7-like protein 3 OS=Mus musculus GN=Luc7I3 PE=1 SV=1
Q8VCFI 0391002219 0 0 3 0 0 0 0 0 Soluble calcium-activated nucleotidase 1 OS=Mus musculus GN=Cantl PE=2 SV=1
Q6P4S8 0391002219 2 0 0 0 0 0 0 0 Integrator complex subumr 1 0S=Mus musculus GN=Ints! PE=I SV=2
Q6P549 0391002219 3 0 0 0 0 0 0 0 2 0S=Mus musculus GN=Inppl1 PE=1 SV=1
Q92219 0391002219 2 0 0 0 0 0 0 0 Fatty acyl-CoA reducmse 1 0S=Mus musculus GN=Farl PE=1 SV=1
QUIPPT 0391002219 0 2 0 0 0 0 0 0 E3 ubiquitin-protein ligase TRIM33 OS=Mus musculus GN=Trim33 PE=1 SV=2
Q8RSK4 0391002219 0 0 2 0 0 0 0 0 Nucleolar protein 6 OS=Mus musculus GN=Nol6 PE=2 SV=2
E9PXW3 0391002219 0 0 0 3 0 0 0 0 Tetratricopeptide repeat protein 14 OS=Mus musculus GN=Ttc14 PE=1 SV=3
Q64261 0391002219 0 0 3 0 0 0 0 0 Cyclin-dependent kinase 6 OS=Mus musculus GN=Cdk6 PE=1 SV=2
A2CES4 0391002219 3 0 0 0 0 0 0 0 U2 small nuclear ribonucleoprotein B (Fragment) OS=Mus musculus G!
Q80U44 0391002219 0 0 0 2 0 0 0 0 Zine finger FYVE domain-containing profein 16 Of
Q6A009 0391002219 6 0 0 0 0 0 0 0 E3 ubiquitin-protein ligase listerin OS=Mus musculus GN=Ln] PE=
Reverse_sp|Q8CG73FTM_MOUSE 0391002219 2 0 0 0 0 0 0 0 Protein fantom OS=Mus musculus GN=Rpgrip11 PE=1 SV=2
Reverse_tr/Q8BXX3|Q8BXX3_MOUSE 0391002219 2 0 0 0 0 0 0 0 GPl-anchor transamidase OS=Mus musculus GN=Pigk PE=1 SV=1
Reverse_sp|P11369[LORF2_MOUSE 0391002219 0 2 0 0 0 0 0 0 LINE-1 retrotransposable clement ORF2 protein OS=Mus musculus GN=Pol PE=1 §
BIAQTS 0391002219 0 5 0 0 0 0 0 0 Keratin, type I cuticular Ha6 OS=Mus musculus GN=Krt36 PE=1 SV
BIAQ77 0391002219 0 0 18 0 0 0 0 0 y
Reverse_r[E9QPK4[E9QPK4_MOUSE 0391002219 0 2 0 0 0 0 0 0 Serine/threonine-protein kinase ATR OS=Mus musculus GN=Atr PE=1 SV=1
Q3UUTO 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 OS=Mus musculus GN~Eif4e2 PE=1 SV~=1
Q922K9 0391002219 0 0 0 2 0 0 0 0 Tyrosine-protein kinase FRK OS=Mus musculus GN=Frk PE=1 SV-
Q8KOY2 0391002219 0 24 0 0 0 0 0 0 Keratin, type I cuticular Ha3-1 OS-Mus musculus GN=Krt33a PE=1 SV~-1
Reverse_splQ99LGO[UBP16_MOUSE 0391002219 0 2 0 0 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 16 OS-Mus musculus GN=Usp16 PE=1 SV=2
QUESI0 0391002219 0 0 4 0 0 0 0 0 Exportin-4 0S=Mus musculus GN=Xpod PE=1 SV=2
E9QOMI 0391002219 3 0 0 0 0 0 0 0 Cytosolic purine 5nucleotidase OS-Mus musculus GN-Nt5¢2 PE=I SV=1
Q8BH76 0391002219 0 0 0 2 0 0 0 0 DNA polymerase delta subunit 3 OS=Mus musculus GN=Pold3 PE=I SV=1
QIIF6 0391002219 0 0 3 0 0 0 0 0 Geranylgerany! transferase type-2 subunit beta OS=Mus musculus GN=Rabggtb PE=1 SV=1
AOAIBOGT66 0391002219 3 0 0 0 0 0 0 0 Uncharacterized protein (Fragment) OS=Mus musculus PE=1 SV~
Q8BPM2 0391002219 0 0 3 0 0 0 0 0 Mitogen-activated protein kinase kinase kinase kinase 5 OS=Mus musculus GN=Mapdk$ PE=1 SV=2
088597 0391002219 0 0 2 0 0 0 0 0 Beclin-1 OS=Mus musculus GN=Been] PE=1 SV=3
Q1750 0391002219 5 0 0 0 0 0 0 0 Flap endonuclease 1 OS=Mus musculus GN=Fen1 PE=1 SV=1
QUESL4 0391002219 4 0 0 0 0 0 0 0 Mitogen-activated protein kinase kinase kinase MLT OS=Mus musculus GN=Zak PE=1 SV=1
Q61183 0391002219 3 0 0 0 0 0 0 0 Poly(A) polymerase alpha OS=Mus musculus GN=Papola PE=1 SV:
Q69ZR2 0391002219 3 0 0 0 0 0 0 0 E3 ubiquitin-protein ligase HECTD1 OS=Mus musculus GN Hectdl PE=1 SV=2
A2A709 0391002219 4 0 0 0 0 0 0 0 Secernin-2 (Fragment) OS=Mus musculus GN=Sern2 PE=1 §
088587 0391002219 0 0 2 0 0 0 0 0 Catechol O-methyliransferase OS=Mus musculus GN=Comt PE= 1 svV=2
QGEDY6 0391002219 4 0 0 0 0 0 0 0 F-actin-uncapping protein LRRCI6A OS=Mus musculus GN=Carmill PE=1 SV=2
EOCXET 0391002219 2 0 0 0 0 0 0 0 CST complex subunit CTCI OS=Mus musculus GN=Ctc] PE=1 §
Q8BI0G 0391002219 0 2 0 0 0 0 0 0 Cell migration-inducing and hyaluronan-binding protein OS=Mus musculus GN=Cemip PE=1 SV=4
Reverse_contaminant_IGA0_HAEIN 0391002219 2 0 0 0 0 0 0 0 owlP44969| IMMUNOGLOBULIN Al PROTEASE PRECURSOR (EC 3.4.21.72) (IGA1 PROTEASE)
QUIIF3 0391002219 0 2 0 0 0 0 0 0 NO66 OS=Mus musculus GN=-No66 PE=1 SV=2
E9PYI6 0391002219 0 0 3 0 0 0 0 0
AOAIBOGSKS 0391002219 0 0 0 13 0 0 0 0 Tetraspanin (Fragment) OS=Mus musculus GN=Cd151 PE=1 SV=1
Qo832 0391002219 0 3 0 0 0 0 0 0 Dnal homolog subfamily B member 4 OS=Mus musculus GN=Dnajb4 PE=1 SV~1
Reverse_contaminant_IGA2_HAEIN 0391002219 2 0 0 0 0 0 0 0 owl[P45384] IMMUNOGLOBULIN Al PROTEASE PRECURSOR (EC 3.4.21.72) (IGA1 PROTEASE)...
Reverse_tr[E9Q202[E9Q202_MOUSE 0391002219 0 0 2 0 0 0 0 0 Low-density lipoprotein receptor-related protein 1B OS-Mus musculus GN=Lrp1b PE=1 SV=2
VIGXY8 0391002219 0 0 2 0 0 0 0 0 Quinone oxidoreductase OS-Mus musculus GN~Cryz PE=1 SV~1
088632 0391002219 2 0 0 0 0 0 0 0 Semaphorin-3F OS-Mus musculus GN=Sema3f PE=2 SV=2
P41241 0391002219 2 0 0 0 0 0 0 0 Tyrosine-protein kinase CSK OS-Mus musculus GN-Csk PE=1 SV=2
QOIS0 0391002219 0 2 0 0 0 0 0 0 Ribosome production factor 2 homolog OS=Mus musculus GN=Rpf2 PE=2 SV=2
QUIPW4 0391002219 2 0 0 0 0 0 0 0 TPS3-regulating kinase OS=Mus musculus GN=Tp33rk PE=2 SV=1
ABXY17 0391002219 2 0 0 0 0 0 0 0 Vacuolar protein-sorting-associated protein 25 OS=Mus museulus GN=Vps25 PE=1 SV=1

9D7I7 0391002219 0 0 2 0 0 0 0 0 Calpain small subunit 2 OS=Mus musculus GN=Capns2 PE=2 SV=1
Reverse_sp|P08553[NFM_MOUSE 0391002219 0 0 0 3 0 0 0 0 Neurofilament medium polypeptide OS=Mus musculus GN=Nefin PE=1 SV=4
3QMWS 0391002219 0 0 0 2 0 0 0 0 Protein Gm2075 OS=Mus musculus GN=Gm2075 PE=3 SV=1



QSBHL4 0391002219 3 0 0 0 0 0 0 0 Retinoic acid-induced protein 3 OS=Mus musculus GN=GpreSa PE=1 SV=1
D32030 0391002219 4 0 0 0 0 0 0 0 F-actin-uncapping protein LRRCI6A OS=Mus musculus GN=Carmill PE=1 SV=2
E9QIT3 0391002219 0 0 3 0 0 0 0 0 Mitogen-activated protein kinase kinase kinase kinase O Mu: mu<culu< GN=Map4ks PE=1 SV=1
E0CY49 0391002219 2 0 0 0 0 0 0 0 Argininosuccinate lyase (Fragment) OS=Mus musculus G
Reverse_trAOAOUIRPDS|AOAOUIRPDS_MOUSE 0391002219 2 0 0 0 0 0 0 0 General transcription factor 3C polypeptide 1 OS=Mus mu\culm GN Gifsel PE-1 SV-1
E9PYXT 0391002219 0 0 2 0 0 0 0 0 Afadin OS=Mus musculus GN=Afdn PE=1 §
Reverse_trlQ6A099/Q6A099 MOUSE 0391002219 0 0 5 0 0 0 0 0 MKIAA0248 protein (Fragment) OS=Mus musculus GN=Gbf1 PE=1 ev 1
QIIXV3 0391002219 0 5 0 0 0 0 0 0 Brain acid soluble protein 1 0S=Mus museulus G
Q8C156 0391002219 0 2 0 0 0 0 0 0 Condensin complex subunit 2 OS=Mus musculus G :1
Q3U2K8 0391002219 0 0 2 0 0 0 0 0 Arf-GAP domain and FG repeat-containing protein 2 0S=Mus musculus GN=Agfg2 PE=1 SV=1
EOCY11 0391002219 0 0 0 2 0 0 0 0 Neurexin-1 OS=Mus musculus GN=Nrxn1 PE=1 SV=2
070551 0391002219 0 2 0 0 0 0 0 0 SRSF protein kinase 1 O
Qo1X22 0391002219 0 0 2 0 0 0 0 0 Protocadherin beta-8 OS=Mus musculus GN~Pedhb8 PE=1 SV-
QUP6SS 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E member 2 0S-Mus musculus GN~Eif4e2 PE=1 SV=1
P54729 0391002219 3 0 0 0 0 0 0 0 NEDDS ultimate buster 1 OS-Mus musculus GN-Nubl PE=1
Q8C129 0391002219 2 0 0 0 0 0 0 0 Leucyl-cystinyl aminopeptidase OS=Mus musculus GN~Lnpep PE=1 SV=1
P97861 0391002219 0 60 0 0 0 0 0 0 Keratin, type IT cuticular Hb6 OS=Mus musculus G 6 P
QUD646 0391002219 0 30 0 0 0 0 0 0 Keratin, type I cuticular Had OS=Mus musculus GN=Krt34 PE
Q61033 0391002219 0 0 0 2 0 0 0 0 Lamina-associated polypepide 2. isoforms alpha/zeta OS=Mus museulus GN=Tmpo PE=1 SV=4
F6SMYT 0391002219 0 2 0 0 0 0 0 0E i sv=1
Q8CODS 0391002219 2 0 0 0 0 0 0 0 Elongation factor-like GTPase 1 OS=Mus musculus GN=Efll PE=1 SV-
A2AQE4 0391002219 0 2 0 0 0 0 0 0 COP9 signalosome complex subunit 2 OS=Mus musculus GN=Cops2 PE=1 SV=1
D327Q3 0391002219 3 0 0 0 0 0 0 0 Guanine nucleotide-binding protein subunit gamma OS=Mus musculus GN=Gng$ PE=1 SV=1
Q8BWY9 0391002219 2 0 0 0 0 0 0 0 Protein CIP2A 0S=Mus musculus GN=Ki sV=3
FOWYMO 0391002219 0 0 0 7 0 0 0 0
QI1YI0 0391002219 2 0 0 0 0 0 0 0
Q62418 0391002219 0 0 0 2 0 0 0 0
E9Q397 0391002219 0 0 0 2 0 0 0 0 Spectrin beta chain, erythrocytic Of
Reverse_sp/Q91ZU6[DYST_MOUSE 0391002219 0 0 2 0 0 0 0 0 Dystonin OS=Mus musculus GN-
VIGX38 0391002219 0 0 4 0 0 0 0 0 Protein Gm17190 OS-Mus musculus GN-Gm17190 PE-1 SV-1
Q80527 0391002219 3 0 0 0 0 0 0 0 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5 0S=Mus musculus GN=Gng$ PE=1 SV=2
Q8BHS7 0391002219 2 0 0 0 0 0 0 0 WD repeat-containing protein 48 OS=Mus musculus G
B7ZNL2 0391002219 0 0 8 0 0 0 0 0 Nap114 protein OS=Mus musculus GN=Nap114 PE=1 S|
Reverse_sp[F7A4A70TOGL_MOUSE 0391002219 0 3 0 0 0 0 0 0 Otogelin-like protein OS=Mus musculus GN=Otog] P!
Reverse_splQ8VCZ6/SGSM3_MOUSE 0391002219 0 2 0 0 0 0 0 0 Small G protein signaling modulator 3 OS=Mus musculus GN=Sgsm3 PE=1 SV=1
QUESE1 0391002219 0 0 4 0 0 0 0 0 Lipopolysaccharide-responsive and beige-like anchor protein OS-Mus museulus GN~Lrba PE=1 SV=1
Q3UM33 0391002219 4 0 0 0 0 0 0 0 Histone deacetylase OS-Mus musculus GN~Hdac3 PE=1 SV~1
D3YVI6 0391002219 0 0 2 0 0 0 0 0 COP9 signalosome complex subunit 7a (Fragment) OS=Mus musculus GN=Cops7a PE=1 SV=1
V9GX9T 0391002219 0 5 0 0 0 0 0 0 Zine finger protein 280D (Fragment) OS-Mus museulus GN=Z{p280d PE=I SV=1
D3YVI6 0391002219 0 0 2 0 0 0 0 0 Protein DEK (Fragment) OS=Mus musculus GN-Dek PE=1 SV=1
P70700 0391002219 0 0 2 0 0 0 0 0 DNA-directed RNA polymerase I subunit RPA2 OS=Mus musculus GN=Polr1b PE=1 SV=2
Q60629 0391002219 0 0 3 0 0 0 0 0 Ephrin type-A receptor 5 OS=Mus musculus GN=Epha$ PE=1 SV=2
3QNU1 0391002219 0 0 4 0 0 0 0 0 ArginyltRNA--protein transferase 1 OS=Mus musculus GN=Atel PE=1 SV=1
13QNU6 0391002219 4 0 0 0 0 0 0 0 Beta-arrestin-1 OS=Mus musculus GN=Arrb1 PE=1 SV=1
QoIIs8 0391002219 0 2 0 0 0 0 0 0 Retinoic acid early-inducible protein I-delta OS=Mus musculus GN=Raetld PE=1 SV=1
QUES74 0391002219 3 0 0 0 0 0 0 0 Serine/threonine-protein kinase Nek7 OS=Mus musculus GN=Nek7 PE=1 SV=
Reverse_tr[E9QQ96[E9QQ96_MOUSE 0391002219 0 0 0 2 0 0 0 0 Obscurin OS=Mus musculus GN=Obsen PE=1 SV=2
Reverse_tr|F$ WIA4[FSWIA4_MOUSE 0391002219 0 2 0 0 0 0 0 0 Small G protein-signaling modulator 3 OS=Mus musculus GN Sgsm} PE=1 SV=1
Q3UCVS 0391002219 0 0 4 0 0 0 0 0 Ubiquitin thioesterase otulin OS=Mus musculus GN=Otulin PE=1 SV=
P1I531 0391002219 0 2 0 0 0 0 0 0 Dystrophin OS=Mus musculus GN=Dmd PE=1 SV=3
Q8R4UO 0391002219 2 0 0 0 0 0 0 0 Stabilin-2 0S=Mus musculus GN=Stab2 PE=I SV=1
G3IUW8S 0391002219 2 0 0 0 0 0 0 0 Enhancer of rudimentary homolog OS=Mus musculus GN=Erh PE=1 SV=1
QoIHW4 0391002219 0 0 4 0 0 0 0 0 Selenocysteine-specific elongation factor OS=Mus musculus GN=Eefsec PE=1 SV=2
D3Z7B5 0391002219 2 0 0 0 0 0 0 0 B
AOAIDSRM23 0391002219 4 0 0 0 0 0 0 0
Q6P9P6 0391002219 0 2 0 0 0 0 0 0 s
Q64012 0391002219 0 0 2 0 0 0 0 0 RNA-binding protein Raly OS=Mus musculus GN=Raly P!
Q80ZX0 0391002219 0 2 0 0 0 0 0 0 Protein Sec24b OS-Mus musculus GN=Sec24b PE=1 SV
AOAIDSRLMS 0391002219 0 0 0 2 0 0 0 0 Protein Gm11639 OS=Mus musculus GN=Gm 11639 PE=4 SV-
C8YR32 0391002219 0 7 0 0 0 0 0 0 Lipoxygenase homology domain-containing protein 1 0S-M musculu: GN-Loxhd1 PE-2 SV-1
E9PVV2 0391002219 0 0 0 2 0 0 0 0 Transcription factor E2-alpha OS-Mus musculus GN=Tef3 PE=1 SV~
E9PVVI 0391002219 0 0 0 2 0 0 0 0 Transcription factor E2-alpha OS=Mus musculus GN=Tef3 PE=1 SV 1
D3Z2N9 0391002219 8 0 0 0 0 0 0 0 Histone deacetylase complex subunit SAPI8 OS-Mus musculus GN=Sap18 PE=1 SV~1
F7C528 0391002219 0 0 5 0 0 0 0 0 Protein Chd3 (Fragment) OS=Mus musculus GN=Chd3 PE=1 SV~
ADAOG2IGT9 0391002219 0 0 3 0 0 0 0 0 Geranylgeranyl transferase type-2 subunit beta OS=Mus musculus GN=Rabggtb PE=1 SV=1
P53995 0391002219 0 0 2 0 0 0 0 0 Anaphase-promoting complex subunit 1 OS=Mus musculus GN=Anapel PE=1 SV
QSCHW4 0391002219 3 0 0 0 0 0 0 0 Translation initiation factor eIF-2B subunit epsilon OS=Mus musculus GN=Eif2b5 PE=1 SV=1
ADADAGYW6T 0391002219 0 0 0 46 0 0 0 0 MCG23377, isoform CRA_b OS=Mus musculus GN=Gm8797 PE=4 SV=1
AOAIDSRLY2 0391002219 0 2 0 0 0 0 0 0 Protein VACI4 homolog OS=Mus musculus GN=Vac14 PE=1 SV=1
QVCSPY 0391002219 0 0 0 3 0 0 0 0 Tetratricopeptide repeat protein 14 OS=Mus musculus GN=Ttc14 PE=1 SV=2
QIWM3 0391002219 0 0 2 0 0 0 0 0 U3 small nucleolar RNA-interacting protein 2 OS=Mus musculus GN=Rrp9 PE=1 SV=1
AOAIDSRMSS 0391002219 2 0 0 0 0 0 0 0 Dedicator of cytokinesis protein 9 (Fragment) OS=Mus musculus GN=Dock9 PE=1 SV=1
Q6PBIO 0391002219 0 0 2 0 0 0 0 0 Protocadherin beta-14 OS=Mus musculus GN=Pedhb14 PE=1 §
Reverse_sp/Q9QYC1[PCX1_MOUSE 0391002219 2 0 0 0 0 0 0 0 Pecanex-like protein 1 OS=Mus musculus GN=Penx| PE=1 §
E9Q7LT 0391002219 4 0 0 0 0 0 0 0 Transient receptor potential cation channel subfamily V member 4 OS=Mus musculus GN=Trpv4 PE=1 SV=1
QU6180 0391002219 0 2 0 0 0 0 0 0 Tyrosine-protein phosphatase non-receptor type 2 OS=Mus musculus GN=Ptpn2 PE=I SV=2
Q92045 0391002219 0 3 0 0 0 0 0 0 R ucible serine carboxypeptidase OS=Mus musculus GN=Scpep! PE=1 SV=2
AOAIDSRLS2 0391002219 4 0 0 0 0 0 0 0 Cleavage and polyadenylation- \peufuty factor subunit 5 (Fragment) OS=Mus musculus GN=Nudi21 PE=1 SV=1
AOAIDSRMS9 0391002219 0 0 0 2 0 0 0 0 Protein Tnsl OS=Mus musculus GN=Tns| PE=I SV=1
E9PWCS 0391002219 3 0 0 0 0 0 0 0 Poly(A) polymerase alpha OS=Mus musculus GN=Papola PE=1 SV=1
AGPW4T 0391002219 0 2 0 0 0 0 0 0 Mediator of RNA polymerase I1 transcription subunit 24 OS=Mus musculus GN-Med24 PE=1 SV=1
E9PWE4 0391002219 0 0 0 2 0 0 0 0 Transcription factor E2-alpha OS=Mus musculus GN=Tef3 PE
E9PWE3 0391002219 0 0 0 2 0 0 0 0 Transcription factor E2-alpha OS=Mus musculus GN=Tef3 PE=1 SV
E9QAT4 0391002219 3 0 0 0 0 0 0 0 Unconventional myosin-XVIIla OS-Mus musculus GN-Myol8a PE=1 SV=1
F8WIRI 0391002219 3 0 0 0 0 0 0 0 Cathepsin D OS-Mus musculus GN=Ctsd PE=1 S
Q3TYK3 0391002219 0 0 5 0 0 0 0 0 Nuclear factor 1 OS=Mus museulus GN=Nfix PE=1 SV~=1
Q8VHZ7 0391002219 0 3 0 0 0 0 0 0 U3 small nucleolar ribonucleoprotein protein IMP4 OS-Mus musculus GN=Impd PE=2 SV~
D3YZ00 0391002219 0 0 5 0 0 0 0 0 Nuclear factor 1 (Fragment) OS=Mus museulus GN=Nfix PE=1 SV=1
Q8BGIS 0391002219 0 2 0 0 0 0 0 0 CTD small phosphatase-like protein 2 OS=Mus musculus GN=Ctdspl2 PE=1 SV=1
QTTQKI 0391002219 0 0 3 0 0 0 0 0 Integrator complex subunit 7 OS=Mus musculus GN=Ints7 PE=I SV=1
F6RGOS 0391002219 0 0 0 2 0 0 0 0 F-BAR domain only protein 2 OS=Mus musculus GN=Fcho2 PE=1 SV=2
QSBWGS 0391002219 4 0 0 0 0 0 0 0 Beta-arrestin-1 OS=Mus musculus GN=Arrb1 PE
QIWVL3 0391002219 0 0 3 0 0 0 0 0 Solute carrier family 12 member 7 OS=Mus museulus GN=Slc] 2a7 PE=1 SV

WIBO 0391002219 2 0 0 0 0 0 0 0 Mediator of RNA polymerase II transcription subunit 23 OS=Mus musculus GN=Med23 PE=1 SV=1
AOAIDSRLG3 0391002219 2 0 0 0 0 0 0 0 Rab3 GTPase-activating protein catalytic subunit OS=Mus musculus GN=Rab3gap1 PE=1 SV=1
A2ARZ3 0391002219 0 0 2 0 0 0 0 0 Fibrous sheath-interacting protein 2 OS=Mus musculus GN=Fsip2 PE=1 SV=3
Reverse_sp/A2AAI9[OBSCN_MOUSE 0391002219 0 0 0 2 0 0 0 0 Obscurin OS=Mus musculus GN=Obsen PE=1 SV=2

3TQ29 0391002219 0 0 5 0 0 0 0 0 Pumilio homolog 2 OS=Mus musculus GN=Pum2 PE=1 SV=1
P46737 0391002219 3 0 0 0 0 0 0 0 Lys-63-specific deubiquitinase BRCC36 OS=Mus musculus GN=Brec3 PE=1 S
Q92004 0391002219 0 0 2 0 0 0 0 0 Vacuolar protein sorting-associated protein 16 homolog OS=Mus musculus GN=Vps16 PE=1 SV=3
QIWVI3 0391002219 4 0 0 0 0 0 0 0 cdrhoxypepudwom Mus musculus GN=Cpg PE=1 SV=1
AOAON4SUVE 0391002219 0 0 4 0 0 0 0 0 us museulus GN=Eefsec PE=1 SV=1
QoS4 0391002219 0 0 0 2 0 0 0 0
Reverse_sp/AGPWY4[WDR76_MOUSE 0391002219 0 0 2 0 0 0 0 0 ning protein 76 OS=Mus musculus GN=Wdr76 PE=1 SV=1
Reverse_sp(Q3SS00[ZDBF2_MOUSE 0391002219 6 0 0 0 0 0 0 0 DBF4-type zinc finger-containing protein 2 homolog OS-Mus musculus GN=Zdbf2 PE=2 SV=1
Qo1WS53 0391002219 2 0 0 0 0 0 0 0 Golgin subfamily A member 7 OS-Mus musculus GN=Golga? PE=I SV=1
D3ZIHT 0391002219 4 0 0 0 0 0 0 0 Transient receptor potential cation channel subfamily V member 4 OS=Mus musculus GN
D3Z1H6 0391002219 4 0 0 0 0 0 0 0 Transient receptor potential cation channel subfamily V member 4 OS-Mus musculus G!
QUEPKS 0391002219 4 0 0 0 0 0 0 0 Transient receptor potential cation channel subfamily V member 4 OS-Mus musculus GN
QoD3U0 0391002219 0 0 2 0 0 0 0 0 Putative tRNA pseudouridine synthase Pus10 OS=Mus musculus GN=Pus10 PE=1 SV=1
Q6PIPS 0391002219 0 0 2 0 0 0 0 0 NudC domain-containing protein 1 OS-Mus musculus GN~Nuded1 PE=1 SV-
035134 0391002219 0 2 0 0 0 0 0 0 DNA-directed RNA polymerase I subunit RPAT OS=Mus musculus GN=Polrla PE=1 SV=2
ADAOAGYWKT 0391002219 0 5 0 0 0 0 0 0 Immunoglobulin superfamily member § (Fragment) OS=Mus musculus GN=Igsf8 PE=1 SV=1
QUEQ28 0391002219 0 0 0 2 0 0 0 0 DNA polymerase delta subunit 3 OS=Mus musculus GN=Pold3 PE=1 SV-
QSBMP6 0391002219 0 0 5 0 0 0 0 0 Golgi resident protein GCP60 OS=Mus musculus GN=Acbd3 PE=1 SV=3
POCGS0 0391002219 0 0 0 53 0 0 0 0 Polyubiguitin-C OS=Mus musculus GN=Ube P! s
A2AT37 0391002219 0 0 3 0 0 0 0 0 Protein Upf2 OS=Mus musculus Gi
E9QG4 0391002219 0 0 4 0 0 0 0 0 Protein Gm8909 OS=Mus musculus awﬁmxyog PE=1 SV=1
GSES§4 0391002219 0 5 0 0 0 0 0 0 Serine/threonine-protein kinase PAK 1 0S=Mus musculus GN=Pak 1 PE=1 SV-
QUIWS6 0391002219 0 2 0 0 0 0 0 0 Vacuolar protein sorting-associated protein 11 homolog OS=Mus musculus GN=Vps1 1 PE=1 SV=3
E9Q8Y1 0391002219 0 0 2 0 0 0 0 0 Protein DEK (Fragment) OS=Mus musculus GN=Dek P =
AOAIDSRMM1 0391002219 2 0 0 0 0 0 0 0 Dedicator of cytokinesis protein 9 0S=Mus musculus G!
QVIW61 0391002219 0 0 2 0 0 0 0 0 F-box/LRR-repeat protein 15 OS=Mus musculus GN=FbxI15 PE=1 SV=2
P60330 0391002219 0 0 3 0 0 0 0 0 Separin OS=Mus musculus GN=Espl1 PE=1 SV=1
AOAOR4I244 0391002219 3 0 0 0 0 0 0 0 Poly(A) polymerase alpha OS=Mus musculus GN=Papola PE=1 SV=1
Q8C754 0391002219 0 0 3 0 0 0 0 0 Vacuolar protein sorting-associated protein 52 homolog OS=Mus musculus GN=Vps52 PE=1 SV=1
Q8BMB3 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 OS=Mus musculus GN=Eif4¢2 PE=1 SV-
AOAON4SULG 0391002219 0 3 0 0 0 0 0 0 Ribosomal RNA small subunit methyliransferase NEP1 (Fragment) OS=Mus musculus GN=Emg1 PE=1 SV=1
Q8CGS6 0391002219 0 2 0 0 0 0 0 0 DNA polymerase theta OS=Mus musculus GN=Polq PE=1 SV=2
Q8BMA3 0391002219 0 2 0 0 0 0 0 0 Connector enhancer of kinase suppressor of ras 3 OS=Mus musculus GN~Cnksr3 PE=1 SV=1
Q8BUR4 0391002219 0 3 0 0 0 0 0 0 Dedicator of cytokinesis protein | OS=Mus musculus GN=Dock | PE=1 SV=3
Reverse_sp|Q8K284[TF3C1_MOUSE 0391002219 2 0 0 0 0 0 0 0 General transcription factor 3C polypeptide 1 OS-Mus musculus GN=Gtf3cl PE=1 V=2
QBIME9 0391002219 0 0 5 0 0 0 0 0 Keratin, type II cytoskeletal 72 OS=Mus musculus GN=Kr(72 PE=3 SV~1
P14430 0391002219 7 0 0 0 0 0 0 0 H-2 class T histocompatibility antigen, Q8 alpha chain OS=Mus musculus GN=H2-Q8 PE=3 SV~1
AOAOR4254 0391002219 0 0 4 0 0 0 0 0 Exportin-4 OS-Mus musculus GN=Xpod PE=1 §

0391002219 0 2 0 0 0 0 0 0 Keratin, type I cuticular Ha2 OS=Mus musculus GN=Krt32 PE=1 SV=2

AOAON4SUH4 0391002219 2 0 0 0 0 0 0 0 Pumilio homolog 3 OS=Mus musculus GN=Pum3 PE=1 SV=1
QUIME2 0391002219 0 3 0 0 0 0 0 0 WD repeat-containing protein 6 OS=Mus musculus GN=Wdr6 PE=1 SV=1
GSESC3 0391002219 3 0 0 0 0 0 0 0 G protein-coupled receptor, family C, group 5, member A OS=Mus musculus GN=GpreSa PE=1 SV=1
P26443 0391002219 2 0 0 0 0 0 0 0 Glutamate dehydrogenase 1, mitochondrial OS=Mus musculus GN=Glud1 PE=1 S
FOTFF2 0391002219 0 0 8 0 0 0 0 0 Pituitary gene 1 pi ing protein (Fragment) OS=Mus museulus GN=Pitg1ip PE=1 SV=1
QVIVMS 0391002219 0 2 0 0 0 0 0 0 RNA binding motif protein, X-linked-like-1 OS=Mus musculus GN=RbmxI1 PE=1 SV=1
39749 0391002219 5 0 0 0 0 0 0 0 Flap endonuclease 1 0S=Mus musculus GN=Fen1 PE=1 SV=1
AOAOR4JIP2 0391002219 0 0 0 13 0 0 0 0 Tropomyosin alpha-3 chain OS=Mus musculus GN=Tpm3 PE=1 SV=1
P62984 0391002219 0 0 0 46 0 0 0 0 Ubiquitin-60S ribosomal protein L40 OS=Mus musculus GN=Uba52 PE=1 SV=2
E9PX30 0391002219 0 0 3 0 0 0 0 0 Mitogen-activated protein kinase kinase kinase kinase OS=Mus musculus GN=Mapdks PE=I SV=1
E9QUS6 0391002219 0 0 0 2 0 0 0 0 Protein Tnsl OS=Mus musculus G 15v=1
Q7TPH6 0391002219 0 2 0 0 0 0 0 0 -protein ligase MYCBP2 OS=Mus musculus GN:
QIWVSS 0391002219 0 0 2 0 0 0 0 0 d membrane p a d protein A OS=Mus musculus GNf apa PE=1 SV=2
E9QAX2 0391002219 3 0 0 0 0 0 0 0 Unconventional myosin-XVIIla OS=Mus musculus GN=Myo18a PE=I SV=1
Q8CI43 0391002219 0 4 0 0 0 0 0 0 Myosin light cl sv=1
AGHGN9 0391002219 0 0 0 3 0 0 0 0 MCG123425, isoform CRA_e OS-Mus lus GN=Ttc14 PE=1 SV=1
Q8BVQS 0391002219 0 0 3 0 0 0 0 0 Protein phosphatase methylesterase 1 OS=Mus musculus GN=Ppmel PE=1 SV=5
E9Q9I0 0391002219 0 0 0 46 0 0 0 0 Ubiquitin-60S ribosomal protein L40 (Fragment) OS=Mus musculus GN=Ubas2 PE=1 SV=1
A2TIV2 0391002219 0 2 0 0 0 0 0 0 Paralemmin-3 OS=Mus musculus GN=Palm3 PE=1 SV=1
Reverse_tr[E9QIX1[E9Q9X1_MOUSE 0391002219 0 0 2 0 0 0 0 0 Dystonin OS-Mus musculus GN-Dst P
F8VPNT 0391002219 2 0 0 0 0 0 0 0 Dedicator of cytokinesis protein 9 OS-Mus musculus GN=Dock9 PE=1 SV~1
Reverse_tr[E9Q421[E9Q421_MOUSE 0391002219 2 0 0 0 0 0 0 0 GPl-anchor transamidase OS-Mus musculus GN=Pigk PE=1 SV=1
MOQWDI 0391002219 0 0 4 0 0 0 0 0 Eukaryotic translation initiation factor 4E type 2 (Fragment) OS-Mus musculus GN~Eif4e2 PE=1 SV~1
AOAIDSRMI8 0391002219 0 2 0 0 0 0 0 0 Alstrom syndrome protein 1 homolog OS=Mus museulus GN=Alms PE=1 SV=1
E9QAN2 0391002219 3 0 0 0 0 0 0 0 Poly(A) polymerase alpha OS=Mus musculus GN=Papola P =
Q3V3Pl 0391002219 0 2 0 0 0 0 0 0 DNA topoisomerase OS=Mus musculus GN=Top3a PE=1 §
QGDFVI 0391002219 0 0 0 2 0 0 0 0 Condensin-2 complex subunit G2 OS=Mus musculus GN=Neapg?2 PE=1 SV=2
ADA0G2IGU4 0391002219 0 0 3 0 0 0 0 0 Geranylgeranyl transferase type-2 subunit beta (Fragment) OS=Mus musculus GN=Rabggtb PE=1 SV=1
Reverse_tr/A2APIS|A2APIS_MOUSE 0391002219 0 0 2 0 0 0 0 0 Low-density lipoprotein receptor-related protein 1B OS=Mus musculus GN=Lrp1b PE=1 SV-




E9Q108

A2AKGS

AOAOG2IH17

GSESSS

E9Q9C3

A0A0G2IGQ4

P52432

Q972T6
Reverse_sp|Q61468MSLN_MOUSE
Q8BTZ4

AOAOG2IEST
Reverse_trD3YVU1D3YVUI_MOUSE

QSDTI9

Reverse_sp|Q03517SCG2_MOUSE

035685

QSBLNS

A2ATQS

FSWHBI

Reverse_sp/QICXY9|GPIS_MOUSE
7TNVO

AOAOG2IEB3
AOAOR4T124

P70257

035638

F6YAR3

E9QSF6

AOAOG2JEAS

70275

Q543M9

E9QNYS

AOAOH2UH27

QVCQI6

QuCQI7

Q9D312

AOAT4OLIWG

A2ATIS

A2ATI6

A2ATIY
Reverse_splO08638MYH11_MOUSE
Reverse_tr[F7ABZ6|F7ABZ6_MOUSE
E9QP19

Q61686

BIATIS

Q3TWF7

Q3UR9I

Q9IMT4

QSCHI8

99026

QoCZXT

D3Z440

F6VQHS
Reverse_sp/QIJIIS[LRP1B_MOUSE
Q3UQN2

AOA0G2JE3

AOA0G2IDM7

S4RIYS

Q3UA06

QVCZQ6

Q6NSU3

ADA0G2IDK3
Reverse_tr[F6YMV1[F6YMVI_MOUSE
QUDBTG

Q49714

QUDBTS
Reverse_tr/Q4W8U9IQ4W8U9_MOUSE
F6VICS

FSWIES

AOAT40LHY7

G3X963

AOAOR41079

QIDBR3
QIQYX7
Reverse_sp/A2ARZ3[FSIP2_MOUSE
ABCT56

G3XBX7

QICQ80

QIILZ6

ADA0G2IF90

AOAOG2JEX0

Q3UGX2

K3WALO

QUIKHS
Reverse_tr[E9QP01E9QPO1_MOUSE
Reverse_sp/Q8BKN5|GCPS_MOUSE
QUIKGS

D373C0
Reverse_tr/Q8BL63|Q8BL63_MOUSE
70372

A2AE27

ADAOSTWQ94

P15508

E9PUHT

AOAOR4I011

E9PUJG

AOAOSTWPT?

P62748

QIIMHY

Q8BKX6
Reverse_tr/Q6DFZ1/Q6DFZI_MOUSE
ADA0I9YUG6

A2AER

F6QKD2

QuCQCs

A2AEK1

QVCQCY
Reverse_trZ4YJE4|Z4YIE4_MOUSE
G3X9HS

G3XOHI
ADAOSTWQSO
ADAONASVTI
AOAOR410J6
Q9QzQ1
G3X916
AOAOR4IOE4
Reverse_trlD3YYQ8[D3YYQ8_MOUSE
E9PVD3
Q3UHHO
Q3TVF4
AOAOSTWQMO
P11103
QICQF3
P79568
Q61584
AOAICTZNI0
QUIKN2
QUIKNI
E9Q6X2
AOAOR4IOCS
AOAOG2JEPO
AOAOR4IOB4
Q3VILY
ADA0G2IF29
QUIKK2
F8WI95
Q8BKT7
QVCZ04
Q8BKS9
G3X9TS
P84089
QSVEM
Q8CFE6
P84075
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Serpin B6 (Fragment) OS=Mus musculus GN=Serpinb6a PE=1 SV=8
Focadhesin OS=Mus musculus GN=Focad PE=I SV=1

Integrator complex subunit 1 OS=Mus musculus GN=Ints] PE=1 SV=1
MAGUK p)S subfamily member 7 OS=Mus musculus GN=Mpp7 Pl
s musculus GN=Afdn PE=1 SV=1

18v=1

Keratin, type Il cuticular HbS OS=M;
Mesothelin OS-Mus musculus GN
Anaphase-promoting complex subunit 5 OS=Mus musculus GN=Anape5 PE=1 SV=1
MCG123425, isoform CRA_a OS=Mus musculus GN=Tte14 PE=1 SV=1

Ubiquitiny! hydrolase I OS=Mus musculus GN=Usp16 PE=1 SV-
(RNA(His) guanylyliransferase OS-Mus musculus GN=Thg 11 PE:
MCG14616 OS-Mus musculus GN=2810408MO9Rik PE=1 SV=1

Fatty acyl-CoA reductase (Fragment) OS-Mus musculus GN=Farl PE=1 §
RNA-binding protein Raly (Fragment) OS=Mus musculus GN=Raly PE=1 SV-
Exosome complex component MTR3 OS=Mus musculus GN=Exose6 PE=1 SV=1
Protein Chd3 OS=Mus musculus GN=Chd3 P!
Myopalladin OS=Mus musculus GN=Mypn P!
Secretogranin-2 OS=Mus musculus GN=Scg2 P}
Nuclear migration protein nudC OS=]
Lanosterol synthase OS=Mus musculus GN=Lss PE=1 SV=2
Anaphase-promoting complex subunit 1 OS=Mus musculus GN=Anapel PE=1 SV=1
Calcium-transporting ATPase OS=Mus musculus GN=Atp2b2 PE=1 SV=
GPl-anchor transamidase OS=Mus musculus GN=Pigk PE=1 SV=2

Protein DEK 0S=Mus musculus GN=Dek PE=1 SV=1

Farnesyl pyrophosphate synthase (Fragment) OS=Mus musculus GN=Fdps PE=4 SV=4
SRSF protein kinase 2 O sV

Nuclear factor 1 X-type O
Cohesin subunit SA-2 O
Transducin beta-like protein 3 (Fragment) OS
Polyubiquitin-C (Fragment) OS=Mus musculus GN=Ubc PE=4 SV=1
Protein Gmd3738 OS-Mus museulus GN-Gmd3738 PE~4 SV~
Semaphorin-3E OS=Mus us GN=Semae PE=1 SV=3
MCG14603, isoform CRA_c OS=Mus musculus GN=Trp33rkb PE=1 SV=1

Sacsin OS=Mus musculus GN=Sacs PE=1 SV~1

Fragile X mental retardation syndrome-related protein 1 OS-Mus musculus GN=Fxrl PE=1 SV~1
Coactosin-like protein OS=Mus musculus GN=Cotll PE=1 SV=3

U2 small nuclear ribonucleoprotein B' OS-Mus musculus GN=Snrpb2 PE=1 SV~=1

Keratin, type I eytoskeletal 20 OS=Mus musculus GN=Kr20 PE=1 SV=1

DNA polymerase delta subunit 3 (Fragment) OS=Mus musculus GN=Pold3 PE=1 SV=1

Golgi reassembly-stacking protein 2 OS-Mus musculus GN-Gorasp2 PE=1 SV=1

Golgi reassembly stacking protein 2, isoform CRA_c OS=Mus musculus GN=Gorasp2 PE=1 SV=1
Golgi reassembly stacking protein 2, isoform CRA_d OS=Mus musculus GN=Gorasp2 PE=1 SV=1
Myosin-11 OS=Mus museulus GN=Myh11 PE=1 S}
Protein Dnah10 OS=Mus musculus GN=Dnah10 PE=1 SV=2
E3 ubiquitin-protein ligase TRIM33 0S=Mus musculus GN= Tumm PE 15v=1
omobox protein homolog 5 OS=Mus musculus GN=Cbx5

Keratin, type I cuticular Ha2 O$=Mus musculus GN=Krt32 Pl: s

Anaphase-promoting complex subunit 5 O$=Mus musculus GN=Anape5 PE=1 SV=1

Pumilio homolog 2 OS=Mus musculus GN=Pum2 PE=1 SV=1

type Il cuticular Hb2 OS=Mus musculus GN=Kri82 PE=1 SV=2

on cycle and apoptosis regulator protein 1 OS=Mus musculus GN=Ccarl PE=1 SV=1

Proteasome subunit bea type-4 OS-Mus musculus GN- h4 PE 15v=1

Type 2 4, s musculus GN=Tmem35a PE=1 SV=1
COP9 signalosome complex subunit 7a (Fmgmenl) 05! Mu» mu: ulu~ GN=Cops7a PE=1 SV=8
Heterogeneous nuclear ribonucleoprotein D-like (Fragment) OS=Mus musculus GN=Hnrnpdl PE=1 SV=1
Low-density lipoprotein receptor-related protein 1B OS=Mus musculus GN=Lrp1b PE=1 SV=1

F-BAR domain only protein 2 0S=Mus musculus GN=Fcho2 PE=1 SV=1

Anaphase-promoting complex subunit 5 0S-Mus musculus GN=Anape5 PE=1 SV~=1

Anaphase-promoting complex subunit 5 OS-Mus museulus GN=Anapes PE=1 SV=1

Ribosome production factor 2 homolog (Fragment) OS-Mus museulus GN-Rpf2 PE=1 SV~=1

Pachytene checkpoint protein 2 homolog OS-Mus museulus GN=Trip13 PE=1 SV~

Retinoic acid early-inducible protein 1-epsilon OS=Mus musculus GN=Raetl e PE=I SV=1
Glycosyltransferase § domain-containing protein | OS=Mus musculus GN=Glt8d1 PE=1 SV=1
Geranylgeranyl transferase type-2 subunit beta (Fragment) OS=Mus musculus GN=Rabggth PE=1 SV=1
Angiomotin (Fragment) OS=Mus musculus GN=Amot PE=1 SV=1

Protein Tnsl OS=Mus musculus GN=Tnsl PE=1 SV-
Keratin, type I cuticular Ha5 OS=Mus musculus GN=Krt35 PE=1 SV=1
AMP deaminase 2 OS=Mus musculus GN=Ampd2 PE=1 SV=1

Scg2 protein OS=Mus musculus GN=Scg2 PE=1 SV-
Protein Sec24b (Fragment) OS=Mus musculus GN=Sec24b PE=1 SV=1
E3 ubiquitin-protein ligase HECTD1 OS=Mus musculus GN=Heetd1 PE:
DNA polymerase delta subunit 3 0S=Mus musculus GN=Pold3 PE=1 SV-
ATPase family AAA domain-containing protein 2 0S=Mus musculus G
Acyl-Coenzyme A binding domain containing 3, isoform CRA_b O
Integrator complex subunit 1 OS=Mus musculus GN=Ints] PE=1 SV=2

sv=1

tad2 PE=1 SV=1
[us musculus GN=Acbd3 PE=1 SV=1

Armadillo repeat-containing protein 8 OS=Mus musculus GN=Arme8 PE=1 SV=2
sV=3
Thyroid adenoma-associated protein homolog OS-Mus musculus GN=Thada I’E 15v=1

Vacuolar protein sorting 16 (Yeast) OS=Mus musculus GN=Vps16 PE=1 SV=
Vacuolar protein-sorting-associated protein 25 0S=Mus musculus GN=Vps25 PE 15V=1
Hypermethylated in cancer 2 protein OS-Mus musculus GN-Hic2 PE-2 SV~4
Tetratricopeptide repeat protein 14 (Fragment) OS-Mus musculus GN=Ttc14 PE=1 SV~1
MCG123425, isoform CRA_f OS-Mus musculus GN=Ttc14 PE=1 SV=1
Putative uncharacterized protein OS-Mus musculus GN=Sptb PE=1 SV-
Unconventional myosin-XVIila OS=Mus musculus GN=Myo18a PE=1 SV=1
Serine/threonine-protein kinase 24 OS=Mus musculus GN=Stk24 PE=1 SV=1
Protein capicua homolog OS=Mus musculus GN=Cic PE=1 SV=2
Gamma-tubulin complex component 5 OS=Mus musculus GN=Tubgep3 PE=2 SV=2
Lipolysis-stimulated lipoprotein receptor OS=Mus musculus GN=Lsr PE=1 SV=1
Septin-2 (Fragment) OS=Mus musculus GN=Sept2 PE=1 SV=1
GPl-anchor transamidase OS=Mus musculus GN=Pigk PE=1 SV=1
ELAV-like protein 1 0S=Mus musculus GN=ElavI1 PE=1 SV=2
AMP deaminase 2 OS=Mus musculus GN=Ampd2 PE=1 SV=1
Protein Tns| (Fragment) OS=Mus musculus GN=Tns1 PE=1 SV=1
Spectrin beta chain, erythrocytic OS=Mus musculus GN Sptb PE=1 SV=4
Nuclear factor 1 OS=Mus musculus GN=Nfix PE:
Transcription factor E2-alpha OS=Mus museul ;G f3 PE=1 SV=1
E3 ubiquitin-protein ligase MYCBP2 0S=Mus musculus GN=Mycbp2 PE=1 SV=1

i 3,4, 2 (Fragment) OS=Mus musculus GN=Inppll PE=I SV=1
iN=Hpeall PE=1 SV=2
us musculus GN=Myo18a PE=1 SV=2
Serine/threonine-protein kinase SMG1 OS=Mus musculus GN=Smg1 PE=1 SV=3
Golgi-specific brefeldin A-resistance factor | OS=Mus musculus GN=Gbf1 PE=1 SV~=1
C-terminal binding protein 1, isoform CRA_a OS=Mus musculus GN=Ctbp1 PE=I SV=1
Cleavage stimulation factor subunit 2 (Fragment) OS-Mus musculus GN=Cstf2 PE=1 SV~1
Probable ATP-dependent RNA helicase DDX47 (Fragment) OS-Mus musculus GN-Ddx47 PE=1 SV=1
Maspardin OS=Mus musculus GN=Spg21 PE=1 SV-1
AlphaCstF-64 variant 4 OS-Mus musculus GN=Cstf2 PE=1 §
GTP-binding protein SAR1b OS=Mus musculus GN=Sarlb PE=1 SV=1
Obscurin OS=Mus musculus GN=Obscn PE=I SV=1
Huntingtin OS=Mus musculus GN=Htt PE=1 SV=1
Eukaryotic translation initiation factor 4E member 2, isoform CRA_a OS=Mus musculus GN
Protein Tnsl OS=Mus musculus GN=Tns] PE=1 SV=1
Probable ATP-dependent RNA helicase DDX47 (Fragment) OS=Mus musculus GN=Ddx47 PE=1 SV=1
THO complex subunit 5 homolog OS=Mus musculus GN=Thoc PE=I SV=1
Afadin OS=Mus musculus GN=Afdn PE=1 §
Stnucleotidase, cytosolic 1, isoform CRA_b Of
Integrator complex subunit 7 0S=Mus musculus G
Protein Dnah10 OS=
Protocadherin-16 Of
Calcium-transporting ATPase OS=Mus musculus G|
Geranylgeranyl transferase type-2 subunit beta O!

Hippocalcin
Unconventional myosin-XVIIla Of

Fifde2 PE=1 SV=1

us musculus GN=Nt5c2 PE=1 SV=1

us musculus GN-Nud21 PE-1 SV-1

Class Ib MHC antigen Qa-2 0S=Mus musculus GN=H2-Q6 PE=3 SV-

Fragile X mental retardation syndrome-related protein 1 OS=Mus musculus GN=Fxrl PE=1 SV=2

Unconventional myosin-XVIiTa OS=Mus musculus GN=Myo18a PE=1 SV~=1

Probable cytosolic iron-sulfur protein assembly protein CIAO1 OS=Mus musculus GN=Ciaol PE=1 SV~1

Arrestin domain-containing protein 1 OS-Mus musculus GN=Arrdel PE=1 SV=2

Serpin B6 (Fragment) OS-Mus musculus GN=Serpinb6a PE=1 SV~=1

315" exoribonuclease 1 OS-Mus musculus GN=Eril PE=1 SV=1

Fragile X mental retardation syndrome-related protein 1 OS=Mus musculus GN=Fxrl PE=1 SV=1

Cytidine monophospho-N-acetylneuraminic acid synthetase OS=Mus museulus GN=Cmas PE=1 SV=1

Cytosolic purine 5'-nucleotidase OS=Mus musculus GN=N15¢2 PE=1 SV=2

Geranylgeranyl transferase type-2 subunit beta OS=Mus musculus GN=Rabggth PE=1 SV=1

N-acylneuraminate cytidylyltransferase OS=Mus musculus GN=Cmas PE=1 SV=2

Methylthioribose-1-phosphate isomerase (Fragment) OS=Mus musculus GN=Mril PE=1 SV=1

THO complex subunit 5 homolog OS=Mus musculus GN=Thoc5 PE=1 SV=2

COPY signalosome complex subunit 7a OS=Mus musculus GN=Cops7a PE=1 SV=2

Pumilio homolog 3 OS=Mus musculus GN=Pum3 PE=1 SV=2

MCG123425, isoform CRA_b OS=Mus musculus GN=Ttc14 PE=1 SV=3

Enhancer of rudimentary homolog OS=Mus musculus GN=Erh PE=1 SV=1

Notchless protein homolog 1 OS=Mus musculus GN=Nlel PE=1 SV=4

Sodium- coupled neutral amin acid ransporter 2 0S=Mus musculus GN=Slc382 PE=
ding protein hi in OS-Mus musculus GN-Hpca PE=1 sv z
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Table S2. Only 748 proteins fractions with significance P-value < 0.05 are further analyzed.

iated EV (WT) | Spectral count for no;

Spectral count for

ted EV (KO) |

Accession est p-value _[Samplel [Sample2 [Sample3 [Sample4 |Samplel [Sample2 [Sample3 [Sampled_|Description
A2ASQI 1.2973E-05 40 30 5] 5 91 70 63 61 Agrin OS=Mus musculus GN=Agrn PE=1 SV=1

Q61490 1.9445E-05 0 0 0 0 29 24 17 27 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=3

E9Q3Q6 1.9445E-05 0 0 0 0 29 24 17 27 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=1

E9Q4GS 1.9445E-05 0 0 0 0 29 24 17 27 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=1

Q8VHX6 3.9976E-05 33 28 33 10 199 155 116 162 Filamin-C OS=Mus musculus GN=Flnc PE=1 SV=3

Q5SUW3 7.1174E-05 0 0 0 0 6 5 4 5 Growth factor receptor-bound protein 10 0S=Mus musculus GN=Grb10 PE=1 SV=1
Q60760 7.1174E-05 0 0 0 0 6 5 4 5 Growth factor receptor-bound protein 10 0S=Mus musculus GN=Grb10 PE=1 SV=2
P26618 7.3818E-05 0 0 0 0 13 10 7 10 Platelet-derived growth factor receptor alpha OS=Mus musculus GN=Pdgfra PE=1 SV=3
035295 9.8879E-05 0 0 0 0 7 6 5 7 Transcriptional activator protein Pur-beta OS=Mus musculus GN=Purb PE=1 SV=3

035474 1.0574E-04 0 0 0 0 15 11 10 13 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=2
Q8C4U8 1.0574E-04 0 0 0 0 15 11 10 13 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=1
Q80YX1 1.2499E-04 0 0 0 0 71 62 49 75 Tenascin OS=Mus musculus GN=Tne PE=1 SV=1

P08775 1.3897E-04 34 31 29 10 6 6 2 7 DNA-directed RNA polymerase II subunit RPBI OS=Mus musculus GN=Polr2a PE=1 SV=3
AOAOR4JOVS 1.3897E-04 34 31 29 10 6 6 2 7 DNA-directed RNA polymerase subunit OS=Mus musculus GN=Polr2a PE=1 SV=1
D3YUQY 1.6781E-04 2 0 5 0 12 7 9 9 Elongation factor 1-delta (Fragment) OS=Mus musculus GN=Eefld PE=1 SV=8

P13020 1.9109E-04 21 15 18 5 46 38 29 43 Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3

QIQXSI 2.0287E-04 21 16 21 5 192 148 109 138 Plectin OS=Mus musculus GN=Plec PE=1 SV=3

E9Q3W4 2.0309E-04 21 15 20 5 191 148 108 138 Plectin OS=Mus musculus GN=Plec PE=1 SV=1

QO5DV1 2.0416E-04 2 19 25 7 0 0 0 0 NADPH--cytochrome P450 reductase OS=Mus musculus GN=Por P!

Q04857 2.0775E-04 0 0 0 0 23 19 14 17 Collagen alpha-1(V1) chain OS=Mus musculus GN=Col6al PE=1 SV=

Q6P1J1 2.5750E-04 0 0 0 0 19 18 12 16 Crmpl protein OS=Mus musculus GN=Crmp] PE=1 SV=1

E9QITY 2.5822E-04 73 50 56 17 24 19 13 22 Exportin-2 0S=Mus musculus GN=Csell PE=1 S

E9PX23 2.8060E-04 8 4 4 2 3 0 0 3 Metastasis-associated protein MTA1 OS=Mus musculus GN=Mtal PE=I SV=1

Q8K4BO 2.8060E-04 8 4 4 2 3 0 0 3 Metastasis-associated protein MTA1 OS=Mus musculus GN=Mtal PE=1 SV=1

FSWHYS 2.8060E-04 8 4 4 2 3 0 0 3 Metastasis-associated protein MTA1 OS=Mus musculus GN=Mtal PE=I SV=1

QIWV92 2.8565E-04 0 4 0 0 48 sl 29 48 Band 4.1-like protein 3 0S=Mus musculus GN=Epb4113 PE=1 SV=1

Q62351 2.9072E-04 106 72 82 24 5 5 4 10 Transferrin receptor protein 1 0S=Mus musculus GN=Tfre PE=I SV=1

MOQWP1 3.0775E-04 44 32 44 5 98 72 66 69 Agrin OS=Mus musculus GN=Agrn PE=1 SV=1

AOAIBOGRI1 3.1153E-04 2 23 2 7 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldol PE=1 SV=1

Q93092 3.1153E-04 24 23 2 7 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldo] PE=1 SV=:

P23116 3.3446E-04 69 48 55 19 55 36 31 49 Eukaryotic translation initiation factor 3 subunit A OS=Mus musculus GN=Eif3a PE=1 SV=5
P51655 3.9230E-04 0 0 0 0 35 2 20 25 Glypican-4 OS=Mus musculus GN=Gped PE=1 SV=2

QICYN9 4.1823E-04 17 15 18 6 0 0 0 0 Renin receptor OS=Mus musculus GN=Atp6ap2 PE=1 SV=2

D3Z5N9 4.7416E-04 10 8 8 3 0 0 0 3 MCG49198 0S=Mus musculus GN=GmS5449 PE=4 S

D3Z1J5 5.0864E-04 0 0 0 0 4 3 3 4 Palladin (Fragment) OS=Mus musculus GN=Palld PE=1 SV=1

QIERK4 5.4543E-04 77 53 58 17 24 19 13 22 Exportin-2 0S=Mus musculus GN=Csell PE=1 SV=1

P62897 5.4606E-04 0 0 0 0 17 13 8 12 Cytochrome ¢, somatic OS=Mus musculus GN=Cycs PE=1 SV=2

P43274 5.5510E-04 42 25 30 11 2 2 0 0 Histone H1.4 0S=Mus musculus GN=Histlhle PE=1 SV=2

P28653 5.7413E-04 0 0 0 0 35 21 19 31 Biglycan OS=Mus musculus GN=Bgn PE=1 SV=1

AOAIDSRMDS 5.8640E-04 9 7 7 3 0 0 0 4 CCR4-NOT transcription complex subunit 1 0S=Mus musculus GN=Cnotl PE=1 SV=1
QIWTKS 6.3792E-04 0 0 0 0 4 3 2 4 Nuclear factor NF-kappa-B p100 subunit OS=Mus musculus GN=Nfkb2 PE=1 SV=1
QSBFY9 6.3906E-04 32 2 24 11 10 7 6 14 Transportin-1 0S=Mus musculus GN=Tnpol PE=1 SV=2

QIEQH3 6.4096E-04 50 45 46 15 31 30 23 35 Vacuolar protein sorting-associated protein 35 OS=Mus musculus GN=Vps35 PE=1 SV=1
Q62009 6.4439E-04 0 0 0 0 37 24 17 25 Periostin OS=Mus musculus GN=Postn PE=1 S

P97927 6.5484E-04 0 0 0 0 34 29 17 34 Laminin subunit alpha-4 OS=Mus musculus GN=Lamad PE=1 SV=2

Q61656 6.9064E-04 52 37 45 11 13 9 5 8 Probable ATP-dependent RNA helicase DDX5 OS=Mus musculus GN=Ddx5 PE=1 SV=2
Q99109 7.1787E-04 13 11 12 5 4 4 4 7 Methylosome protein 50 OS=Mus musculus GN=Wdr77 PE=I SV=1

QIDAWG 73271E-04 32 29 28 8 23 21 14 15 U4/U6 small nuclear ribonucleoprotein Prp4 OS=Mus musculus GN=Prpf4 PE=1 SV=1
E9QA16 7.4994E-04 0 0 0 0 29 24 2 23 Protein Caldl OS=Mus musculus GN=Cald1 PE=1 SV=1

13KMQ2 7.5028E-04 44 34 42 14 19 21 16 22 Protein Gm5422 0S=Mus musculus GN=GmS5422 PE=4 SV=1

P14824 7.8030E-04 123 76 95 31 212 169 122 199 Annexin A6 OS=Mus musculus GN=Anxa6 PE=1 SV=3

Q8OW65 7.9849E-04 15 10 13 5 0 0 0 0 Proprotein convertase subtilisin/kexin type 9 OS=Mus musculus GN=Pcsk9 PE=1 SV=2
Q8VCQ8 8.0820E-04 0 0 0 0 29 23 2 23 Caldesmon 1 OS=Mus musculus GN=Cald] PE=1 SV=1

P14094 8.1480E-04 18 20 2 7 5 8 7 7 Sodium/potassium-transporting ATPase subunit beta-1 OS=Mus musculus GN=Atplbl PE=1 SV=1
A0A0G2IGD2 8.4487E-04 0 0 0 0 5 5 3 4 Protein S100-A4 (Fragment) OS=Mus musculus GN=S100a4 PE=1 SV=1

P07091 8.4487E-04 0 0 0 0 5 5 3 4 Protein $100-A4 0S=Mus musculus GN=S100a4 PE=1 SV=1

P46935 8.8205E-04 7 4 4 2 36 23 23 35 E3 ubiquitin-protein ligase NEDD4 OS=Mus musculus GN=Nedd4 PE=1 SV=3

070318 9.0375E-04 7 6 3 2 41 37 27 49 Band 4.1-like protein 2 0S=Mus musculus GN=Epb4112 PE=1 SV=2

P37040 9.2125E-04 2 19 28 7 0 0 0 0 NADPH--cytochrome P450 reductase OS=Mus musculus GN=Por PE=1 SV=2

P37889 9.4862E-04 0 0 0 0 86 61 36 62 Fibulin-2 OS=Mus musculus GN=FbIn2 PE=1 SV=2

P30285 9.5908E-04 12 13 15 4 4 7 4 4 Cyclin-dependent kinase 4 OS=Mus musculus GN=Cdkd PE=1 SV=1

P11983 9.9369E-04 158 128 147 48 99 79 55 81 T-complex protein 1 subunit alpha OS=Mus musculus GN=Tepl PE=1 SV=3

P26516 1.0206E-03 25 2 23 10 13 12 9 20 268 proteasome non-ATPase regulatory subunit 7 0S=Mus musculus GN=Psmd7 PE=1 SV=2
Q01320 1.0239E-03 63 49 49 2 0 0 0 0 DNA topoisomerase 2-alpha OS=Mus musculus GN=Top2a PE=1 SV=2

P60766 1.0399E-03 2 2 2 7 82 63 48 57 Cell division control protein 42 homolog OS=Mus musculus GN=Cde42 PE=1 SV=2
Q99P88 1.0467E-03 8 7 7 3 0 0 0 0 Nuclear pore complex protein Nup155 OS=Mus musculus GN=Nup155 PE=1 SV=1
Q922D8 1.0701E-03 87 70 76 24 62 54 40 48 C-I-tetrahydrofolate synthase, cytoplasmic OS=Mus musculus GN=Mthfd1 PE=1 SV=4
AOA0J9YUE9 1.1716E-03 0 0 0 0 10 6 6 10 Dynamin-1 OS=Mus musculus GN=Dnm1 PE=1 SV=1

P54728 1.1768E-03 0 0 0 0 8 7 7 8 UV excision repair protein RAD23 homolog B OS=Mus musculus GN=Rad23b PE=1 SV=2
QIROEI 1.1799E-03 19 17 10 4 11 11 3 4P igen-lysine,2 3 0S=Mus musculus GN=Plod3 PE=1 SV=1
P47962 1.1958E-03 140 124 127 57 45 23 30 79 60S ribosomal protein LS OS=Mus musculus GN=Rpl5 PE=1 SV=3

Q972Vs 1.2249E-03 5 5 6 2 0 0 0 0 Histone deacetylase 6 OS=Mus musculus GN=Hdac6 PE=1 SV=3

AOAIBOGX25 1.2249E-03 5 5 6 2 0 0 0 0 Histone deacetylase 6 (Fragment) OS=Mus musculus GN=Hdac6 PE=1 SV=1

Q8K274 1.2315E-03 6 8 5 2 0 2 0 0 Condensin complex subunit 1 OS=Mus musculus GN=Ncapd2 PE=1 SV=2

AOAOR4JOHT 1.2315E-03 6 8 5 2 0 2 0 0 Condensin complex subunit 1 OS=Mus musculus GN=Ncapd2 PE=1 SV=1

Q80X90 1.2448E-03 sl 2 45 7 163 151 101 135 Filamin-B OS=Mus musculus GN=Flnb PE=1 §

Q810B6 1.2681E-03 5 5 5 2 0 0 0 Rabankyrin-5 0S=Mus musculus GN=Ankfyl PE=1 SV=2

P42932 1.2940E-03 192 152 151 45 114 107 74 102 T-complex protein 1 subunit theta OS=Mus musculus GN=Cct§ PE=1 SV=3

G3XA35 1.3870E-03 0 0 0 0 12 9 6 7 MCG116562, isoform CRA_a OS=Mus musculus GN=Vean PE=1 SV=1

E9PYHO 1.3870E-03 0 0 0 0 12 9 6 7 Versican core protein OS=Mus musculus GN=Vcan PE=1 SV=1

Q61739 1.3996E-03 36 2 2 9 6 6 7 5 Integrin alpha-6 OS=Mus musculus GN=ltga6 PE=1 SV=3

P10518 1.4062E-03 0 0 0 0 8 9 7 8 Delta-aminolevulinic acid dehydratase OS=Mus musculus GN=Alad PE=1 SV=1

P10107 1.4120E-03 90 73 70 2 229 152 129 205 Annexin Al OS=Mus musculus GN=Anxal PE=1 SV=2

B7ZCUO 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 0S=Mus musculus GN=Abil PE=1 SV=1

B7ZCU2 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 OS=Mus musculus GN=Abil P|

B7ZCU3 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 OS=Mus musculus GN=Abil P}

B7ZCU4 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 OS=Mus musculus GN=Abil P|

B7ZCUS 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 OS=Mus musculus GN=Abil P}

Q8CBW3 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 OS=Mus musculus GN=Abil PE=

J3QNKS 1.4258E-03 0 2 4 0 4 7 6 4 Ablinteractor 1 0S=Mus musculus GN=Abil PE=1 SV=1

QICSH3 1.4274E-03 40 33 49 12 0 0 0 2 Exosome complex exonuclease RRP44 OS=Mus musculus GN=Dis3 PE=1 SV=4

Q6PO69 1.4303E-03 0 0 0 0 12 11 8 8 Sorcin OS=Mus musculus GN=Sti PE=1 SV=1

QIZITI 1.4330E-03 9 7 11 3 0 0 0 0 AP-3 complex subunit beta-1 OS=Mus musculus GN=Ap3bl PE=1 SV=2

P188T2 1.4805E-03 0 0 0 0 2 2 13 29 Guanine nucleotide-binding protein G(o) subunit alpha OS=Mus musculus GN=Gnaol PE=1 SV=3
QoCzU3 1.4958E-03 16 16 21 7 0 3 3 2 Superkiller viralicidic activity 2-like 2 0S=Mus musculus GN=Skiv212 PE=1 SV=1

F6QTSI 1.4984E-03 15 6 10 3 3 0 0 0 COPY signalosome complex subunit 4 (Fragment) OS=Mus musculus GN=Cops4 PE=1 SV=1
Q02248 1.5575E-03 12 11 13 4 50 35 25 38 Catenin beta-1 OS=Mus musculus GN=Ctanbl PE=1 SV=1

P19001 1.5702E-03 16 10 17 4 0 0 0 0 Keratin, type I cytoskeletal 19 OS=Mus musculus GN=Krt19 PE=1 SV=1

Pg0314 1.5821E-03 217 145 230 79 76 70 68 120 T-complex protein 1 subunit beta OS=Mus musculus GN=Cct2 PE=1 SV=4

Q8CG14 1.6038E-03 0 0 0 0 12 12 6 10 Complement Cls-A subcomponent OS=Mus musculus GN=Clsa PE=2 SV=2

E9Q6C2 1.6038E-03 0 0 0 0 12 12 6 10 Protein Cls1 OS=Mus musculus GN=Cls1 PE=1 SV=1

D372M7 1.6145E-03 0 0 0 0 2 19 11 25 Guanine nucleotide-binding protein G(o) subunit alpha (Fragment) OS=Mus musculus GN=Gnaol PE=1 SV=1
088322 1.7128E-03 0 0 0 0 92 66 35 71 Nidogen-2 0S=Mus musculus GN=Nid2 PE=1 SV=2

P14685 1.7174E-03 71 58 71 18 25 32 34 30 268 proteasome non-ATPase regulatory subunit 3 0S=Mus musculus GN=Psmd3 PE=1 SV=3
Q3THK7 1.7554E-03 40 33 33 15 17 11 8 18 GMP synthase [glutamine-hydrolyzing] OS=Mus musculus GN=Gmps PE=1 SV=2

070326 1.7876E-03 0 0 0 0 5 3 3 3 Gremlin-1 0S=Mus musculus GN=Grem] PE=2 SV=1

F8VPKS 1.9562E-03 11 9 8 4 0 0 0 0 Rho-associated protein kinase OS=Mus musculus GN=Rock2 PE=1 SV=1

008759 2.0716E-03 8 6 5 2 3 0 0 0 Ubiquitin-protein ligase E3A OS=Mus musculus GN=Ube3a PE=1 SV=2

Q62523 2.0850E-03 0 0 0 0 6 5 3 7 Zyxin OS=Mus musculus GN=Zyx PE=1 SV=2

QTTQE2 2.0850E-03 0 0 0 0 6 5 3 7 Zyx protein OS=Mus musculus GN=Zyx PE=1 SV=1

F7D5L2 2.0943E-03 13 10 12 5 4 4 4 6 Methylosome protein 50 (Fragment) OS=Mus musculus GN=Wdr77 PE=1 SV=1

QIZIF9 2.0945E-03 47 35 43 13 19 18 11 8 SUMO-activating enzyme subunit 2 0S=Mus musculus GN=Uba2 PE=1 SV=1

Q91ZX7 2.0947E-03 0 3 0 2 50 35 23 34 Prolow-density lipoprotein receptor-related protein 1 0S=Mus musculus GN=Lrpl PE=I SV=1
AOAOR4JOI9 2.0947E-03 0 3 0 2 50 35 23 34 Low density lipoprotein receptor-related protein 1 OS=Mus musculus GN=Lrpl PE=1 SV=1
F8VQI3 2.1025E-03 36 33 36 9 112 105 61 84 Laminin subunit gamma-1 OS=Mus musculus GN=Lamel PE=1 SV=1

Q3UH59 2.1095E-03 133 96 111 31 128 92 74 96 Myosin-10 0S=Mus musculus GN=Myh10 PE=1 SV=1

Q61001 2.1096E-03 56 33 39 18 0 0 0 0 Laminin subunit alpha-5 0S=Mus musculus GN=Lama$ PE=1 SV=4

Q01149 2.1203E-03 0 0 0 0 42 39 25 26 Collagen alpha-2(1) chain OS=Mus musculus GN=Colla2 PE=1 SV=2

QSCIAS 2.1280E-03 67 37 57 13 5 3 0 2 Thimet oligopeptidase OS=Mus musculus GN=Thopl PE=1 SV=1

AOAOR4IZYO 2.1280E-03 67 37 57 13 5 3 0 2 Thimet oligopeptidase OS=Mus musculus GN=Thopl PE=1 SV=1

QIILI2 2.1553E-03 32 2 21 7 10 7 5 114 i 0S=Mus musculus GN=Aldh9al PE=1 SV=1
Q3U367 2.1553E-03 32 2 21 7 10 7 5 11 4-tri 0S=Mus musculus GN=Aldh9al PE=1 SV=1
H3BL26 2.2492E-03 0 0 0 0 6 5 4 8 Tetraspanin-6 (Fragment) OS=Mus musculus GN=Tspan6 PE=1 SV=8

070401 2.2492E-03 0 0 0 0 6 5 4 8 Tetraspanin-6 OS=Mus musculus GN=Tspan6 P!

Q99L96 2.2492E-03 0 0 0 0 6 5 4 8 Tetraspanin OS=Mus musculus GN=Tspan6 PE=1 S’

H3BLI9 2.2983E-03 52 44 41 7 21 2 18 0 S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV=1

P10639 23325E-03 0 8 11 6 16 25 18 42 Thioredoxin OS=Mus musculus GN=Txn PE=1 SV=3

P49717 23613E-03 50 46 44 15 24 18 17 20 DNA replication licensing factor MCM4 OS=Mus musculus GN=Mcm4 PE=1 SV=1
P28654 23675E-03 0 0 0 0 77 101 72 91 Decorin OS=Mus musculus GN=Den PE=1 SV=1

Q62000 2.4045E-03 0 0 0 0 14 9 5 10 Mimecan OS=Mus musculus GN=Ogn PE=1 SV=1

QIDOTI 2.4385E-03 15 9 13 3 10 7 6 6 NHP2-like protein I OS=Mus musculus GN=Snul3 PE=1 SV=4

AOAOR4J049 2.4634E-03 18 15 13 5 7 8 4 11 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=1

Q922B2 2.5500E-03 112 68 91 31 29 31 18 23 Aspartate-tRNA ligase, cytoplasmic OS=Mus musculus GN=Dars PE=1 SV=2

Q8BTS0 2.5976E-03 52 37 45 11 13 9 0 8 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Mus musculus GN=Ddx5 PE=1 SV=1
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0 Histone H1.3 0S=Mus musculus GN=Histlh1d PE=1 SV=2
0 Histone H1.2 0S=Mus musculus GN=Histlhle PE=1 SV=2
26 Catenin delta-1 OS=Mus musculus GN=Ctand1 PE=1 SV=1
26 Catenin delta-1 OS=Mus musculus GN=Ctnnd1 PE=1 SV=1
84 Alpha-actinin-1 OS=Mus musculus GN=Actnl PE=1 SV=1
111 Fascin OS=Mus musculus GN=Fscnl PE=1 SV=4
12 Tyrosine--RNA ligase OS=Mus musculus GN=Yars PE=1 SV=1
12 Tyrosine--RNA ligase, cytoplasmic OS=Mus musculus GN=Yars PE=1 SV=3
4 Importin-7 OS=Mus musculus GN=Ipo7 PE=1 SV=2
5 Casein kinase I1 subunit beta OS=Mus musculus GN=Csnk2b P
5 Casein kinase IT subunit beta OS= s
18 268 proteasome non-ATPase regulatory subunit 1 OS=Mus musculus GN=Psmd1 PE=1 SV=1
77 Laminin subunit gamma-1 OS=Mus musculus GN=Lamcl PE=1 SV=2
0 CDI151 antigen OS=Mus musculus GN=Cd151 PE=1 SV=2
3 Small nuclear ribonucleoprotein Sm D2 0S=Mus musculus GN=Snrpd2 PE=1 SV=1
0 S-formylglutathione hydrolase (Fragment) O!
49 268 proteasome non-ATPase regulatory subunit 2 0S=Mus musculus GN=Psmd2 PE=1 SV=1
0 CDI151 antigen (Fragment) OS=Mus museulus GN=Cd151 PE=1 SV=1
67 14-3-3 protein theta (Fragment) OS=Mus musculus GN=Y whaq PE=1 SV=1
210 Annexin OS=Mus musculus GN=Anxa6 PE=1 SV=1
9 Guanine nucleotide-binding protein subunit alpha-13 OS=Mus musculus GN=Gnal3 PE=1 SV=1
6 Protein Utrn OS=Mus musculus GN=Utrm PE=1 SV=1
20 Peroxiredoxin-2 (Fragment) OS=Mus musculus GN=Prdx2 PE=1 SV=8
0 Nuclear pore complex protein Nup85 OS=Mus musculus GN=Nup85 PE=1 SV=1
6 Glutathione S-transferasc OS=Mus musculus GN=Gstm2 PE=1 SV=1
6 Glutathione S-transferase Mu 2 0S=Mus musculus GN=Gstm2 PE=1 SV=2
202 Clathrin heavy chain OS=Mus musculus GN=Cltc PE=1 SV=1
5 Insulin-like growth factor 2 mRNA-binding protein 1 0S=Mus musculus GN=Igf2bp1 PE=1 SV=1
19 Nucleophosmin OS=Mus musculus GN=Npml PE=1 SV=1
13 L-lactate dehydrogenase B chain OS=Mus musculus GN=Ldhb PE=1 SV=2
15 Protein Col6a3 OS=Mus musculus GN=Col6a3 PE=1 SV=1
4 Pyrroline-5-carboxylate reductase 3 OS=Mus musculus GN=Pyerl PE=1 SV=2
5 Flotillin 2, isoform CRA_a OS=Mus musculus GN=Flot2 PE=1 SV=1
5 Flotillin-2 0S=Mus musculus GN=Flot2 PE=1 SV=2
13 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=3
108 Cofilin-1 0S=Mus musculus GN=Cfl1 PE=1 SV=3
67 14-3-3 protein theta (Fragment) OS=Mus musculus GN=Y whaq PE=1 SV=1
27 Catenin delta-1 OS=Mus musculus GN=Ctond1 PE=1 SV=2
27 Catenin delta-1 OS=Mus musculus GN=Ctond1 PE=1 SV=1
5 Peripheral plasma membrane protein CASK (Fragment) OS=Mus musculus GN=Cask PE=1 SV=1
5 Peripheral plasma membrane protein CASK OS=Mus musculus GN=Cask PE=1 SV=2
0 FACT complex subunit SSRP1 (Fragment) OS=Mus musculus GN=Ssrpl PE=1 SV=1
0 FACT complex subunit SSRP1 OS=Mus musculus GN=Sstpl PE=1 SV=2
26 Catenin delta-1 OS=Mus musculus GN=Ctnnd1 PE=1 SV=1
108 Cofilin-1 0S=Mus musculus GN=CIll PE=1 SV=1
12 Methionine-tRNA ligase, cytoplasmic OS=Mus musculus GN=Mars PE=1 SV=1
12 Methionine--{RNA ligase, cytoplasmic OS=Mus musculus GN=Mars PE=1 SV=1
7 Ran GTPase-activating protein 1 OS=Mus musculus GN=Rangap1 P
55 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 OS=
13 Lipoprotein lipase OS=Mus musculus GN=Lpl PE=1 SV=3
55 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 0S=Mus musculus GN=Gnb2 PE=1 SV=3
0 Gamma-tubulin complex component 3 OS=Mus musculus GN=Tubgep3 PE=1 SV=2
11 Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp PE=1 SV=1
4 Ubiquitin-conjugating enzyme E2 L3 0S=Mus musculus GN=Ube2I3 PE=1 SV=1
0 Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Mus musculus GN=Smchd! PE=1 SV=2
204 Clathrin heavy chain 1 OS=Mus musculus GN=Cltc PE=1 SV=3
11 E3 ubiquitin-protein ligase UBR4 OS=Mus musculus GN=Ubr4 PE=1 SV=1
78 Alpha actinin 1a OS=Mus musculus GN=Actnl PE=1 SV=1
97 Myosin-10 0S=Mus musculus GN=Myh10 PE=1 SV=2
5 Latent-transforming growth factor beta-binding protein 1 (Fragment) OS=Mus musculus GN=Ltbpl PE=1 SV=8
5 L f growth factor beta-binding protein 1 OS=Mus musculus GN=Libpl PE=1 SV=2
19 Nucleophosmin OS=Mus musculus GN=Npml PE=1 SV=1
247 Elongation factor 2 0S=Mus musculus GN=Eef2 PE=1 SV=2
8 Palladin OS=Mus musculus GN=Palld PE=1 SV=2
33 Laminin subunit beta-1 OS=Mus musculus GN=Lambl PE=1 SV=1
33 Laminin subunit beta-1 OS=Mus musculus GN=Lamb1 PE=1 SV=3
86 40S ribosomal protein S2 (Fragment) OS=Mus musculus GN=Rps2 PE=1 SV=1
0 Geranylgerany! transferase type-2 subunit alpha OS=Mus musculus GN=Rabggta PE=1 SV=1
211 Filamin, alpha (Fragment) OS=Mus musculus GN=Flna PE<1 SV=1
4 Beta-2-syntrophin OS=Mus musculus GN=Sntb2 PE=2 SV=1
6 Tubulin-specific chaperone A OS=Mus musculus GN=Tbca PE=1 SV=3
212 Filamin, alpha OS=Mus musculus GN=Flna PE=1 SV=1
212 Filamin-A OS=Mus musculus GN=Flna PE=1 §
85 Bifunctional glutamate/proline--RNA ligase OS=Mus musculus GN=Eprs PE=1 SV=4
4 EGF-containing fibulin-like extracellular matrix protein 2 (Fragment) O! musculus GN=Efemp2 PE=1 SV=1
18 Programmed cell death protein 6 0S=Mus musculus GN=Pded6 PE=1 SV=
127 Vimentin OS=Mus musculus GN=Vim PE=1 SV=3
13 Acetoacetyl-CoA synthetase OS=Mus musculus GN=Aacs PE=1 SV=1
2 Unconventional myosin-le OS=Mus musculus GN=Myole PE=1 SV=1
19 Nucleophosmin OS=Mus musculus GN=Npm1 PE=1 SV=1
0 Septin-10 0S=Mus musculus GN=Sept10 PE=1 SV=1
0 Septin-10 0S=Mus musculus GN=Sept10 PE=1 S
21 EMILIN-1 OS=Mus musculus GN=Emilinl PE=I SV=1
7 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=SIc29al PE=1 SV=1
15 Protein Col6a3 0S=Mus musculus GN=Col6a3 PE=1 SV=2
5 40S ribosomal protein $7 0S=Mus musculus GN=Rps7 PE=2 SV=1
2 Tissue-type plasminogen activator OS=Mus musculus GN=Plat PE=1 SV=3
66 14-3-3 protein theta OS=Mus musculus GN=Y whaq PE=1 SV=1
192 Moesin OS=Mus musculus GN=Msn PE=1 SV=3
105 Phosphoglycerate mutase 1 OS=Mus musculus GN=Pgam1 PE=1 SV=3
94 Protein Rps2-ps6 0S=Mus musculus GN=Rps2-ps6 PE=3 SV=1
27 Catenin delta-1 0 ~18V=1
27 Catenin delta-1 0S= s ~1SV=1
9 Four and a half LIM domains protein 2 0S=Mus musculus GN=FhI2 PE=1 SV=1
0 Cathepsin Z 0S=Mus musculus GN=Ctsz PE=1 SV=1
20 cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Mus musculus GN=Prkarla PE=1 SV=3
6 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=8
43 D-3-phosphoglycerate dehydrogenase OS=Mus musculus GN=Phgdh PE=1 SV=3
7 MCG2872, isoform CRA_b 0S=Mus musculus GN=Ddx5 PE=1 SV=1
780 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
6 EGF-containing fibulin-like extracellular matrix protein 2 0S=Mus musculus GN=Efemp2 PE=1 SV=1
6 EGF-containing fibulin-like extracellular matrix protein 2 0S=Mus musculus GN=Efemp2 PE=1 SV=1
0 Membrane-bound transcription factor site-1 protease OS=Mus musculus GN=Mbtps| PE=1 SV=1
48 Tropomyosin alpha-4 chain OS=Mus musculus GN=Tpm4 PE=1 SV=3
89 Nidogen-1 0S=Mus musculus GN=Nid1 PE=1 SV=2
26 Integrin alpha-3 OS=Mus musculus GN=Itga3 PE=1 SV
8 SH3 domain-binding glutamic acid-rich-like protein OS=Mus musculus GN=Sh3bgrl PE=1 SV=1
792 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
58 14-3-3 protein beta/alpha OS=Mus musculus GN=Ywhab PE=1 SV=3
24 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus GN=Usp9x PE=1 SV=1
24 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus GN=Usp9x PE=1 SV=2
5 Versican core protein OS=Mus musculus GN=Vean PE=1 SV=2
3 Hsp90 co-chaperone Cdc37 OS=Mus musculus GN=Cde37 PE=1 SV=1
3 Cytosolic non-specific dipeptidase OS=Mus musculus GN=Cndp2 PE=1 SV=1
23 Transketolase OS=Mus musculus GN=Tkt PE=1 SV=1
48 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 0S=Mus musculus GN=Gnb2 PE=1 SV=1
4 Retinoic acid carly-inducible protein 1-beta OS=Mus musculus GN=Ract1b PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=I SV=1
9 Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp PE=1 SV=2
27 Endoplasmin OS=Mus musculus GN=Hsp90b1 PE=1 SV=2
10 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE=1 SV=2
10 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE<1 SV=1
5 Phosphotriesterase-related protein OS=Mus musculus GN=Pter PE=1 SV=1
5 Phosphotriesterase-related protein (Fragment) OS=Mus musculus GN=Pter PE=1 SV=2
6 Thrombospondin-1 OS=Mus musculus GN=Thbs1 PE=1 SV=1
6 Thrombospondin 1 OS=Mus musculus GN=Thbs! PE=1 SV=1
4 Cyclin-dependent kinase 4 (Fragment) OS=Mus musculus GN=Cdk4 PE=1 SV=1
0 Bone morphogenetic protein 1 0S=Mus musculus GN=Bmp1 PE=1 SV=2
6 Serine/threonine-protein kinase TAO1 OS=Mus musculus GN=Taok1 PE=1 SV=1
22 Glucose-6-phosphate isomerase OS=Mus musculus GN=Gpi PE=1 SV=4
52 Nucleoside diphosphate kinase A OS=Mus musculus GN=Nmel PE=1 SV=1
9 Metalloreductase STEAP3 (Fragment) OS=Mus musculus GN=Steap3 PE=1 SV=8
9 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
9 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
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9 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
0 Influenza virus NS1A-binding protein homolog OS=Mus musculus GN=Ivns labp PE=1 SV=2
263 Tubulin beta-2B chain OS=Mus musculus GN=Tubb2b PE=1 SV=1
20 268 protease regulatory subunit 7 0S=Mus musculus GN=Psmc2 PE=1 SV=1
3 N(G)N(G i i 1 0S=Mus musculus GN=Ddah1 PE=1 SV=3
101 40S ribosomal protein S2 0S=Mus musculus GN=Rps2 PE=1 SV=3
4 Host cell factor | 0S=Mus musculus GN=Hefel PE=1 SV=2
95 Protein Gm6576 0S=Mus musculus GN=Gm6576 PE=3 SV=2
13 Hematopoictic progenitor cell antigen CD34 OS=Mus musculus GN=Cd34 PE=1 SV=1
30 WD repeat-containing protein 1 OS=Mus musculus GN=Wdrl PE=1 SV=3
20 268 protease regulatory subunit 7 0S=Mus musculus GN=Psmc2 PE=1 SV=5
10 Complement C3 0S=Mus musculus GN=C3 PE=1 SV=3
2 Adenylosuccinate synthetase isozyme 2 0S=Mus musculus GN=Adss PE=1 SV=2
326 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
12 Interferon-induced transmembrane protein 3 OS=Mus musculus GN=Ifitm3 PE=1 SV=1
6 Protein Ifit1bl2 OS=Mus musculus GN=IfitIbl2 PE=1 SV=1
5 Insulin-degrading enzyme (Fragment) OS=Mus musculus GN=Ide PE=1 SV=1
51 Nucleoside diphosphate kinase (Fragment) OS=Mus musculus GN=Nmel PE=1 SV=1
3 FACT complex subunit SPT16 OS=Mus musculus GN=Supt16h PE=1 SV=2
3 FACT complex subunit SPT16 OS=Mus musculus GN=Supt16 PE=1 SV=1
92 Protein Gm8225 0S=Mus musculus GN=GmS8225 PE=3 SV=1
4 Host cell factor 1 0S=Mus musculus GN=Hefel PE=1 SV=
44 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 0S=Mus musculus GN=Gnb1 PE=1 SV=3
281 Tubulin beta-4B chain OS=Mus musculus GN=Tubb4b PE=1 SV=1
61 Leucine--RNA ligase, cytoplasmic OS=Mus musculus GN=Lars PE=1 SV=2
4 GMP reductase 2 0S=Mus musculus GN=Gmpr2 PE=1 SV=2
0 Deoxycytidine kinase OS=Mus musculus GN=Dck PE=1 SV=1
39 ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=1
39 ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=1
334 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
8 Importin subunit alpha-1 0S=Mus musculus GN=Kpna2 PE=1 SV=2
263 Tubulin beta-2A chain OS=Mus musculus GN=Tubb2a PE=1 SV=1
16 Carbony! reductase [NADPH] 3 0S=Mus musculus GN=Cbr3 PE=1 SV=1
19 DNA (cytosine-5)-methyltransferase OS=Mus musculus GN=Dnmtl PE=1 SV=1
19 DNA (cytosine-5)-methyltransferase 1 OS=Mus musculus GN=Dnmtl PE=1 SV=5
338 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
3 Famesyl pyrophosphate synthase OS=Mus musculus GN=Fdps PE=1 SV=1
25 Catenin delta-1 OS=Mus musculus GN=Ctnnd1 PE=1 SV=1
337 Fibronectin OS=Mus musculus GN=Fnl PE=1 SV=4
3 Structural maintenance of chromosomes protein OS=Mus musculus GN=Sme4 PE=1 SV=1
3 Structural maintenance of chromosomes protein 4 OS=Mus musculus GN=Smcd PE=1 SV=1
70 no description
69 408 ribosomal protein S3 0S=Mus musculus GN=Rps3 PE=1 SV=1
10 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE=1 SV=1
32 Protein $100-A6 OS=Mus musculus GN=8100a6 PE=1 SV=3
695 Basement membrane-specific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
0 RRP12-like protein OS=Mus musculus GN=Rip12 PE=1 §
12 55 kDa erythrocyte membrane protein O!
12 55 kDa erythrocyte membranc protein OS=Mus musculus G
16 Dihydropyrimidinase-related protein 1 0S=Mus musculus GN=Crmp1 PE=1 SV=1
0 Retrovirus-related Env polyprotein from Fv-4 locus OS=Mus musculus GN=Fv4 PE=1 SV=2
6 Thrombospondin-2 OS=Mus musculus GN=Thbs2 PE=1 SV=2
318 Fibronectin OS=Mus musculus GN=Fnl PE=1 SV=1
71 14-3-3 protein epsilon OS=Mus musculus GN=Ywhae PE=1 SV=1
33 Proliferating cell nuclear antigen OS=Mus musculus GN=Pena PE=1 SV=2
26 Cytoplasmic FMR I-interacting protein 1 OS=Mus musculus GN=Cyfipl PE=1 SV=1
32 Rho-related GTP-binding protein RhoC OS=Mus musculus GN=Rhoc PE=1 SV=2
13 C-type mannose receptor 2 0S=Mus musculus GN=Mre2 PE=1 SV=3
19 Spliccosome RNA helicase Ddx39b OS=Mus musculus GN=Ddx39b PE=1 SV=1
10 H-2 class I histocompatibility antigen, K-Q alpha chain (Fragment) OS=Mus musculus GN=H2-K1 PE=1 SV=1
90 Alpha-enolase OS=Mus musculus GN=Enol PE=1 SV=1
23 Serine protease 23 OS=Mus musculus GN=Prss23 PE=2 SV=2
8 Mitogen-activated protein kinase 3 0S=Mus musculus GN=Mapk3 PE=1 SV=5
25 408 ribosomal protein $16 0S=Mus musculus GN=Rps16 PE=1 SV=4
0 Aldo-keto reductase family I member C13 OS=Mus musculus GN=Akrlcl3 PE=1 SV=2
0 MCG115964 OS=Mus musculus GN=Wdr70 PE=1 SV=1
10 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 OS=Mus musculus GN=Smarca5 PE=1 SV=1
6 Phospholipid scramblase 1 OS=Mus musculus GN=Plserl PE=1 SV=1
19 Inactive tyrosine-protein kinase 7 0S=Mus musculus GN=Ptk7 PE=1 SV=1
17 Probable ATP-dependent RNA helicase DDX 17 0S=Mus musculus GN=Ddx17 PE=1 SV=1
35 Agrin OS=Mus musculus GN=Agm PE=1 SV=1
12 60S ribosomal protein L14 OS=Mus musculus GN=Rpl14 PE=1 SV=3
4 CCR4-NOT transeription complex subunit 1 OS=Mus musculus GN=Cnot1 PE=1 SV=1
4 CCR4-NOT transcription complex subunit 1 OS=Mus musculus GN=Cnot1 PE=1 SV=2
56 T-complex protein 1 subunit delta OS=Mus musculus GN=Cct4 PE=1 SV=3
58 Importin subunit beta-1 OS=Mus musculus GN=Kpnb1 PE=1 SV=2
17 DEAD (Asp-Glu-Ala-Asp) box polypeptide 17, isoform CRA_a OS=Mus musculus GN=Ddx17 PE=1 SV=1
5 Casein kinase I1 subunit beta (Fragment) OS=Mus museulus GN=Csnk2b PE=1 SV=2
5 Integrin alpha-11 OS=Mus musculus GN=ltgal 1 PE=1 §
5 Integrin alpha-11 OS=Mus musculus GN=ltgal 1 PE=1 §
2 PTB domain-containing engulfiment adapter protein 1 0S=Mus musculus GN=Gulpl PE=1 SV=1
2 PTB domain-containing engulfiment adapter protein 1 0S=Mus musculus GN=Gulpl PE=1 SV=1
0 Aldehyde dehydrogenase family 16 member A1 OS=Mus musculus GN=Aldh16al PE=1 SV=2
0 Aldehyde dehydrogenase family 16 member A1 OS=Mus musculus GN=Aldh16al PE=1 SV=1
0 Aldehyde dehydrogenase family 16 member Al OS=Mus musculus GN=Aldh16al PE=1 SV=3
0 Histone H1.5 0S=Mus musculus GN=Histlh1b PE=1 SV=2
98 Protein GmS786 0S=Mus musculus GN=GmS5786 PE=3 SV=1
41 Septin-7 0S=Mus musculus GN=Sept7 PE=1 SV=1
41 Septin-7 OS=Mus musculus GN=Sept7 PE=
41 Septin-7 0S=Mus musculus GN=Sept7 P!
0 Ubiquitin carboxyl-terminal hydrolase 7 0S=Mus musculus GN=Usp7 PE=1 SV=1
0 Ubiquitin carboxyl-terminal hydrolase 7 O s
0 Ubiquitin carboxyl-terminal hydrolase 7 0S=
12 Replication protein A 70 kDa DNA-binding subunit OS=Mus musculus GN=Rpal PE=1 SV=1
0 WD repeat-containing protein 70 OS=Mus musculus GN=Wdr70 PE=1 SV=1
7 Calpain-6 OS=Mus musculus GN=Capn6 PE=1 SV=2
11 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=3
5 Insulin-degrading enzyme OS=Mus musculus GN=Ide PE=1 SV=1
13 Phosphoglucomutase-1 0S=Mus musculus GN=Pgm! PE=1 SV=4
28 Serpin H1 0S=Mus musculus GN=Serpinh1 PE=1 SV=3
11 Replication protein A 70 kDa DNA-binding subunit OS=Mus musculus GN=Rpal PE=1 SV=2
57 DNA replication licensing factor MCM2 OS=Mus musculus GN=Mem2 PE=1 SV=3
6 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
6 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
6 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
0 Long-chain-fatty-acid--CoA ligase 4 0S=Mus musculus GN=Acsl4 PE=1 SV=2
10 ATP-dependent RNA helicase DDX39A OS=Mus musculus GN=Ddx39a PE=1 SV=1
6 Alpha-2-macroglobulin-P OS=Mus musculus GN=A2m PE=2 SV=2
36 Catenin alpha-1 OS=Mus musculus GN=Ctnnal PE=1 SV=1
6 Map4kd protein OS=Mus musculus GN=Mapdkd PE=1 SV=1
6 Mitogen-activated protein kinase kinase kinase kinase 4 0S=Mus musculus GN=Mapdk4 PE=1 §
3 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus museulus GN=Mapdk4 PE=1 SV=1
6 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=1
13 Vigilin 0S=Mus musculus GN=Hdlbp PE=1 SV=1
4 Retinal dehydrogenase | OS=Mus musculus GN=Aldhlal PE=1 SV=5
4 Beta-2-syntrophin OS=Mus musculus GN=Sntb2 PE=1 SV=2
315 Elongation factor 1-alpha 1 OS=Mus musculus GN=Ecflal PE=1 SV=3
24 Catenin delta-1 0S=Mus musculus GN=Ctnnd1 PE=1 SV=1
3 DNA-directed RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2c PE=1 SV=2
3 DNA-directed RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2c PE=1 SV=1
0 Nesprin-2 0S=Mus musculus GN=Syne2 PE=1 SV=2
0 Nesprin-2 0S=Mus musculus GN=Syne2 PE=1 SV=1
8 Mitogen-activated protein kinasc (Fragment) OS=Mus musculus GN=Mapk3 PE=1 SV=1
84 Annexin AS OS=Mus musculus GN=Anxas P
37 Prelamin-A/C OS=Mus musculus GN=Lmna PE=1 SV=2
29 Proliferating cell nuclear antigen OS=Mus musculus GN=Pena-ps2 PE=3 SV=1
54 T-complex protein 1 subunit delta OS=Mus musculus GN=Cctd PE=1 SV=1
21 Histone deacetylase 1 OS=Mus musculus GN=Hdacl PE=1 SV=1
39 ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=2
59 T-complex protein 1 subunit zeta OS=Mus musculus GN=Cet6a PE=1 SV=3
21 Proliferation-associated protein 2G4 0S=Mus musculus GN=Pa2g4 PE=1 SV=3
7 Glutathione S-transferase Mu 1 OS=Mus musculus GN=Gstm1 PE=1 SV=2
7 Glutathione S-transferase Mu 1 OS=Mus musculus GN=Gstml PE=1 SV=2
7 40S ribosomal protein $23 0S=Mus musculus GN=Rps23 PE=1 SV=3
13 Vigilin 0S=Mus musculus GN=Hdlbp PE=1 SV=1
4 Serine/arginine-rich splicing factor 3 OS=Mus musculus GN=Srsf3 PE=1 SV=1
7 Cellular retinoic acid-binding protein 1 OS=Mus musculus GN=Crabpl PE=1 SV=2
53 Rho GDP-dissociation inhibitor 1 OS=Mus musculus GN=Arhgdia PE=1 SV=3
11 116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1




P38647 1.3733E-02 0 0 0 0 7 5 2 3 Stress-70 protein, mitochondrial OS=Mus musculus GN=Hspa9 PE=1 SV=3

P12382 1.3745E-02 43 36 35 9 23 15 6 20 ATP-dependent 6-phosphofructokinase, liver type OS=Mus musculus GN=Pkl PE=1 SV=4
QICZU6 1.3792E-02 31 23 21 8 16 15 10 22 Citrate synthase, mitochondrial OS=Mus musculus GN=Cs PE=1 SV=1

E9PWES 1.3936E-02 0 0 0 0 39 29 8 29 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=Dpysl3 PE=1 SV=1

D3Z3G6 1.4155E-02 28 17 19 6 13 12 0 8 Mitogen-activated protein kinase OS=Mus musculus GN=Mapk3 PE=1 SV=1

D3YV80 1.4229E-02 0 2 2 0 3 5 3 5 Unconventional myosin-Ib (Fragment) OS=Mus musculus GN=Myolb PE=1 SV=1

Qo713 1.4478E-02 4 0 0 0 11 15 11 18 Cation-independent mannose-6-phosphate receptor OS=Mus musculus GN=Igf2r PE=1 SV=1
Q01768 1.4502E-02 2 20 2 2 48 38 39 49 Nucleoside diphosphate kinase B 0S=Mus musculus GN=Nme2 PE=1 SV=1

Q6PSF7 1.4585E-02 2 3 0 0 7 6 5 7 Protein tweety homolog 3 0S=Mus musculus GN=Ttyh3 PE=1 SV

AOA0J9YUL3 1.4623E-02 18 18 17 5 39 2 2 31 Septin 11, isoform CRA_b OS=Mus musculus GN=Septl 1 PE=1 SV=1

Q8CIB7 1.4623E-02 18 18 17 5 39 2 2 31 Septin-11 0S=Mus musculus GN=Septl | PE=1 S

AOA0I9YTYO 1.4623E-02 18 18 17 5 39 2 26 31 Septin-11 0S=Mus musculus GN=Septl | PE=1 SV=

Q60864 1.4640E-02 2 16 25 7 43 40 28 34 Stress-induced-phosphoprotein 1 0S=Mus musculus GN=Stipl PE=1 SV=1

QSSURO 1.4697E-02 24 19 2 5 18 15 13 15 Phosphoribosylformylglycinamidine synthase OS=Mus musculus GN=Pfas PE=1 SV=1

P26043 1.4775E-02 51 41 38 10 86 78 74 72 Radixin OS=Mus musculus GN=Rdx PE=1 SV=

E9Q616 1.4784E-02 29 25 21 14 54 53 sl 81 Protein Ahnak OS=Mus musculus GN=Ahnak PE=1 SV=1

Q9D281 1.4866E-02 0 0 0 0 8 10 5 4 Protein Noxp20 OS=Mus musculus GN=Fam!14al PE=1 SV=1

QIROBY 1.4968E-02 29 20 29 4 0 3 0 3P gen-lysine,2 us musculus GN=Plod2 PE=1 SV=2
E9Q718 1.4968E-02 29 20 29 4 0 3 0 3 Procollagen-lysi i i 2 0S=Mus musculus GN=Plod2 PE=1 SV=1
Q8BKCS 1.4986E-02 2 21 21 10 10 9 8 7 Importin-5 OS-Mus musculus GN~Ipo3 PE-1 V-3

AOAOR4J008 1.5163E-02 17 12 19 2 10 0 5 0 Histone deacetylase OS=Mus musculus GN=Hdac2 PE=1 SV=1

P11087 1.5241E-02 0 0 0 0 43 36 13 19 Collagen alpha-1(1) chain OS=Mus musculus GN=Collal PE=1 SV=4

Q08093 1.5428E-02 0 0 0 0 7 5 6 3 Calponin-2 0S=Mus musculus GN=Cnn2 PE=1 SV=1

P07356 1.5573E-02 123 89 75 15 208 135 97 156 Annexin A2 0S=Mus musculus GN=Anxa2 PE=1 SV=2

Q99LDS 1.5789E-02 0 5 4 0 24 15 9 17 N(G).N(G 2 0S=Mus musculus GN=Ddah2 PE=1 SV=1
088544 1.5820E-02 17 8 12 3 7 4 0 4 COPY signalosome complex subunit 4 0S=Mus musculus GN=Cops4 PE=1 SV=1

D3YYI8 1.5919E-02 2 2 31 15 11 14 6 20 Histone deacetylase 0S=Mus musculus GN=Gm10093 PE=3 SV=1

008529 1.5974E-02 24 17 12 4 12 8 2 10 Calpain-2 catalytic subunit OS=Mus musculus GN=Capn2 PE=1 SV=4

P16045 1.6282E-02 62 21 sl 5 100 84 83 111 Galectin-1 0S=Mus musculus GN=Lgals PE=1 SV=3

P51410 1.6287E-02 14 10 11 6 10 3 0 8 60S ribosomal protein L9 0S=Mus musculus GN=Rpl9 PE=2 SV=2

AOAOG2JES3 1.6287E-02 14 10 11 6 10 3 0 8 60S ribosomal protein L9 (Fragment) OS=Mus musculus GN=Rpl9 PE=1 SV=1

D37795 1.6341E-02 13 6 7 3 6 0 0 8 Proteasome assembly chaperone 1 OS=Mus musculus GN=Psmgl PE=1 SV=1

QoIK23 1.6341E-02 13 6 7 3 6 0 0 8 Proteasome assembly chaperone 1 OS=Mus musculus GN=Psmgl PE=1 SV=1

Q8BZY3 1.6354E-02 6 4 6 0 9 8 9 4 Protein Ddx19b OS=Mus musculus GN=Ddx19b PE=1 SV=1

Q8CG48 1.6731E-02 13 6 3 2 2 0 0 0 Structural maintenance of chromosomes protein 2 0S=Mus musculus GN=Smc2 PE=1 SV=2
035593 1.6755E-02 10 10 16 5 6 6 8 7 268 proteasome non-ATPase regulatory subunit 14 0S=Mus musculus GN=Psmd14 PE=1 SV=2
Q924C1 1.6777E-02 14 13 11 2 0 4 0 3 Exportin-5 0S=Mus musculus GN=XpoS5 PE=1 SV=1

Q99L47 1.6949E-02 12 14 6 3 23 19 13 21 Hsc70-interacting protein OS=Mus musculus GN=St13 PE=1 SV=1

P54775 1.7087E-02 60 78 77 40 27 27 35 66 268 protease regulatory subunit 6B OS=Mus musculus GN=Psmc4 PE=1 SV=2

Q3U6K9 1.7100E-02 8 2 6 0 24 33 16 28 Phosphoserine aminotransferase OS=Mus musculus GN=Psatl PE=1 SV=1

AOA0J9YUDS 1.7142E-02 5 7 5 0 9 15 11 10 High mobility group protein BI OS=Mus musculus GN=Hmgbl PE=1 SV=1

Q61598 1.7222E-02 18 14 14 2 55 29 21 39 Rab GDP dissociation inhibitor beta OS=Mus musculus GN=Gdi2 PE=1 SV:

Q62188 1.7362E-02 0 0 0 0 39 29 7 29 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=Dpysl3 PE=1 SV=1

P26039 1.7463E-02 27 23 28 7 67 41 30 50 Talin-1 OS=Mus musculus GN=Tinl PE=1 SV

QIIIMI 17471E-02 0 7 9 0 8 10 10 7 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=SIc29al PE=1 SV=3

P47757 1.7695E-02 2 23 2 9 46 sl 29 43 F-actin-capping protein subunit beta OS=Mus musculus GN=Capzb PE=1 SV=3

G3X9V0 1.7823E-02 0 0 6 0 5 6 6 6 MCG22048, isoform CRA_a OS=Mus musculus GN=Psme2 PE=1 SV

Q8BYS9 1.7839E-02 11 8 8 2 18 20 17 25 Choline transporter-like protein 2 0S=Mus musculus GN=Slc44a2 PE=1 SV=2

G3XA10 1.7881E-02 45 36 52 14 37 23 19 28 Heterogeneous nuclear ribonucleoprotein U OS=Mus musculus GN=Hnrpu PE=1 SV=1
QSVEK3 1.7881E-02 45 36 52 14 37 23 19 28 Heterogeneous nuclear ribonucleoprotein U OS=Mus musculus GN=Hnrpu PE=1 SV=1

P61358 1.7903E-02 23 13 16 4 18 6 5 10 60S ribosomal protein L27 OS=Mus musculus GN=Rp127 PE=1 SV=2

Q61881 1.8008E-02 66 63 64 32 33 18 15 21 DNA replication licensing factor MCM7 OS=Mus musculus GN=Mcm?7 PE=1 SV=1

QIQUR6 1.8083E-02 70 48 63 14 32 17 10 32 Prolyl endopeptidase OS=Mus musculus GN=Prep PE=1 SV=1

QICXF4 1.8088E-02 11 8 3 2 0 0 0 0 TBCI domain family member 15 0S=Mus musculus GN=Tbeld15 PE=1 SV=1

Q8BU30 1.8119E-02 78 59 50 14 24 20 19 28 Isoleucine—~tRNA ligase, cytoplasmic OS=Mus musculus GN=lars PE=1 SV=2

088796 1.8161E-02 s 4 5 3 0 0 0 0 Ribonuclease P protein subunit p30 OS=Mus musculus GN=Rpp30 PE=1 SV=1

E9PZS4 1.8233E-02 8 5 5 3 4 0 0 0 NHP2-like protein | 0S=Mus musculus GN=Nhp2ll PE=1 SV=1

Q99KS1 1.8264E-02 0 0 0 0 3 7 6 6 Plastin-3 0S=Mus musculus GN=PIs3 PE=1 SV=3

BIAXS8 1.8264E-02 0 0 0 0 3 7 6 6 Plastin-3 0S=Mus musculus GN=PIs3 PE=1 SV=1

AOAICTCYVO 1.8264E-02 0 0 0 0 3 7 6 6 Plastin-3 (Fragment) OS=Mus musculus GN=PIs3 PE=1 SV=1

QI9KS85 1.8362E-02 8 2 8 0 30 41 19 38 Phosphoserine aminotransferase OS=Mus musculus GN=Psatl PE=I SV=1

P62962 1.8547E-02 53 57 56 18 73 104 70 89 Profilin-1 0S=Mus musculus GN=Pfal P

P35550 1.8548E-02 19 21 11 7 0 0 3 2 rRNA 2-0-methyltransferase fibrillarin OS=Mus musculus GN=Fbl PE=1 SV=2

P27773 1.8679E-02 6 5 8 2 14 14 8 13 Protein disulfide-isomerase A3 OS=Mus musculus GN=Pdia3 PE=1 SV=2

Q923B1 1.8775E-02 7 10 4 3 0 0 0 0 Lariat debranching enzyme OS=Mus musculus GN=Dbrl PE=1 SV=2

AOAOG2IDFS 1.8823E-02 7 8 10 3 5 2 3 4 Serrate RNA effector molecule homolog (Fragment) OS=Mus musculus GN=Srrt PE=1 SV=1
Q64727 1.9078E-02 23 14 17 7 85 46 28 48 Vinculin OS=Mus musculus GN=Vel PE=1 SV=4

P99024 1.9142E-02 327 210 262 46 440 317 232 304 Tubulin beta-5 chain OS=Mus musculus GN=Tubb5 PE=1 SV=1

008810 1.9259E-02 28 2 23 5 10 11 10 12 116 kDa US small nuclear ribonucleoprotein component 0S=Mus musculus GN=Eftud2 PE=1 SV=1
A2AHSS 1.9259E-02 28 2 23 5 10 11 10 12 116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1
Q99MR6 1.9436E-02 10 9 16 3 5 2 3 4 Serrate RNA effector molecule homolog OS=Mus musculus GN=Srrt PE=1 SV=1

Q7TPV4 1.9451E-02 41 44 41 10 18 17 13 24 Myb-binding protein 1A OS=Mus musculus GN=Mybbpla PE=1 SV=2

Q8R2Q8 1.9477E-02 6 0 8 0 12 11 10 7 Bone marrow stromal antigen 2 0S=Mus musculus GN=Bst2 PE=1 SV=1

D3Z7D5 1.9536E-02 0 0 0 0 8 5 2 3 Collagen alpha-2(V1I) chain OS=Mus musculus GN=Col6a2 PE=1 SV=1

P63101 1.9830E-02 78 75 78 35 54 31 42 70 14-3-3 protein zeta/delta OS=Mus musculus GN=Y whaz PE=1 SV=1

Q922F4 1.9995E-02 209 150 180 38 311 233 152 186 Tubulin beta-6 chain OS=Mus musculus GN=Tubb6 PE=1 SV=1

QICZN7 2.0166E-02 0 3 5 0 19 14 7 15 Serine hydroxymethyltransferase OS=Mus musculus GN=Shmt2 PE=1 SV=1

Q62318 2.0297E-02 16 18 2 7 11 4 3 6 Transcription intermediary factor 1-beta OS=Mus musculus GN=Trim28 PE=1 SV=3

Q99JI4 2.0300E-02 45 35 36 11 14 23 19 25 268 proteasome non-ATPase regulatory subunit 6 0S=Mus mu\culm GN=Psmd6 PE=1 SV=1
FSWIKS 2.0318E-02 12 14 6 4 23 19 13 21 Hsc70-interacting protein OS=Mus musculus GN=St13 PE=1 S

QIR190 2.0435E-02 2 14 10 5 3 4 3 7 Metastasis-associated protein MTA2 OS=Mus musculus GN=Mta2 PE—l sv=1

P09103 2.0891E-02 3 0 4 0 14 20 9 16 Protein disulfide-isomerase OS=Mus musculus GN=P4hb PE=1 SV=2

P05201 2.1068E-02 2 0 0 0 3 2 2 2 Aspartate aminotransferase, cytoplasmic OS=Mus musculus GN=Gotl PE=1 SV=3

Q8VDM6 2.1105E-02 12 8 10 4 7 3 4 2 Heterogeneous nuclear ribonucleoprotein U-like protein 1 0S=Mus musculus GN=Hnrmpull PE=1 SV=1
Q8C8U0 2.1148E-02 0 0 0 0 2 10 4 14 Liprin-beta-1 OS=Mus musculus GN=Ppfibpl PE=1 SV=3

D3Z6N3 2.1164E-02 25 20 23 8 17 14 15 15 DNA replication licensing factor MCM7 OS=Mus musculus GN=Mcm7 PE=1 SV=1

Q8C7V3 2.1181E-02 4 4 2 2 0 0 0 0 U3 small nucleolar RNA-associated protein 15 homolog OS=Mus musculus GN=Utp15 PE=1 SV=1
Q6PARS 2.1295E-02 8 9 4 4 0 0 0 0 GTPase-activating protein and VPS9 d taining protein 1 OS=Mus musculus GN=Gapvd1 PE=1 SV=2
P17182 2.1348E-02 172 144 148 38 127 103 72 115 Alpha-enolase OS=Mus musculus GN=Enol PE=1 SV=3

A2AMWO 2.1410E-02 2 23 2 9 49 55 29 45 Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_a OS=Mus musculus GN=Capzb PE=1 SV=1
D3YWF6 2.1469E-02 14 12 12 6 9 10 8 18 Ubiquitin thioesterase OTUB1 OS=Mus musculus GN=Otubl PE=1 SV=1

Q7TQI3 2.1469E-02 14 12 12 6 9 10 8 18 Ubiquitin thioesterase OTUB1 OS=Mus musculus GN=Otubl PE=1 SV=2

A0A0G2IGZS 2.1633E-02 0 0 0 0 12 6 2 8 PDZ and LIM domain protein 5 (Fragment) OS=Mus musculus GN=Pdlim3 PE=1 SV=1

Q8C052 2.1685E-02 12 12 6 4 16 16 9 17 Microtubule-associated protein 1S OS=Mus musculus GN=Mapls PE=1 SV=2

P16546 2.1823E-02 21 12 18 3 29 2 19 27 Spectrin alpha chain, non-erythrocytic 1 OS=Mus musculus GN=Sptanl PE=1 SV=4
AOAOUIRQOS 2.2058E-02 38 2 23 17 12 12 7 18 Cytoplasmic FMR 1 -interacting protein 1 (Fragment) OS=Mus musculus GN=Cyfipl PE=1 SV=1
E9PZFO 2.2299E-02 2 25 23 3 52 40 44 55 Nucleoside diphosphate kinase OS=Mus musculus GN=Gm20390 PE=3 SV=1

BIAWEL 22323E-02 21 15 13 8 8 5 7 11 Clathrin light chain A OS=Mus musculus GN=Clia PE=1 SV=1

BIAZ46 2.2450E-02 3 2 0 0 10 5 4 10 Brain-specific is inhibitor 1-associated protein 2 0S=Mus musculus GN=Baiap2 PE=1 SV=1
Q8BKX1 2.2450E-02 3 2 0 0 10 5 4 10 Brain-specifi inhibitor 1 ted protein 2 0S=Mus musculus GN=Baiap2 PE=1 SV=2
Q8IZK9 22527E-02 2 14 2 2 0 0 0 0 Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Mus musculus GN=Hmges1 PE=1 SV=1
QIROPS 22736E-02 14 11 10 3 29 23 18 14 Destrin OS=Mus musculus GN=Dstn PE=1 S

A2APMI 2.2903E-02 5 5 7 0 14 10 8 11 CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=1

QICWI9 2.3065E-02 92 78 62 36 69 46 31 64 Bifunctional purine biosynthesis protein PURH OS=Mus musculus GN=Atic PE=1 SV=2
A2APMS 2.3080E-02 5 5 7 0 14 11 8 12 CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=1

Q80X37 2.3080E-02 5 5 7 0 14 11 8 12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1

A6PWY4 2.3586E-02 12 11 19 9 0 0 0 0 WD repeat-containing protein 76 OS=Mus musculus GN=Wdr76 PE=1 SV=1

P10404 2.3628E-02 20 9 13 9 0 0 0 0 MLV-related proviral Env polyprotein OS=Mus musculus P’

Q549C9 2.3862E-02 25 2 20 2 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 P!

P02340 2.3862E-02 25 24 20 2 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Tps3 P

Q80ZAL 2.3862E-02 25 2 20 2 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 P!

I7HIK9 2.3862E-02 25 24 20 2 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 P!

QSSF07 2.3864E-02 6 2 4 0 10 12 7 9 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus GN=Igf2bp2 PE=1 SV=1
QIDIM4 23879E-02 9 7 6 5 0 0 0 0 Eukaryotic translation elongation factor 1 epsilon-I OS=Mus musculus GN=Eeflel PE=1 SV=1
QIIWS50 2.4269E-02 7 4 7 4 0 0 0 0 Cold shock domain-containing protein E1 0S=Mus musculus GN=Csdel PE=1 SV=1

AG6X8Z3 2.4269E-02 6 2 4 0 10 12 7 7 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus GN=Igf2bp2 PE=1 SV=1
Q8BH35 2.4283E-02 0 0 0 0 4 5 7 5 Complement component C8 beta chain OS=Mus musculus GN=C8b PE=1 SV=1

Q3TTF6 2.4930E-02 4 8 6 2 0 0 0 3 Putative uncharacterized protein OS=Mus musculus GN=Ppp2rlb PE=1 SV=1

H3BKUL 2.4930E-02 4 8 6 2 0 0 0 3 Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), beta isoform, isoform CRA_b OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
G3UWS4 2.4930E-02 4 8 6 2 0 0 0 3 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
H3BLQO 2.4930E-02 4 8 6 2 0 0 0 3 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
E9QOU1 2.4974E-02 18 11 17 3 4 5 5 7 268 proteasome non-ATPase regulatory subunit 13 0S=Mus musculus GN=Psmd13 PE=1 SV=1
P43247 2.5520E-02 14 10 3 3 0 0 0 2 DNA mismatch repair protein Msh2 OS=Mus musculus GN=Msh2 PE=1 SV=1

VIGXB6 2.5604E-02 3 3 4 2 0 2 0 5 Heterogeneous nuclear ribonucleoprotein L-like OS=Mus musculus GN=Hnmpll PE=1 SV=1
Q6P2BI 2.5639E-02 9 9 6 4 6 0 0 3 Transportin-3 0S=Mus musculus GN=Tnpo3 PE=1 SV=1

Q07797 2.5674E-02 14 15 14 0 42 38 17 37 Galectin-3-binding protein OS=Mus musculus GN=Lgals3bp PE=1 SV=1

A6Z144 2.5873E-02 66 75 60 2 133 13 84 106 Fructose-bisphosphate aldolase OS=Mus musculus GN=Aldoa PE=1 SV=1

E9QNH6 2.5888E-02 0 2 2 0 4 6 3 7 Unconventional myosin-Ib OS=Mus musculus GN=Myolb PE=1 svfl

E9Q580 2.5888E-02 0 2 2 0 4 6 3 7 Unconventional myos! =

P46735 2.5888E-02 0 2 2 0 4 6 3 7 Unconventional myosin-Ib OS=Mus musculus GN=Myolb PE=1 sv 3

Q7TQD7 2.5888E-02 0 2 2 0 4 6 3 7 Myolb protein OS=Mus musculus GN=Myolb PE=1 SV=1

P80313 2.5985E-02 92 78 77 18 63 38 32 48 T-complex protein 1 subunit eta OS=Mus musculus GN=Cct7 PE=1 SV=1

D91279 2.6009E-02 0 0 0 0 13 6 2 8 ENH isoform 1b 0S=Mus musculus GN=Pdlim5 PE=1 SV=1

Q8CIs1 2.6009E-02 0 0 0 0 13 6 2 8 PDZ and LIM domain protein 5 OS=Mus musculus GN=Pdlim3 PE=1 SV=4

DIJ301 2.6009E-02 0 0 0 0 13 6 2 8 ENH isoform 1d 0S=Mus musculus GN=Pdlim5 PE=1 SV=1

D9I300 2.6009E-02 0 0 0 0 13 6 2 8 ENH isoform lc OS=Mus musculus GN=Pdlim5 PE=1 SV=1

D9J302 2.6009E-02 0 0 0 0 13 6 2 8 ENH isoform le OS=Mus musculus GN=Pdlim3 PE=1 SV=1

E9QIS3 2.6048E-02 0 0 0 0 5 12 4 9 Protein transport protein Sec23A OS=Mus musculus GN=Sec23a PE=1 SV=1

Q01405 2.6048E-02 0 0 0 0 5 12 4 9 Protein transport protein Sec23A 0S=Mus musculus GN=Sec23a PE=1 SV=2
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8 Proteasome activator complex subunit 1 OS=Mus musculus GN=Psmel PE=1 SV=1
13 Ras-related protein R-Ras2 OS=Mus musculus GN=Rras2 PE=1 SV=1
5 608 ribosomal protein L35 OS=Mus musculus GN=RpI35 PE=1 SV=1
4 D triphosphate trij SAMHD1 OS=Mus musculus GN=Samhd1 PE=1 SV=1
4 D it 1] SAMHD1 OS=Mus musculus GN=Samhd1 PE=1 SV=2
4 D triphosphate SAMHD1 OS=Mus musculus GN=Samhd1 PE=1 SV=1
18 Ribonucleoside-diphosphate reductase large subunit OS=Mus musculus GN=Rrm1 PE=1 SV=2
5 Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform OS=Mus musculus GN=Ppp2rSe PE=1 SV=3
16 Rab GDP dissociation inhibitor alpha OS=Mus musculus GN=Gdil PE=1 SV=3
8 Neural cell adhesion molecule 1 (Fragment) OS=Mus musculus GN=Ncam1 P|
12 Cyclin-dependent kinase 1 (Fragment) OS=Mus musculus GN=Cdk1 PE=1 SV=1
6 Splicing factor 3B subunit 6 OS=Mus musculus GN=Sf3b6 PE=1 SV=
22 60S ribosomal protein L11 (Fragment) OS=Mus musculus GN=Rpl11 PE=1 SV=1
5 Protein Gm9493 OS=Mus musculus GN=Gm9493 PE=4 S
12 408 ribosomal protein S11 OS=Mus musculus GN=Rps11 PE=1 SV=1
10 Histidine triad nucleotide-binding protein 1 OS=Mus musculus GN=Hint] PE=1 SV=3
27 Integrin alpha-5 0S=Mus musculus GN=Itga5 PE=1 SV=3
10 Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 0S=Mus musculus GN=Aimp2 PE=1 SV=2
105 Fructose-bisphosphate aldolase A OS=Mus musculus GN=Aldoa PE=1 SV=2
0 Eukaryotic translation initiation factor 3 subunit K OS=Mus musculus GN=Eif3k PE=1 SV=1
162 Elongation factor 1-alpha 2 OS=Mus musculus GN=Eefla2 PE=1 SV=
5N i -phosphat 0S=Mus musculus GN=Amdhd2 PE=1 SV=1
4 Hemoglobin subunit alpha OS=Mus musculus GN=Hba PE=1 SV=2,
4 Alpha globin 1 OS=Mus musculus GN=haemaglobin alpha 2 PE=1 SV=1
184 Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2
12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1
12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1
12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1
12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1
12 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=1
6 Ephrin type-B receptor 3 0S=Mus musculus GN=Ephb3 PE=1 SV=2
8 no description
184 Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2
23 Nuclease-sensitive element-binding protein 1 OS=Mus musculus GN=Ybx1 PE=1 SV=3
9 AP-2 complex subunit alpha-1 OS=Mus musculus GN=Ap2al PE=1 SV=1
10 Neural cell adhesion molecule 1 OS=Mus musculus GN=Ncam1 P SV=3
10 Neural cell adhesion molecule 1 OS=Mus musculus GN=Ncam! PE=1 SV=2
10 Neural cell adhesion molecule 1 OS=Mus musculus GN=Ncaml PE=1 §
25 Fatty acid-binding protein, epidermal OS=Mus musculus GN=Fabp5 PE=1 SV=3
9 Interferon-induced protein with tetratricopeptide repeats 1 0S=Mus musculus GN=Ifitl PE=1 SV=2
3 Eukaryotic translation initiation factor 3 subunit K OS=Mus musculus GN=Eif3k PE=1 SV=1
30 DNA helicase OS=Mus musculus GN=Mcm6 PE=1 SV
30 DNA replication licensing factor MCM6 OS=Mus musculus GN=Mcm6 PE=1 SV=1
18 H/ACA ribonucleoprotein complex subunit 4 OS=Mus musculus GN=Dkcl PE=1 SV=4
11 Splicing factor 3B subunit 3 0S=Mus musculus GN=Sf3b3 PE=1 SV=1
5 DNA topoisomerase 1 OS=Mus musculus GN=Topl PE=1 §
4 Platelet-activating factor acetylhydrolase IB subunit gamma OS=Mus musculus GN=Pafah1b3 P!
4 Platelet-activating factor acetylhydrolase IB subunit gamma OS=Mus musculus GN=Pafah1b3 PE=1 SV=1
5 Eukaryotic translation initiation factor 3 subunit D OS=Mus musculus GN=Eif3d PE=1 SV=2
11 Clathrin light chain A OS=] Ita P! N
11 Clathrin light chain A OS=] Ita PE=1 SV=1
11 Clathrin light chain A OS=]
11 Clathrin light chain A OS=]
8 Proteasome activator complex subunit 1 OS=Mus musculus GN=Psmel PE=1 SV=2
5 Eukaryotic translation initiation factor SB OS=Mus musculus GN=Eif5b PE=1 SV=2
62 Radixin OS=Mus musculus GN=Rdx PE=1 SV=1
8 cAMP-dependent protein kinase catalytic subunit alpha OS=Mus musculus GN=Prkaca PE=1 SV=3
305 Myosin-9 OS=Mus musculus GN=Myh9 PE=1 SV=4
0 Sister chromatid cohesion protein PDS5 homolog B OS=Mus musculus GN=Pds5b PE=1 SV=1
0 Sister chromatid cohesion protein PDSS homolog B OS=Mus musculus GN=Pds5b PE=1 SV=1
4 Nucleolar protein 58 0S=Mus musculus GN=Nop58 PE=1 SV=1
27 60S ribosomal protein L11 OS=Mus musculus GN=Rpl11 PE=1 SV=4
27 Protein Gm10036 OS=Mus musculus GN=Gm10036 PE=3 SV=1
33 Niban-like protein 1 OS=Mus musculus GN=Fam129b PE=1 SV=2
89 Transitional endoplasmic reticulum ATPase OS=Mus musculus GN=V¢p PE=1 SV=4
3 Ephrin type-B receptor 4 OS=Mus musculus GN=Ephb4 PE=1 SV=2
3 Ephrin type-B receptor 4 0S=Mus musculus GN=Ephb4 PE=1 SV=1
3 Ephrin type-B receptor 4 0S=Mus musculus GN=Ephb4 PE=1 SV=1
9 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=2
11 26S protease regulatory subunit § OS=Mus musculus GN=PsmcS PE=1 SV=1
44 Adipocyte enhancer-binding protein 1 0S=Mus musculus GN=Acbpl PE=1 SV=1
19 Prothrombin OS=Mus musculus GN=F2 PE=1 SV=1
19 Prothrombin OS=Mus musculus GN=F2 PE=1 SV=1
0 Eukaryotic translation initiation factor 3 subunit M OS=Mus musculus GN=Eif3m PE=1 SV=1
4 Cullin-4B OS=Mus musculus GN=Cul4b PE=1 S
4 Cullin-4B OS=Mus musculus GN=Culdb PE=1 SV=
14 Splicing factor, proline- and glutamine-rich OS=Mus musculus GN=Sfpq PE=1 SV=1
6 Insulin-like growth factor 2 mRNA-binding protein 3 OS=Mus musculus GN=Igf2bp3 PE=1 SV=1
28 Peroxiredoxin-2 OS=Mus musculus GN=Prdx2 PE=1 SV=3
0 408 ribosomal protein $29 O us musculus GN=Rps29 PE=3 SV=2
2 Protein Ncapg OS=Mus musculus GN=Ncapg PE=1 SV=1
6 PDZ and LIM domain protein 5 (Fragment) OS=Mus musculus GN=Pdlim5 PE=1 SV=1
5 Eukaryotic translation initiation factor 3 subunit H OS=Mus musculus GN=Eif3h PE=1 SV=1
4 72 kDatype IV collagenase OS=Mus musculus GN=Mmp2 PE=1 SV=1
15 Integrin alpha-V OS=Mus musculus GN=Itgay PE=1 SV=1
15 Integrin alpha-V OS=Mus musculus GN=Itgav PE=1 SV=2
10 Kinesin-1 heavy chain OS=Mus musculus GN=Kif5b PE=1 SV=3
21 Eukaryotic initiation factor 4A-111 OS=Mus musculus GN=Eif4a3 PE=1 SV=3
9 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpc3 PE=1 SV=3
12 Elongation factor 1-delta (Fragment) OS=Mus musculus GN=Eefld PE=1 SV=1
24 Peptidyl-prolyl cis-trans isomerase D OS=Mus musculus GN=Ppid PE=1 SV=3
0 Cleavage stimulation factor subunit I OS=Mus musculus GN=Cstfl PE=1 SV=1
27 RuvB-like | OS=Mus musculus GN=Ruvbll PE=1 SV=1
5 DNA replication licensing factor MCM3 OS=Mus musculus GN=Mcm3 PE=1 SV=2
12 Elongation factor 1-delta OS=Mus musculus GN=Eefld PE=1 SV=1
12 Elongation factor 1-delta OS=Mus musculus GN=Eefld PE=1 SV=3
12 Elongation factor 1-delta OS=Mus musculus GN=Eefld PE=1 SV=1
103 T-complex protein 1 subunit gamma OS=Mus musculus GN=Cet3 PE=1 SV=1
10 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=2
10 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=1
10 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=1
10 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=3
13 Protein deglycase DJ-1 OS=Mus musculus GN=Park7 PE=1 SV=1
5 6-phosphogluconolactonase OS=Mus musculus GN=Pgls PE=1 SV=1
13 Poly(rC)-binding protein 2 0S=Mus musculus GN=Pcbp2 PE=1 SV=1
0 Ribosomal RNA small subunit methyltransferase NEP1 OS=Mus musculus GN=Emg]1 P!
28 Eukaryotic translation initiation factor 3 subunit C OS=Mus musculus GN=Eif3¢c PE=1 §
19 U5 small nuclear ribonucleoprotein 40 kDa protein OS=Mus musculus GN=Snrnp40 PE=1 SV=1
95 Programmed cell death 6-interacting protein OS=Mus musculus GN=Pdcd6ip PE=1 SV=3
21 Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Mus musculus GN=Gnas PE=1 SV=1
21 Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Mus musculus GN=Gnas PE=1 SV=1
40 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naal5 PE=1 SV=1
66 Alpha-actinin-4 OS=Mus musculus GN=Actn4 PE=1 SV=1
0 Putative RNA-binding protein Luc7-like 2 OS=Mus musculus GN=Luc712 PE=1 SV=1
7 Glutathione S-transferase Mu | (Fragment) OS=Mus musculus GN=Gstml PE=1 SV=1
51 L-lactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 SV=1
51 L-lactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 SV=1
7 S-adenosylmethionine synthase OS=Mus musculus GN=Mat2a PE=1 SV=1
11 408 ribosomal protein S11 (Fragment) OS=Mus musculus GN=Rps11 PE=1 SV=1
12 Protein deglycase DJ-1 OS=Mus musculus GN=Park7 PE=1 SV=1
29 U5 small nuclear ribonucleoprotein 200 kDa helicase OS=Mus musculus GN=Snrnp200 PE=1 SV=1
83 Dihydropyrimidinase-related protein 2 OS=Mus musculus GN=DpysI2 P’ SvV=2
22 14-3-3 protein beta/alpha (Fragment) OS=Mus musculus GN=Y whab PE=1 SV=1
12 Disintegrin and metalloproteinase domain-containing protein 9 OS=Mus musculus GN=Adam9 PE=1 SV=2
12 Disintegrin and metalloproteinase domain-containing protein 9 OS=Mus musculus GN=Adam9 PE=1 SV=1
12 Disintegrin and metalloproteinase domain-containing protein 9 OS=Mus musculus GN=Adam9 PE=1 SV=1
50 Adenylyl cyclase-associated protein 1 OS=Mus musculus GN=Capl PE=1 SV=4
5 Plasma membrane calcium-transporting ATPase 4 OS=Mus musculus GN=Atp2b4 PE=1 SV=1
5 Nucleolar protein 58 0S=Mus musculus GN=Nop58 PE=1 SV=1
100 Asp: synthetase [glutamif ing] OS=Mus musculus GN=Asns PE=1 SV=3
17 Eukaryotic initiation factor 4A-III (Fragment) OS=Mus musculus GN=Eif4a3 PE=1 SV=1
51 L-lactate dehydrogenase A chain OS=Mus musculus GN=Ldha PE=1 SV=3
6 Histone acetyltransferase type B catalytic subunit OS=Mus musculus GN=Hatl PE=1 SV=1
6 Histone acetyltransferase type B catalytic subunit O us musculus GN=Hatl PE=1 SV=1
10 GTPase KRas OS=Mus musculus GN=Kras PE=1 SV=1
15 Calreticulin OS=Mus musculus GN=Calr PE=1 SV=1
8 268 protease regulatory subunit 8 OS=Mus musculus GN=Psmc5 PE=1 SV=1
51 L-lactate dehydrogenase OS=Mus musculus GI dha PE=1 SV=1
3 Putative RNA-binding protein Luc7-like 2 0S=Mus musculus GN=Luc712 PE=1 SV=1




A2AGTS 4.8740E-02 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap5 PE=1 SV=1

ZAYLT8 4.8740E-02 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein S OS=Mus musculus GN=Ckap5 PE=1 SV=1

K3W4R5 4.8740E-02 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap5 PE=1 SV=1

AOAOR4JOK2 4.8740E-02 5 3 4 4 0 0 0 2 Cytoskeleton-associated protein S OS=Mus musculus GN=Ckap5 PE=1 SV=1

P62281 4.9547E-02 29 21 28 5 22 18 12 15 408S ribosomal protein S11 OS=Mus musculus GN=Rps11 PE=1 SV=3

QIWUM3 5.0923E-02 13 6 10 0 16 27 18 24 Coronin-1B 0S=Mus musculus GN=Corolb PE=1 SV=1

Q97200 5.0970E-02 7 0 5 0 10 7 6 10 Proteasome subunit alpha type-7 OS=Mus musculus GN=Psma7 PE=1 SV=1

Q9QZD9 5.1734E-02 41 35 38 5 16 13 8 16 Eukaryotic translation initiation factor 3 subunit I O: us musculus GN=Eif3i PE=1 SV=1
Q8CFI17 5.1872E-02 30 25 27 4 12 6 2 12 DNA-directed RNA polymerase II subunit RPB2 OS=Mus musculus GN=Polr2b PE=1 SV=2
Q61398 5.2622E-02 90 47 44 19 43 34 28 41 Procollagen C-endopeptidase enhancer 1 OS=Mus musculus GN=Pcolce PE=1 SV=2
QoWV32 5.3215E-02 42 33 38 7 34 19 12 20 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpclb PE=1 SV=4
QIWUA3 5.3466E-02 17 18 22 3 6 5 0 7 ATP-dependent 6-phosphofructokinase, platelet type OS=Mus musculus GN=Pfkp PE=1 SV=1
QB8C605 5.3466E-02 17 18 22 3 6 5 0 7 ATP-dependent 6-phosphofructokinase OS=Mus musculus GN=Pfkp PE=1 SV=1

P47857 5.3649E-02 17 10 18 3 6 10 5 4 ATP-dependent 6-phosphofructokinase, muscle type OS=Mus musculus GN=Pfkm PE=1 SV=3
P17742 5.3917E-02 52 27 25 0 77 59 30 62 Peptidyl-prolyl cis s isomerase A OS=Mus musculus GN=Ppia PE=1 SV=2

Q92217 5.4312E-02 8 8 5 0 13 10 9 9 MCG13402, isoform CRA_c OS=Mus musculus GN=Ptbpl PE=1 SV=1

Q8BGJS5 5.4782E-02 8 8 5 0 13 10 8 9 MCG13402, isoform CRA_a OS=Mus musculus GN=Ptbpl PE=1 SV=1

Q80UM3 5.5019E-02 69 61 61 31 41 31 38 37 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naal5 PE=1 SV=1
F7CAZ6 5.5925E-02 21 20 25 9 40 45 24 37 F-actin-capping protein subunit beta (Fragment) OS=Mus musculus GN=Capzb PE=1 SV=1
Q9D0I9 5.6114E-02 50 39 37 10 33 27 19 34 Arginine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Rars PE=1 SV=2

G3UYZ1 5.6359E-02 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 O! gsf8 PE=1 SV=1

Q8R366 5.6359E-02 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 PE=1 SV=2
AOAOR4J117 5.6359E-02 0 5 0 0 14 6 11 12 Immunoglobulin superfamily member 8 0S=Mus musculus G!

055023 5.6507E-02 4 3 5 0 13 8 4 7 Inositol monophosphatase 1 OS=Mus musculus GN=Impal PE=1 SV=1

Q9CQ65 5.7506E-02 26 17 24 3 43 37 19 33 S-methyl-5'-thioadenosine phosphorylase OS=Mus musculus GN=Mtap PE=1 SV=1

Q8C253 5.7683E-02 26 13 17 3 32 41 21 33 Galectin O: us musculus GN=Lgals3 PE=1 SV=1

008604 5.8169E-02 0 0 0 0 7 5 4 0 Retinoic acid early-inducible protein 1-gamma OS=Mus musculus GN=Raetlc PE=1 SV=1
P70336 5.8329E-02 9 7 7 0 0 0 0 0 Rho-associated protein kinase 2 OS=Mus musculus GN=Rock2 PE=1 SV=1

P19157 5.8350E-02 20 19 16 8 19 12 0 19 Glutathione S-transferase P 1 OS=Mus musculus GN=Gstpl PE=1 SV=2

Q91225 5.8410E-02 42 33 38 7 35 18 12 20 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpclb PE=1 SV=1
QYERU9 5.8426E-02 6 4 5 0 0 0 0 0 E3 SUMO-protein ligase RanBP2 OS=Mus musculus GN=Ranbp2 PE=1 SV=2

Q91V3s 5.8492E-02 0 0 0 0 3 0 2 3 Receptor-type tyrosine-protein phosphatase OS=Mus musculus GN=Ptpra PE=1 SV=1
F6SDD7 5.8501E-02 4 3 3 0 0 0 0 0 DNA topoisomerase (Fragment) OS=Mus musculus GN=Top3b P’ Sv=1

088792 5.8501E-02 4 3 3 0 0 0 0 0 Junctional adhesion molecule A OS=Mus musculus GN=F11r PE=1 SV=2

A2RTHS 5.8501E-02 4 3 3 0 0 0 0 0 Leucine carboxyl methyltransferase 1 OS=Mus musculus GN=Lemtl PE=1 SV=1
AOAOUIRNF2 5.8501E-02 4 3 3 0 0 0 0 0 Protein Lemtl OS=Mus musculus GN=Lemtl PE=1 SV:

E9PV04 5.8565E-02 50 0 43 9 14 0 12 0 Protein Gm8994 OS=Mus musculus GN=Gm8994 PE=3 SV=2

P21278 5.8728E-02 8 9 11 2 4 5 0 4 Guanine nucleotide-binding protein subunit alpha-11 OS=Mus musculus GN=Gnal 1 PE=1 SV=1
Q9D8US 5.8802E-02 0 0 0 0 4 3 0 3 Sorting nexin-5 OS=Mus musculus GN=Snx5 PE=1 SV=1

Q3TT92 5.8920E-02 0 0 0 0 39 29 0 29 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=DpysI3 PE=1 SV=1

D372H9 5.8939E-02 27 26 25 13 57 53 39 45 Protein Tpm3-rs7 OS=Mus musculus GN=Tpm3-rs7 PE=3 SV=1

Q76MZ3 5.8950E-02 80 46 74 25 69 48 34 59 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2rla PE=1 SV=3
ADA0I9YUZ4 5.8986E-02 8 8 8 0 9 15 12 11 High mobility group protein Bl (Fragment) OS=Mus musculus GN=Hmgb1l PE=1 SV=1
P63158 5.8986E-02 8 8 8 0 9 15 12 11 High mobility group protein B1 OS=Mus musculus GN=Hmgb1 PE=1 SV=2

Q6PAV2 5.9002E-02 7 5 5 0 0 0 0 0 Probable E3 ubiquitin-protein ligase HERC4 OS=Mus musculus G! ercd4 PE=1 SV=2
QIDC48 5.9003E-02 4 5 4 0 0 2 0 0 Pre-mRNA-processing factor 17 OS=Mus musculus GN=Cdc40 P! Sv=1

P17563 5.9096E-02 15 13 15 0 0 0 0 0 Selenium-binding protein 1 OS=Mus musculus GN=Selenbpl PE=1 SV=2

F8WIDS 5.9205E-02 27 28 0 0 49 37 32 33 Tropomyosin alpha-1 chain OS=Mus musculus GN=TpmI PE=1 SV=1

P11440 5.9279E-02 78 49 57 5 26 19 15 17 Cyclin-dependent kinase 1 OS=Mus musculus GN=Cdk1 PE=1 SV=3

Q60716 5.9372E-02 0 0 0 0 4 3 2 0 Prolyl 4-hydroxylase subunit alpha-2 OS=Mus musculus GN=P4ha2 PE=1 SV=1

Q58X75 5.9372E-02 0 0 0 0 4 3 2 C -proline, 2: 4l 4-di (Proline 4 ), alpha 11 polypeptide, isoform CRA_f OS=Mus musculus GN=P4ha2 PE=1 SV=1
Q61391 5.9404E-02 0 0 0 0 4 3 0 us musculus GN=Mme PE=1 SV=3

AO0A0G2JH04 5.9457E-02 17 9 18 9 0 10 0 tion initiation factor 4E OS=Mus musculus GN=Eif4e PE=1 SV=1

Q921D0 5.9505E-02 4 3 4 0 0 0 0 0 Annexin OS=Mus musculus GN=Anxa8 PE=1 SV=1

Q97321 5.9505E-02 4 3 4 0 0 0 0 0 DNA topoisomerase 3-beta-1 OS=Mus musculus GN=Top3b PE=1 SV=1

F6X8LS 5.9606E-02 0 0 0 0 7 5 0 5 6-phosphogluconolactonase (Fragment) OS=Mus musculus GN=Pgls PE=1 SV=1

A2AW41 5.9822E-02 5 0 5 0 10 5 4 7 Protein Hnrnpr (Fragment) OS=Mus musculus GN=Hnrnpr PE=1 SV=1

Q5SWU9 5.9992E-02 29 16 28 6 10 14 10 16 Acetyl-CoA carboxylase 1 OS=Mus musculus GN=Acaca PE=1 SV=1



Table S3 Click here to access/download;Table;Table S3.pdf =

Table S3. Shown here are 79 protein fractions expressed exclusively in isolated EVs from WT (ciliated cells) after inducing the release of ciliary vesicle by fluid-shear flow.

| Spectral count for ciliated EV (WT)
Accession T-test p-value [ [s: le2 | 3 ] p

| Spectral count for non-ciliated EV (KO) | |
T T 3 |

| 4 [s: le2 | | pled_|Description
QO5DV1 2.042E-04 18.99 20.01 234 20.67 0 0 0 0 NADPH hy P450 red 0OS=Mus lus GN=Por PE=1 SV=1
AOA1BOGR11 3.115E-04 18.99 24.22 20.59 20.67 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldo1 PE=1 SV=1
Q93092 3.115E-04 18.99 24.22 20.59 20.67 0 0 0 0 Transaldolase OS=Mus musculus GN=Taldol PE=1 SV=2
QICYN9 4.182E-04 13.45 15.8 16.85 17.71 0 0 0 0 Renin receptor OS=Mus musculus GN=Atp6ap2 PE=1 SV=2
Q8OW65 7.985E-04 11.87 10.53 12.17 14.76 0 0 0 0 Proprotein convertase subtilisin/kexin type 9 OS=Mus musculus GN=Pcsk9 PE=1 SV=2
P37040 9.213E-04 18.99 20.01 26.2 20.67 0 0 0 0 NADPH. T P450 red 0OS=Mus lus GN=Por PE=1 SV=2
Q01320 1.024E-03 49.86 51.6 45.86 64.95 0 0 0 0 DNA topoisomerase 2-alpha OS=Mus musculus GN=Top2a PE=1 SV=2
Q99P88 1.047E-03 6.332 7.371 6.551 8.857 0 0 0 0 Nuclear pore complex protein Nup155 OS=Mus musculus GN=Nup155 PE=1 SV=1
Q972V5s 1.225E-03 3.957 5.265 5615 5.904 0 0 0 0 Histone deacetylase 6 OS=Mus musculus GN=Hdac6 PE=1 SV=3
AO0AIBOGX25 1.225E-03 3.957 5.265 5.615 5.904 0 0 0 0 Histone deacetylase 6 (Fragment) OS=Mus musculus GN=Hdac6 PE=1 SV=1
Q810B6 1.268E-03 3.957 5.265 4.679 5.904 0 0 0 0 Rabankyrin-5 OS=Mus musculus GN=Ankfyl PE=1 SV=2
Q9ZIT1 1.433E-03 7.123 7.371 10.29 8.857 0 0 0 0 AP-3 complex subunit beta-1 OS=Mus musculus GN=Ap3bl PE=1 SV=2
P19001 1.570E-03 12.66 10.53 1591 11.81 0 0 0 0 Keratin, type I cytoskeletal 19 OS=Mus musculus GN=Krt19 PE=1 SV=1
F8VPKS5 1.956E-03 8.706 9.477 7.487 11.81 0 0 0 0 Rho-associated protein kinase OS=Mus musculus GN=Rock2 PE=1 SV=1
Q61001 2.110E-03 44.32 3475 36.5 53.14 0 0 0 0 Laminin subunit alpha-5 OS=Mus musculus GN=Lama5 PE=1 SV=4
035566 2.948E-03 34.82 46.33 57.09 38.38 0 0 0 0 CDI151 antigen OS=Mus musculus GN=Cd151 PE=1 SV=2
AOAIBOGRG3 3.122E-03 32.45 44.23 55.22 38.38 0 0 0 0 CD151 antigen (Fragment) OS=Mus musculus GN=Cd151 PE=1 SV=1
Q8R480 3.317E-03 5.54 4.212 7.487 5.904 0 0 0 0 Nuclear pore complex protein Nup85 OS=Mus musculus GN=Nup85 PE=1 SV=1
A2AWO05 3.781E-03 4.749 3.159 4.679 5.904 0 0 0 0 FACT complex subunit SSRP1 (Fragment) OS=Mus musculus GN=Ssrpl PE=1 SV=1
Q08943 3.781E-03 4.749 3.159 4.679 5.904 0 0 0 0 FACT complex subunit SSRP1 OS=Mus musculus GN=Ssrpl PE=1 SV=2
P58854 4.033E-03 3.166 5.265 5.615 5.904 0 0 0 0G bulin complex p 3 0S=Mus lus GN=Tubgcp3 PE=1 SV=2
Q6P5DS 4.176E-03 13.45 9.477 1591 17.71 0 0 0 0 Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Mus musculus GN=Smchd1 PE=1 SV=2
QY9JHK4 4.442E-03 7915 8.424 6.551 11.81 0 0 0 0 Geranylgeranyl transferase type-2 subunit alpha OS=Mus musculus GN=Rabggta PE=1 SV=1
AOAOR4J233 5.084E-03 6.332 8.424 12.17 8.857 0 0 0 0 Septin-10 OS=Mus musculus GN=Sept10 PE=1 SV=1
Q8C650 5.084E-03 6.332 8.424 12.17 8.857 0 0 0 0 Septin-10 OS=Mus musculus GN=Sept10 PE=1 SV=1
QoWUU7 5.388E-03 8.706 6318 7.487 11.81 0 0 0 0 Cathepsin Z OS=Mus musculus GN=Ctsz PE=1 SV=1
QOWTZ2 5.895E-03 3.957 3.159 3.743 5.904 0 0 0 0 Membrane-bound transcription factor site-1 protease OS=Mus musculus GN=Mbtps1 PE=1 SV=1
E9Q3L1 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
VIGXM4 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 P
VIGX76 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=
E9PVUO 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
E9Q175 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
E9Q174 6.679E-03 4.749 9.477 7.487 5.904 0 0 0 0 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=
P98063 7.098E-03 42.74 57.92 48.66 82.66 0 0 0 0 Bone morphogenetic protein I OS=Mus musculus GN=Bmp1 PE=1 SV=2
Q920Q8 7.214E-03 5.54 4212 2.808 5.904 0 0 0 0 Influenza virus NS1A-binding protein homolog OS=Mus musculus GN=Ivnslabp PE=1 SV=2
P43346 8.144E-03 12.66 12.64 5.615 11.81 0 0 0 0 Deoxycytidine kinase OS=Mus musculus GN=Dck PE=1 SV=1
Q6P5B0 9.106E-03 6.332 11.58 7.487 5.904 0 0 0 0 RRP12-like protein OS=Mus musculus GN=Rrp12 PE=1 SV=1
P11370 9.215E-03 10.29 10.53 5.615 5.904 0 0 0 0 Retrovirus-related Env polyprotein from Fv-4 locus OS=Mus musculus GN=Fv4 PE=1 SV=2
Q8vC28 9.903E-03 5.54 8.424 6.551 11.81 0 0 0 0 Aldo-keto reductase family 1 member C13 OS=Mus musculus GN=Akrlcl3 PE=1 SV=2
G3X934 9.949E-03 10.29 15.8 14.97 23.62 0 0 0 0 MCG115964 OS=Mus musculus GN=Wdr70 PE=1 SV=1
Q57119 1.063E-02 4.749 4212 7.487 8.857 0 0 0 0 Aldehyde dehydrogenase family 16 member A1 OS=Mus musculus GN=Aldh16al P
AO0ATBOGSUO 1.063E-02 4.749 4.212 7.487 8.857 0 0 0 0 Aldehyde dehydrogenase family 16 member A1 OS=Mus musculus GN=Aldh16al P
D3Z0B9 1.063E-02 4.749 4212 7.487 8.857 0 0 0 0 Aldehyde dehydrogenase family 16 member A1 OS=Mus musculus GN=Aldhl6al PE=1 SV=3
P43276 1.065E-02 8.706 8.424 16.85 14.76 0 0 0 0 Histone H1.5 OS=Mus musculus GN=Histlh1b PE=1 SV=2
E9PXY8 1.073E-02 11.87 2422 13.1 14.76 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 OS=Mus musculus GN=Usp7 PE=1 SV=1
F8VPX1 1.073E-02 11.87 2422 13.1 14.76 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 OS=Mus musculus GN=Usp7 P’ Sv=1
Q6A4J8 1.073E-02 11.87 24.22 13.1 14.76 0 0 0 0 Ubiquitin carboxyl-terminal hydrolase 7 OS=Mus musculus GN=Usp7 PE=1 SV=1
Q3TWF6 1.082E-02 10.29 15.8 14.04 23.62 0 0 0 0 WD repeat-containing protein 70 OS=Mus musculus GN=Wdr70 PE=1 SV=1
Q6ZWQO 1.263E-02 4.749 7.371 7.487 11.81 0 0 0 0 Nesprin-2 OS=Mus musculus GN=Syne2 PE=1 SV=2
E9QP46 1.263E-02 4.749 7371 7.487 11.81 0 0 0 0 Nesprin-2 OS=Mus musculus GN=Syne2 PE=1 SV=1
QI9CXF4 1.809E-02 8.706 8.424 2.808 5.904 0 0 0 0 TBC1 domain family member 15 OS=Mus musculus GN=Tbcld15 PE=1 SV=1
088796 1.816E-02 3.957 4.212 4.679 8.857 0 0 0 0 Ribonuclease P protein subunit p30 OS=Mus musculus GN=Rpp30 PE=1 SV=1
Q923B1 1.877E-02 5.54 10.53 3.743 8.857 0 0 0 0 Lariat debranching enzyme OS=Mus musculus GN=Dbrl PE=1 SV=2
Q8C7V3 2.118E-02 3.166 4212 1.872 5.904 0 0 0 0 U3 small nucleolar RNA-associated protein 15 homolog OS=Mus musculus GN=Utp15 PE=1 SV=1
Q6PARS 2.130E-02 6.332 9.477 3.743 11.81 0 0 0 0 GTPase-activating protein and VPS9 domain-containing protein I OS=Mus musculus GN=Gapvdl PE=1 SV=2
Q8JZK9 2.253E-02 18.99 14.74 22.46 5.904 0 0 0 0 Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Mus musculus GN=Hmgcs1 PE=1 SV=1
A6PWY4 2.359E-02 9.497 11.58 17.78 26.57 0 0 0 0 WD repeat-containing protein 76 OS=Mus musculus GN=Wdr76 PE=1 SV=1
P10404 2.363E-02 15.83 9.477 12.17 26.57 0 0 0 0 MLV-related proviral Env polyprotein OS=Mus musculus PE=1 SV=3
Q549C9 2.386E-02 19.79 25.27 18.72 5.904 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 PE=1 SV=1
P02340 2.386E-02 19.79 25.27 18.72 5.904 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Tp53 PE=1 SV=3
QB80ZA1 2.386E-02 19.79 25.27 18.72 5.904 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 PE=1 SV=1
I7THIK9 2.386E-02 19.79 2527 18.72 5.904 0 0 0 0 Cellular tumor antigen p53 OS=Mus musculus GN=Trp53 PE=1 SV=1
Q9D1M4 2.388E-02 7.123 7.371 5.615 14.76 0 0 0 0 Eukaryotic translation elongation factor 1 epsilon-1 OS=Mus musculus GN=Eeflel PE=1 SV=1
QI1W50 2.427E-02 5.54 4212 6.551 11.81 0 0 0 0 Cold shock domain-containing protein E1 OS=Mus musculus GN=Csdel PE=1 SV=1
Q3TY56 2.835E-02 3.957 5.265 2.808 8.857 0 0 0 0 Eukaryotic translation initiation factor 3 subunit K. OS=Mus musculus GN=Eif3k PE=1 SV=1
Q4VA53 3.395E-02 14.25 4212 13.1 5.904 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B OS=Mus musculus GN=Pds5b PE=1 SV=1
F8WHUS 3.395E-02 14.25 4.212 13.1 5.904 0 0 0 0 Sister chromatid cohesion protein PDS5 homolog B OS=Mus musculus GN=Pds5b PE=1 SV=1
Q99JX4 3.480E-02 5.54 9.477 1.872 8.857 0 0 0 0 Eukaryotic translation initiation factor 3 subunit M OS=Mus musculus GN=Eif3m PE=1 SV=1
035130 4.039E-02 2.374 3.159 6.551 8.857 0 0 0 0 Ribosomal RNA small subunit methyltransferase NEP1 OS=Mus musculus GN=Emgl PE=1 SV=1
P70336 5.833E-02 7.123 7371 6.551 0 0 0 0 0 Rho-associated protein kinase 2 OS=Mus musculus GN=Rock2 PE=1 SV=1
Q9ERU9 5.843E-02 4.749 4212 4.679 0 0 0 0 0 E3 SUMO-protein ligase RanBP2 OS=Mus musculus GN=Ranbp2 PE=1 SV=2
F6SDD7 5.850E-02 3.166 3.159 2.808 0 0 0 0 0 DNA topoisomerase (Fragment) OS=Mus musculus GN=Top3b PE=1 SV=1
088792 5.850E-02 3.166 3.159 2.808 0 0 0 0 0 Junctional adhesion molecule A OS=Mus musculus GN=F11r PE=1 SV=2
A2RTHS 5.850E-02 3.166 3.159 2.808 0 0 0 0 0 Leucine carboxyl y 1 0S=Mus GN=Lemtl PE=1 SV=1
AOAOUIRNF2 5.850E-02 3.166 3.159 2.808 0 0 0 0 0 Protein Lemtl OS=Mus musculus GN=Lemtl PE=1 SV=1
Q6PAV2 5.900E-02 5.54 5.265 4.679 0 0 0 0 0 Probable E3 ubiquitin-protein ligase HERC4 OS=Mus musculus GN=Herc4 PE=1 SV=2
P17563 5.910E-02 11.87 13.69 14.04 0 0 0 0 0 Selenium-binding protein 1 OS=Mus musculus GN=Selenbpl PE=1 SV=2
Q921D0 5.950E-02 3.166 3.159 3.743 0 0 0 0 0 Annexin OS=Mus musculus GN=Anxa8 PE=1 SV=1
Q97321 5.950E-02 3.166 3.159 3.743 0 0 0 0 0 DNA topoisomerase 3-beta-1 OS=Mus musculus GN=Top3b PE=1 SV=1
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Table S4. Shown here are 145 protein fractions expressed exclusively in solated EVs from KO (non-ciliated cells) after inducing the release of ciliary vesicle by fluid-shear flow.

Q61490
E9Q3Q6
E9Q4G8
Q35SUW3
Q60760
P26618
035295
035474
Q8C4U8
Q80YX1
Q04857
Q6P1J1
P51655
D3Z135
P62897
P28653
QIWTKS
Q62009
P97927
E9QA16
Q8VCQ8
A0A0G2IGD2
P07091
P37889
AOAOJ9YUE9
P54728
G3XA35
E9PYHO
P10518
Q6P069
P18872
Q8CG14
E9Q6C2
D372M7
088322
070326
Q62523
QTTQE2
Q01149
H3BL26
070401
Q99L96
P28654
Q62000
Q61553
G3UXG7
P67871
D3Z4A4
D3YX76
P15626
P16125
AOAO8TWS16
QIDCC4
Q55583
Q60634
AOA067XGS3
070589
P11152
BIBIE2
Q8CG19
QIETS4
P48428
E9Q2A0
QI9K41
E9PWQ3
070433
E9PYBO
QIWVI9
GSE8D6
P10493
QoIIU8
Q62059
Q61081
008603
P53996
Q60866
A2AUR3
P35441
Q80YQl1
D3YTPO
E9QN92
Q8CI59
AOAOR4IIGY
QICWSO
Q64314
P01027
Q3U687
P70290
A2AN84
Q03350
Q64449
P14428
G3UXU2
P61622
AOAOB4JIFO
Q8K2A1
EOCXCS
035646
QIDOF9
E9QN12
P05622
E9QPE2
Q6GQTI
B2RUES
AOAOAGY WMS
P97820
F7DBB3
P24549
P62965
P38647
E9PWES
QID281
P11087
Q08093
Q62188
QI9K51
BIAXS8
AOAICTCYVO
D3Z7D5
Q8C8U0
AOA0G2IGZ5

1.944E-05
1.944E-05
1.944E-05
7.117E-05
7.117E-05
7.382E-05
9.888E-05
1.057E-04
1.057E-04
1.250E-04
2.077E-04
2.575E-04
3.923E-04
5.086E-04
5.461E-04
5.741E-04
6.379E-04
6.444E-04
6.548E-04
7.499E-04
8.082E-04
8.449E-04
8.449E-04
9.486E-04

1
1

172E-03
177E-03

1.387E-03
1.387E-03
1.406E-03
1.430E-03
1.481E-03
1.604E-03
1.604E-03
1.615E-03
1.713E-03
1.788E-03
2.085E-03
2.085E-03
2.120E-03
2.249E-03
2.249E-03
2.249E-03
2.368E-03
2.405E-03
2.754E-03
2.887E-03
2.887E-03
3.269E-03
3.340E-03
3.340E-03
3.458E-03
3.504E-03
3.573E-03
3.605E-03
3.605E-03
3.769E-03
3.769E-03
4.018E-03
4.292E-03
4.292E-03
4.376E-03
4.525E-03
4.610E-03
5.109E-03
5.149E-03
5.362E-03
5.638E-03
5.877E-03
5.877E-03
5.997E-03
6.089E-03
6.316E-03
6.334E-03
6.607E-03
6.828E-03
6.964E-03
6.964E-03
7.000E-03
7.000E-03
7.130E-03
7.130E-03
7.130E-03
7.130E-03
7.276E-03
7.326E-03
7.522E-03
7.621E-03
9.163E-03
9.163E-03
9.228E-03
9.564E-03
9.610E-03
1.059E-02
1.059E-02
1.059E-02
1.061E-02
1.061E-02
1.094E-02

1.

123E-02
150E-02
150E-02
150E-02
173E-02
194E-02
194E-02

196E-02
1.

197E-02

1.208E-02
1.354E-02
1.373E-02
1.394E-02
1.487E-02
1.524E-02
1.543E-02
1.736E-02
1.826E-02
1.826E-02
1.826E-02
1.954E-02
2.115E-02
2.163E-02
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21.69
21.69
21.69
4.487
4.487
9.721
5.234
11.22
11.22
53.09

17.2
14.21
26.17
2.991
12.71
26.17
2.991
27.67
25.42
21.69
21.69
3.739
3.739
64.31
7.478
5.982
8.973
8.973
5.982
8.973
19.44
8.973
8.973
19.44
68.79
3.739
4.487
4.487
31.41
4.487
4.487
4.487
57.58
10.47
63.56
3.739
3.739
20.19
2.991
2.991
8.225
18.69
3.739
5.982
5.982
5.982
5.982
14.21
2.991
2.991
4.487
8.225
5.982
19.44
21.69
3.739
5.234
8.973
8.973
94.22
5.982
8.225
3.739
5.982
16.45
2.243
2.243
2.991
2.991
3.739
3.739
3.739
3.739
3.739
5.982
8.973
3.739
9.721
9.721
10.47
5.234
4.487
2.243
2.243
2.243
4.487
4.487
2.243
5.982
5.982
5.982
5.982
2.991
2.243
2.243
2.243
5.234
1.496
2.991
5.234
29.16
5.982
32.15
5.234
29.16
2.243
2.243
2.243
5.982
16.45
8.973

22.64
22.64
22.64
4.718
4.718
9.435
5.661
10.38
10.38
585
17.93
16.98
20.76
2.831
12.27
19.81
2.831
22.64
27.36
22.64
21.7
4.718
4.718
57.55
5.661
6.605
8.492
8.492
8.492
10.38
20.76
11.32
11.32
17.93
62.27
2.831
4.718
4.718
36.8
4.718
4.718
4.718
95.29
8.492
101
4.718
4.718
16.98
4.718
4.718
12.27
16.98
2.831
3.774
3.774
7.548
7.548
7.548
5.661
5.661
7.548
4.718
6.605
30.19
20.76
6.605
3.774
9.435
9.435
82.08
7.548
8.492
1.887
6.605
12.27
3.774
3.774
6.605
6.605
6.605
6.605
6.605
6.605
2.831
9.435
16.04
7.548
16.98
16.98
11.32
8.492
4.718
2.831
2.831
2.831
3.774
3.774
4.718
5.661
2.831
2.831
2.831
7.548
4.718
4.718
3.774
3.774
3.774
8.492
4.718
27.36
9.435
33.97
4.718
27.36
6.605
6.605
6.605
4.718
9.435
5.661

21.01
21.01
21.01
4.943
4.943
8.65
6.178
12.36
12.36
60.55
17.3
14.83
24.71
3.707
9.885
23.48
2471
21.01
21.01
27.19
27.19
3.707
3.707
44.48
7414
8.65
7414
7414
8.65
9.885
16.06
7414
7414
13.59
4325
3.707
3.707
3.707
30.89
4.943
4.943
4.943
88.97
6.178
110
6.178
6.178
11.12
3.707
3.707
14.83
11.12
4.943
6.178
6.178
7414
7414
12.36
4.943
4.943
8.65
6.178
6.178
18.54
13.59
6.178
7414
6.178
6.178
44.48
11.12
6.178
2471
7414
14.83
4.943
4.943
4.943
4.943
4.943
4.943
4.943
4.943
4.943
6.178
13.59
7414
8.65
8.65
7414
6.178
4.943
4.943
4.943
4.943
3.707
3.707
4.943
6.178
7414
7414
7414
4.943
6.178
6.178
4.943
8.65
2471
6.178
2471
9.885
6.178
16.06
7414
8.65
7414
7414
7414
2471
4.943
2471

23.02 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=3
23.02 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=1
23.02 CD166 antigen OS=Mus musculus GN=Alcam PE=1 SV=1
4.262 Growth factor receptor-bound protein 10 OS=Mus musculus GN=Grb10 PE=1 SV=1
4.262 Growth factor receptor-bound protein 10 OS=Mus musculus GN=Grb10 PE=1 SV=2
8.524 Platelet-derived growth factor receptor alpha OS=Mus musculus GN=Pdgfra PE=1 SV=3
5.967 Transcriptional activator protein Pur-beta OS=Mus musculus GN=Purb PE=1 SV=3
11.08 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=2
11.08 EGF-like repeat and discoidin I-like domain-containing protein 3 OS=Mus musculus GN=Edil3 PE=1 SV=1
63.93 Tenascin OS=Mus musculus GN=Tnc PE=1 SV=1
14.49 Collagen alpha-1(VI) chain OS=Mus musculus GN=Col6al PE=1 SV=1
13.64 Crmpl protein OS=Mus musculus GN=Crmp1 PE=1 SV=1
21.31 Glypican-4 OS=Mus musculus GN=Gpc4 PE=1 SV=2
3.41 Palladin (Fragment) OS=Mus musculus GN=Palld PE=1 SV=1
10.23 Cytochrome ¢, somatic OS=Mus musculus GN=Cycs PE=1 SV=2
26.43 Biglycan OS=Mus musculus GN=Bgn PE=1 SV=1
3.41 Nuclear factor NF-kappa-B p100 subunit OS=Mus musculus GN=Nfkb2 PE=1 SV=1
21.31 Periostin OS=Mus musculus GN=Postn PE=1 SV=2
28.98 Laminin subunit alpha-4 OS=Mus musculus GN=Lama4 PE=1 SV=2
19.61 Protein Caldl OS=Mus musculus GN=Caldl PE=1 SV=1
19.61 Caldesmon 1 OS=Mus musculus GN=Caldl PE=1 SV=1
3.41 Protein S100-A4 (Fragment) OS=Mus musculus GN=S100a4 PE=1 SV=1
3.41 Protein S100-A4 OS=Mus musculus GN=S100a4 PE=1 SV=1
52.85 Fibulin-2 0S=Mus musculus GN=FbIn2 PE=1 SV=2
8.524 Dynamin-1 OS=Mus musculus GN=Dnm1 PE=1 SV=1
6.819 UV excision repair protein RAD23 homolog B OS=Mus musculus GN=Rad23b PE=1 SV=2
5.967 MCG116562, isoform CRA_a OS=Mus musculus GN=Vcan PE=1 SV=1
5.967 Versican core protein OS=Mus musculus GN=Vcan PE=1 SV=1
6.819 Delta-aminolevulinic acid dehydratase OS=Mus musculus GN=Alad PE=1 SV=1
6.819 Sorcin OS=Mus musculus GN=Sri PE=1 SV=1
24.72 Guanine nucleotide-binding protein G(0) subunit alpha OS=Mus musculus GN=Gnaol PE=1 SV=3
8.524 Complement Cls-A subcomponent OS=Mus musculus GN=Clsa PE=2 SV=2
8.524 Protein C1s1 OS=Mus musculus GN=Cls1 PE=1 SV=1
21.31 Guanine nucleotide-binding protein G(0) subunit alpha (Fragment) OS=Mus musculus GN=Gnaol PE=1 SV=1
60.52 Nidogen-2 OS=Mus musculus GN=Nid2 PE=1 SV=2
2.557 Gremlin-1 OS=Mus musculus GN=Greml PE=2 SV=1
5.967 Zyxin OS=Mus musculus GN=Zyx PE=1 SV=2
5.967 Zyx protein OS=Mus musculus GN=Zyx PE=1 SV=1
22.16 Collagen alpha-2(I) chain OS=Mus musculus GN=Colla2 PE=1 SV=2
6.819 Tetraspanin-6 (Fragment) OS=Mus musculus GN=Tspan6 PE=1 SV=8
6.819 Tetraspanin-6 OS=Mus musculus GN=Tspan6 PE=1 SV=1
6.819 Tetraspanin OS=Mus musculus GN=Tspan6 PE=1 SV=1
77.57 Decorin OS=Mus musculus GN=Dcn PE=1 SV=1
8.524 Mimecan OS=Mus musculus GN=Ogn PE=1 SV=1
94.62 Fascin OS=Mus musculus GN=Fscnl PE=1 SV=4
4.262 Casein kinase IT subunit beta OS=Mus musculus GN=Csnk2b PE=1 SV=1
4.262 Casein kinase IT subunit beta OS=Mus musculus GN=Csnk2b PE=1 SV=1
17.05 Peroxiredoxin-2 (Fragment) OS=Mus musculus GN=Prdx2 PE=1 SV=8
5.115 Glutathione S-transferase OS=Mus musculus GN=Gstm2 PE=1 SV=1
5.115 Glutathione S-transferase Mu 2 OS=Mus musculus GN=Gstm2 PE=1 SV=2
11.08 L-lactate dehydrogenase B chain OS=Mus musculus GN=Ldhb PE=1 SV=2
12.79 Protein Col6a3 OS=Mus musculus GN=Col6a3 PE=1 SV=1
3.41 Pyrroline-5-carboxylate reductase 3 OS=Mus musculus GN=Pycrl PE=1 SV=2
4.262 Flotillin 2, isoform CRA_a OS=Mus musculus GN=Flot2 PE=1 SV=1
4.262 Flotillin-2 0S=Mus musculus GN=Flot2 PE=1 SV=2
4.262 Peripheral plasma membrane protein CASK (Fragment) OS=Mus musculus GN=Cask PE=1 SV=1
4.262 Peripheral plasma membrane protein CASK OS=Mus musculus GN=Cask PE=1 SV=2
11.08 Lipoprotein lipase OS=Mus musculus GN=Lpl PE=1 SV=3
4.262 Latent-transforming growth factor beta-binding protein 1 (Fragment) OS=Mus musculus GN=Ltbp1 PE=1 SV=8
4.262 Latent-transforming growth factor beta-binding protein 1 OS=Mus musculus GN=Ltbp1 PE=1 SV=2
6.819 Palladin OS=Mus musculus GN=Palld PE=1 SV=2
5.115 Tubulin-specific chaperone A OS=Mus musculus GN=Tbca PE=1 SV=3
3.41 EGF-containing fibulin-like extracellular matrix protein 2 (Fragment) OS=Mus musculus GN=Efemp2 PE=1 SV=1
17.9 EMILIN-1 OS=Mus musculus GN=Emilin] PE=1 SV=1
12.79 Protein Col6a3 OS=Mus musculus GN=Col6a3 PE=1 SV=2
7.672 Four and a half LIM domains protein 2 OS=Mus musculus GN=FhI2 PE=1 SV=1
5.115 Protein Ahnak?2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=8
5.115 EGF-containing fibulin-like extracellular matrix protein 2 OS=Mus musculus GN=Efemp2 PE=1 SV=1
5.115 EGF-containing fibulin-like extracellular matrix protein 2 OS=Mus musculus GN=Efemp2 PE=1 SV=1
75.87 Nidogen-1 OS=Mus musculus GN=Nidl PE=1 SV=2
6.819 SH3 domain-binding glutamic acid-rich-like protein OS=Mus musculus GN=Sh3bgrl PE=1 SV=1
4.262 Versican core protein OS=Mus musculus GN=Vcan PE=1 SV=2
2.557 Hsp90 co-chaperone Cde37 OS=Mus musculus GN=Cdc37 PE=1 SV=1
3.41 Retinoic acid early-inducible protein 1-beta OS=Mus musculus GN=Raetlb PE=1 SV=1
7.672 Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp PE=1 SV=2
4.262 Phosphotriesterase-related protein OS=Mus musculus GN=Pter PE=1 SV=1
4.262 Phosphotriesterase-related protein (Fragment) OS=Mus musculus GN=Pter PE=1 SV=2
5.115 Thrombospondin-1 OS=Mus musculus GN=Thbs1 PE=1 SV=1
5.115 Thrombospondin 1 OS=Mus musculus GN=Thbs1 PE=1 SV=1
7.672 Metalloreductase STEAP3 (Fragment) OS=Mus musculus GN=Steap3 PE=1 SV=8
7.672 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
7.672 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
7.672 Metalloreductase STEAP3 OS=Mus musculus GN=Steap3 PE=1 SV=1
2.557 N(G),N(G)-dimethylarginine dimethylaminohydrolase I OS=Mus musculus GN=Ddahl PE=1 SV=3
11.08 Hematopoietic progenitor cell antigen CD34 OS=Mus musculus GN=Cd34 PE=1 SV=1
8.524 Complement C3 OS=Mus musculus GN=C3 PE=1 SV=3
5.115 Protein Ifit1bl2 OS=Mus musculus GN=Ifit1bl2 PE=1 SV=1
10.23 55 kDa erythrocyte membrane protein OS=Mus musculus GN=Mppl PE=1 SV=1
10.23 55 kDa erythrocyte membrane protein OS=Mus musculus GN=Mppl PE=1 SV=1
5.115 Thrombospondin-2 OS=Mus musculus GN=Thbs2 PE=1 SV=2
11.08 C-type mannose receptor 2 OS=Mus musculus GN=Mrc2 PE=1 SV=3
8.524 H-2 class I histocompatibility antigen, K-Q alpha chain (Fragment) OS=Mus musculus GN=H2-K1 PE=1 SV=1
4.262 Casein kinase II subunit beta (Fragment) OS=Mus musculus GN=Csnk2b PE=1 SV=2
4.262 Integrin alpha-11 OS=Mus musculus GN=Itgal1 PE=1 SV=1
4.262 Integrin alpha-11 OS=Mus musculus GN=Itgal1 PE=1 SV=1
1.705 PTB domain-containing engulfment adapter protein 1 OS=Mus musculus GN=Gulpl PE=1 SV=1
1.705 PTB domain-containing engulfment adapter protein 1 OS=Mus musculus GN=Gulpl PE=1 SV=1
5.967 Calpain-6 OS=Mus musculus GN=Capn6 PE=1 SV=2
11.08 Phosphoglucomutase-1 OS=Mus musculus GN=Pgml PE=1 SV=4
5.115 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
5.115 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
5.115 Platelet-derived growth factor receptor beta OS=Mus musculus GN=Pdgfrb PE=1 SV=1
5.115 Alpha-2-macroglobulin-P OS=Mus musculus GN=A2m PE=2 SV=2
5.115 Map4k4 protein OS=Mus musculus GN=Map4k4 PE=1 SV=1
5.115 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN=Map4k4 PE=1 SV=1
2.557 Mitogen-activated protein kinase kinase kinase kinase 4 OS=Mus musculus GN=Map4k4 PE=1 SV=1
5.115 Protein Ahnak?2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=1
3.41 Retinal dehydrogenase 1 OS=Mus musculus GN=Aldhlal PE=1 SV=5
5.967 Cellular retinoic acid-binding protein 1 OS=Mus musculus GN=Crabpl PE=1 SV=2
2.557 Stress-70 protein, mitochondrial OS=Mus musculus GN=Hspa9 PE=1 SV=3
24.72 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=DpysI3 PE=1 SV=1
3.41 Protein Noxp20 OS=Mus musculus GN=Fam114al PE=1 SV=1
16.2 Collagen alpha-1(T) chain OS=Mus musculus GN=Collal PE=1 SV=4
2.557 Calponin-2 OS=Mus musculus GN=Cnn2 PE=1 SV=1
24.72 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=DpysI3 PE=1 SV=1
5.115 Plastin-3 OS=Mus musculus GN=PIs3 PE=1 SV=3
5.115 Plastin-3 OS=Mus musculus GN=PIs3 PE=1 SV=1
5.115 Plastin-3 (Fragment) OS=Mus musculus GN=Pls3 PE=1 SV=1
2.557 Collagen alpha-2(VI) chain OS=Mus musculus GN=Col6a2 PE=1 SV=1
11.93 Liprin-beta-1 OS=Mus musculus GN=Ppfibpl PE=1 SV=3
6.819 PDZ and LIM domain protein 5 (Fragment) OS=Mus musculus GN=Pdlim5 PE=1 SV=1
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D9J279
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3.739
3.739
2.243
2.243
1.496
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9.721
8.973
2.991
10.47
5.234
2.243
2.991
29.16
2.991
2.991
2.991
5.234
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11.32
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4.262 Complement component C8 beta chain OS=Mus musculus GN=C8b PE=1 SV=1
6.819 ENH isoform 1b OS=Mus musculus GN=Pdlim5 PE=1 SV=1
6.819 PDZ and LIM domain protein 5 OS=Mus musculus GN=Pdlim5 PE=1 SV=4
6.819 ENH isoform 1d OS=Mus musculus GN=Pdlim5 PE=1 SV=1
6.819 ENH isoform l¢ OS=Mus musculus GN=Pdlim5 PE=1 SV=1
6.819 ENH isoform le OS=Mus musculus GN=Pdlim5 PE=1 SV=1
7.672 Protein transport protein Sec23A OS=Mus musculus GN=Sec23a PE=1 SV=1
7.672 Protein transport protein Sec23A OS=Mus musculus GN=Sec23a PE=1 SV=2
3.41 Hemoglobin subunit alpha OS=Mus musculus GN=Hba PE=1 SV=2
3.41 Alpha globin 1 OS=Mus musculus GN=haemaglobin alpha 2 PE=1 SV=1
3.41 Platelet-activating factor IB subunit gamma OS=Mus musculus GN=Pafah1b3 PE=1 SV=1
3.41 Platelet-activating factor IB subunit gamma OS=Mus musculus GN=Pafah1b3 PE=1 SV=1
5.115 Insulin-like growth factor 2 mRNA-binding protein 3 OS=Mus musculus GN=Igf2bp3 PE=1 SV=1
5.115 PDZ and LIM domain protein 5 (Fragment) OS=Mus musculus GN=Pdlim5 PE=1 SV=1
3.41 72 kDa type IV collagenase OS=Mus musculus GN=Mmp2 PE=1 SV=1
4.262 6-phosphogluconolactonase OS=Mus musculus GN=Pgls PE=1 SV=1
0 Retinoic acid early-inducible protein 1-gamma OS=Mus musculus GN=Raetlc PE=1 SV=1
2.557 Receptor-type tyrosine-protei 0S=Mus musculus GN=Ptpra PE=1 SV=1
2.557 Sorting nexin-5 OS=Mus musculus GN=Snx5 PE=1 SV=1
24.72 Dihydropyrimidinase-related protein 3 OS=Mus musculus GN=DpysI3 PE=1 SV=1
0 Prolyl 4-hydroxylase subunit alpha-2 OS=Mus musculus GN=P4ha2 PE=1 SV=1
0P proline, 2- 4-di (Proline 4-hydroxylase), alpha II polypeptide, isoform CRA_f OS=Mus musculus GN=P4ha2 PE=1 SV=1
3.41 Neprilysin OS=Mus musculus GN=Mme PE=1 SV=3
4.262 6-phosphogluconolactonase (Fragment) OS=Mus musculus GN=Pgls PE=1 SV=1
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Table S5. Shown here are 524 proteins expressed in both ciliated WT and non-ciliated KO cell-derived vesicles.

[ Spectral count for ciliated EV (WT) | _Spectral count for non-ciliated (KO |
Accession T-test p-value _[Samplel [Sample2 [Sample3 [Sampled_|Samplel [Sample2 [Sample3 [Sampled_|Description
Q8VHX6 3.9976E-05 2612 2948 3088 2952 1488 1462 1433  I138.1 Filamin-C OS=Mus musculus GN=Flnc PE=I SV
PO8775 1.3897E-04 2691 32.64 27.14 29.52 4.487 5.661 2471 5.967 DNA-directed RNA polymerase II subunit RPBI OS=Mus musculus GN=Polr2a PE=1 SV=3
AOAOR4JOVS 1.3897E-04 2691 32.64 27.14 29.52 4.487 5.661 2471 5.967 DNA-directed RNA polymerase subunit OS=Mus musculus GN=Polr2a PE=1 SV=1
D3YUQY L678IE04 1583 0 4679 0 8973 6605 1112 7.672 Elongation factor I-delta (Fragment) OS=Mus musculus GN=Eefld PE=1 SV=8
P13020 19109E-04 1662 158 1685 1476 344 3585 36,65 Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3
E9Q3W4 20309E-04 1662 158 1872 1476 1428 1396 117.6 Plectin OS=Mus musculus GN=Plec PE=1 SV=1
Q9QXS1 2.0287E-04 16.62 16.85 19.65 14.76 143.6 139.6 117.6 Plectin O [us musculus GN=Plec PE=1 SV=3
E9QIT9 2.5822E-04 57.78 5265 5241 50.19 17.95 1793 18.75 Exportin-2 OS=Mus musculus GN=Csell PE=1 SV=1
E9PX23 28060E-04 6332 4212 3743 5904 2243 0 0 2557 Metastasis-associated protein MTAT OS=Mus musculus GN=Mtal PE=1 SV=1
Q8K4BO 2.8060E-04 4212 3743 5904 2243 0 0 25557 Metastasis-associated protein MTAT OS=Mus musculus GN=Mtal PE=1 SV=1
F8WHYS 2.8060E-04 4212 3743 5904 2243 0 0 2557 Metastasis-associated protein MTAT OS=Mus musculus GN=Mtal PE=1 SV=1
QOWV92 2.8565E-04 4212 0 0 3589 4812 3583 4092 Band 4.1-like protein 3 OS=Mus musculus GN=Epb4113 PE=1 SV=1
Q62351 2.9072E-04 7582 7674 7085 3739 4718 4943 8.524 Transferrin receptor protein 1 OS=Mus musculus GN=Tfrc PE=1 SV=1
MOQWP1 3.0775E-04 337 41.18 14.76 73.28 67.93 81.56 58.82 Agrin OS=Mus musculus G gm PE=1 SV=1
P23116 3.3446E-04 5054 5147 5609 4113 3397 3831  41.77 Eukaryotic ranslation initiation factor 3 subunit A OS=Mus musculus GN=Eif3a PE=1 SV=5
D3Z5N9 4.7416E-04 8424 7487 8857 0 0 0 25557 MCGA49198 OS=Mus musculus GN=Gms449 P! -
QYERK4 5.4543E-04 55.81 54.28 50.19 17.95 17.93 16.06 18.75 Exportin-2 OS=Mus musculus GN=Csell PE=1 SV=1
P43274 5.5510E-04 2633 2808 3247 1496 1887 0 0 Histone H1.4 0S=Mus musculus GN=Histlhle PE=1 SV=2
AOAIDSRMDS 5.8640E-04 7.371 6.551 8.857 0 0 0 3.41 CCR4-NOT transcription complex subunit I OS=Mus musculus GN=Cnotl PE=1 SV=1
Q8BFY9 6.3906E-04 23.17 22.46 3247 7478 6.605 7414 11.93 Transportin-1 OS=Mus musculus GN=Tnpol PE=1 SV=2
QUEQH3 6.4096E-04 4739 4305 4428 2308 2831 2842 29.84 Vacuolar protein sorting-associated protein 35 OS=Mus musculus GN=Vps35 PE=1 SV=1
Q61656 6.9064E-04 3896 4211 3247 9721 8492 6178 6.819 Probable ATP-dependent RNA helicase DDXS OS=Mus musculus GN=Ddx5 PE=1 SV=2
Q99109 7.1787E-04 11.58 11.23 14.76 2.991 3774 4.943 5.967 Methylosome protein 50 OS=Mus musculus G dr77 PE=1 SV=1
QIDAWE 7.3271E-04 3054 262 2362 172 1981 173 12.79 U4/U6 small nuclear ribonucleoprotein Prp4 OS=Mus musculus GN=Prpf4 PE=1 SV=1
J3KMQ2 7.5028E-04 358 3931 4133 1421 1981 1977 1875 Protein Gms422 OS=Mus musculus GN=GmS422 PE=4 SV=1
PI4824 7.8030E-04 8003 8891 9152 1585 1595 1508 169.6 Annexin A6 OS=Mus musculus GN=Anxa6 PE=1 SV=
P14094 8.1480E-04 2106 2059 2067 3739 7548 865  5.967 Sodium/potassium-transporting ATPase subunit beta-1 OS=Mus musculus GN=AtpIbl PE=1 SV=1
P46935 8.8205E-04 4212 3743 5904 2692 217 2842 29.84 E3 ubiquitin-protein ligase NEDD4 OS=Mus musculus GN=Neddd PE=1 SV=3
070318 9.0375E-04 6318 2808 5904 3066 3491 41.77 Band 4. 1-like protein 2 OS=Mus musculus GN=Epb4112 PE=1 SV=
P30285 9.5908E-04 1369 1404 1181 2991 6605 4943 3.41 Cyclin-dependent kinase 4 OS=Mus musculus GN=Cdkd PE=1 SV=1
PII983 9.9369E-04 1348 1376 1417 7403 7454 6796  69.05 T-complex protein I subunit alpha OS=Mus musculus GN=Tepl PE=1 SV=3
P26516 1.0206E-03 2527 21.52 29.52 9.721 11.32 1112 17.05 268 proteasome non-ATPase regulatory subunit 7 OS=Mus musculus GN=Psmd7 PE=1 SV=2
P60766 1.0399E-03 2307 2059 2067 6132 5944 5931 48.59 Celldivision control protein 42 homolog OS=Mus musculus GN=Cde42 PE=1 SV=2
Q92208 1.0701E-03 7371 713 7085 4636 5095 4943 40.92 C-l-tetrahydrofolate synthase, cytoplasmic OS=Mus musculus GN=Mthfd] PE=1 §'
QOROEI 11799E-03 179 9359 1181 8225 1038 3707 341 Procollagen-lysine2-oxoglutarate S-dioxygenase 3 OS=Mus musculus GN=Plod3 PE=1 SV=1
P47962 1.1958E-03 1306 1189 1683 3365 217 3707 6734 60S ribosomal protein L5 OS=Mus musculus GN=RplS PE=1 SV=3
Q8K274 1.2315E-03 8424 4679 5904 0 1887 0 0 Condensin complex subunit 1 OS=Mus musculus GN=Neapd2 P! 2
AOAOR4IOHT 1.2315E-03 8424 4679 5904 01887 0 0 Condensin complex subunit 1 OS=Mus musculus GN=Neapd2 P! 1
Q80X90 12448503 4036 2738 420l 2067 1219 1425 1248 1151 Filamin-B OS=Mus musculus GN=Flnb PE=1 SV=3
P42932 1.2940E-03 152 1601 1413 1328 8525 101 9144 8695 T-complex protein I subunit theta OS=Mus musculus GN=Cct8 PE=1 SV=3
Q61739 13996E-03 2849 2738 2433 2657 4487 5661 865 4.262 Integrin alpha-6 OS=Mus musculus GN=liga6 PE=1 SV=3
P10107 1.4120E-03 71.23 76.87 65.51 171.2 1434 159.4 174.7 Annexin A1 OS=Mus musculus GN=Anxal PE=1 SV=2
B7ZCUO 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
B7ZCU2 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
B7ZCU3 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
B7ZCU4 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
B7ZCUS 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
QSCBW3 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=3
J3QNKS 1.4258E-03 0 2106 3743 2991 6605 7414 341 Ablinteractor | OS=Mus musculus GN=Abil PE=1 SV=1
QUCSH3 14274E03 3166 3475 4586 0 0 0 1705 Exosome complex exonuclease RRP44 OS=Mus musculus GN=Dis3 PE=1 SV=4
F6QTSI 14984E-03 1187 6318 9359 2243 0 0 0 COPY signalosome complex subunit 4 (Fragment) OS=Mus musculus GN=Cops4 PE=1 SV=1
QuCZU3 14958E-03 1266 1685 19.65 0 2831 3707 1705 Superkiller viralicidic activity 2-like 2 OS=Mus musculus GN=Skiv212 PE=1 SV=1
Qu2248 15575E03 9497 1LS§ 1217 3739 3302 3089  32.39 Catenin beta-1 OS=Mus musculus GN=Ctnb1 PE=1 SV=1
P80314 1582103 1717 1527 2152 5683 6605 8403 1023 T-complex protein I subunit beta OS=Mus musculus GN=Cet2 PE=1 SV=4
PI4685 L7174E03 5619 6107 6645 1869 3019 4201 2557 265 proteasome non-ATPase regulatory subunit 3 OS=Mus musculus GN=Psmd3 PE=1 SV=3
Q3THK? 17554E-03 3166 3475 3088 1271 1038 9885 1534 GMP synthase [glitamine-hydrolyzing] OS=Mus musculus GN=Gmps PE=1 SV=2
008759 20716E-03 6332 6318 4679 2243 0 0 0 Ubiquitin-protein ligase E3A OS=Mus musculus GN=Ube3a PE=1 SV=2
Q3UH59 2.1095E-03 105.3 101.1 103.9 95.71 86.8 91.44 81.83 Myosin-10 OS=Mus musculus GN=Myh10 PE=1 SV=1
QUZIF9 2.0945E-03 372 3686 4024 1421 1698 1359 6819 SUMO-activating enzyme subunit 2 OS=Mus musculus GN=Uba2 PE=1 SV=1
F7D5L2 2.0943E-03 10.29 10.53 11.23 2991 3774 4.943 5.115 Methylosome protein 50 (Fragment) OS=Mus musculus GN=Wdr77 PE=1 SV=1
QVIZX7 2.0947E-03 0 31% 0 3739 3302 2842 28.98 Prolow-density lipoprotein receptor-related protein 1 OS=Mus musculus GN=Lipl PE=1 SV=1
AOAOR4IOI 2.0947E-03 0 31%9 0 3739 3302 2842 28.98 Low density lipoprotein receptor-related protein 1 OS=Mus musculus GN=Lipl PE=1 SV=1
F8VQI3 2.1025E-03 3475 3369 8375 9907 7538 71.6 Laminin subunit gamma-1 OS=Mus musculus GN=Lamel PE=1 SV=1
Q8CIAS 2.1280E-03 3896 5334 3739 2831 0 1705 Thimet oligopeptidase OS=Mus musculus GN=Thop] PE=1 SV
AOAOR4IZYO 2.1280E-03 3896 5334 3739 2831 0 1705 Thimet oligopeptidase OS=Mus musculus GN=Thop] PE=1 SV
QUILI2 2.1553E-03 2.7 1965 7478 6605 6178 93774 i y 0S=Mus musculus GN=Aldhoal PE=1 SV=1
Q3U367 2.1553E-03 2071965 7478 6605 6178 93774 i y 0S=Mus musculus GN=Aldhoal PE=1 SV=1
H3BLI9 22983E-03 4633 3837 157 2076 2224 0 S-formylglutathione hydrolase OS=Mus musculus GN=Esd PE=1 SV=1
P10639 2.3325E-03 0 8424 1029 1196 2359 2224 358 Thioredoxin OS=Mus musculus GN=Txn PE=1 SV=3
P49717 23613E-03 3957 4844 4LI8 1795 1698 2101 17.05 DNA replication licensing factor MCM4 OS=Mus musculus GN=Memd PE=1 SV=1
QIDOTI 2.4385E-03 11.87 9.477 1217 7.478 6.605 7414 5.115 NHP2-like protein 1 OS=Mus musculus GN=Snul3 PE=1 §’
ADAOR4J049 2.4634E-03 14.25 15.8 1217 5.234 7.548 4.943 9.377 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=1
Q92282 25500E-03 8864 76 8516 2169 2925 2224 19.61 Aspartate-tRNA ligase, cytoplasmic OS=Mus musculus GN=Dars PE=1 SV=2
A2ASQ1 12973805 3166 3159 3931 6805 6699 7785 52 Agrin OS=Mus musculus GN=Agm PE=1 SV=1
Q8BTS0 25976E-03 4116 3896 4211 9721 8492 0 6819 DEAD (Asp-Glu-Ala-Asp) box polypepide 5 OS=Mus musculus GN=Ddx5 PE=1 SV=1
P43277 26189E-03 2849 2527 3088 149 1887 0
PI5864 26189E-03 2849 2527 3088 149 1887 0
D3Z2H2 2.6231E-03 0 5265 3743 2019 1698 2101 2216 Catenin delta-1 OS=Mus musculus GN=Ctnnd] PE=1 SV=1
E9Q8Z8 2.6231E-03 0 5265 3743 2019 1698 2101 2216 Catenin delta-1 OS=Mus musculus GN=Ctnnd] PE=1 S
Q7TPR4 27395E-03 2216 2738 234 7029 7454 519 716 Alpha-actinin-l OS=Mus musculus GN=Actnl PE=1 S
A2A7S7 27550B-03 2374 0 343 0 8225 8492 1236 1023 Tyrosine~tRNA ligase OS=Mus musculus GN=Yars PE=I SV=1
QUIWQ3 27550B-03 2374 0 343 0 8225 8492 1236 1023 Tyrosine-tRNA ligase, cytoplasmic OS=Mus musculus GN=Yars PE=1 SV=3
QUEPLY 27980E-03 1425 1685 1685 23.62 0 a7ms 0 341 Importin-7 0S=Mus musculus GN=Ipo7 PE=1 SV=2
Q3TXS7 29106E-03 3324 4001 2901 3247 172 1793 1606 1534 265 proteasome non-ATPase regulatory subunit 1 OS=Mus musculus GN=Psmd1 PE=I SV=1
P02468 2.9437E-03 277 337 3088 2657 77.02 9058 6549  65.64 Laminin subunit gamma-1 OS=Mus musculus GN=Lamel PE=1 SV=2
P62317 3005SE03 7915 8424 7487 8857 0 0 2471 25557 Small nuclear ribonucleoprotein Sm D2 OS=Mus musculus GN=Snrpd2 PE=1 SV=1
H3BIP2 305SSE03 4116 4633 3743 2067 157 2076 2224 0 S-formylglutathione hydrolase (Fragment) OS=Mus musculus GN=Esd PE=1 SV=1
Q8VDM4 30742B03 7044 6213 6551 738 2842 368 3707 41.77 268 proteasome non-ATPase regulatory subunit 2 OS=Mus musculus GN=Psmd2 PE=1 SV=1
FOYY69 3.1822E-03 70.44 85.29 7113 118.1 17.2 2453 3583 57.11 14-3-3 protein theta (Fragment) OS=Mus musculus GN=Ywhaq PE=1 §
F8WIT2 3200E-03 1045 8424 9733 9447 1638 1698 152 179 Annexin OS=Mus musculus GN=Anxa6 PE=1 SV=1
P27601 32320E03 1583 2106 0 0 5982 9435 6178  7.672 Guanine nucleotide-binding protein subunit alpha-13 OS=Mus museulus GN=Gnal 3 PE=1 SV=1
E9Q6R7 3.2437E-03 0 0 1sm 0 4487 2831 6178 5.115 Protein Ut OS=Mus musculus GN=Utrn PE=1 §
QSSXR6 3343SE-03 3277 3096 2826 2834 1413 1642 1594 172.2 Clathrin heavy chain OS=Mus musculus GN=Clc PE=1 SV=1
088477 33787E-03 3957 2106 2808 0 1122 9435 865 4262 Insulin-like growth factor 2 mRNA-binding protein 1 OS=Mus musculus GN=Igf2bp] PE=1 SV=1
Q5SQBS 3.4491E-03 358 3276 3838 2009 1604 1854 16.2 Nucleophosmin OS=Mus musculus GN=Npml PE=1 SV=1
Q8CIGS 3.7007E-03 IS8 1123 1476 5982 1038 4943 1108 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmts PE=1 SV=3
F6VW30 3.7286E-03 86.35 71.13 121 16.45 2453 3583 57.11 14-3-3 protein theta (Fragment) OS=Mus musculus GN=Ywhaq PE=1 SV=1
PI8760 3.7241E-03 6318 5615 50.19 1002 9058 1063 92.06 Cofilin-1 OS=Mus musculus GN=Cfll PE=1 SV=3
P30999 3.7519E-03 5265 3743 5904 2009 1604 2101  23.02 Catenin delta-] OS=Mus musculus GN=Ctnnd] PE=1 SV=2
E9Q905 3.7519E-03 5265 3743 5904 2009 1604 2101  23.02 Catenin delta-] OS=Mus musculus GN=Ctnnd] PE=1 S
E9Q904 3.8046E-03 5265 3743 5904 2009 1604 2101 2216 Catenin delta-] OS=Mus musculus GN=Ctnnd] PE=1 §
F8WGL3 3.8699E-03 6318 5700 50.19 987 8963 1063  92.06 Cofilin-1 OS=Mus musculus GN=Cfll PE=1 SV=1
QBSFL6 3.9447E-03 3475 4305 3247 8225 9435 6178 10.23 Methionine~tRNA ligase, cytoplasmic OS=Mus musculus GN=Mars PE=1 §'
E9QB02 3.9447E-03 3475 4305 3247 8225 9435 6178 10.23 Methionine~tRNA ligase, cytoplasmic OS=Mus musculus GN=Mars PE=1 §'
E9QKRO 3.9684E-03 1021 8048 1092 3141 3585 4448 46.88 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 OS=Mus musculus GN=Gnb2 PE=I SV=1
P46061 3.9649E-03 21.06 1217 17.71 1.496 1.887 0 5.967 Ran GTPase-activating protein I OS=Mus musculus GN=Rangapl PE=1 SV=2
P62880 4.0316E-03 1021 8048 1092 3141 3585 4448 46.88 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 OS=Mus musculus GN=Gnb2 PE=1 SV=3
AOAONASVS6 4.0425E-03 4212 0 0 1944 1793 173 9.377 Cellular nucleic acid-binding protein OS=Mus musculus GN=Cnbp PE=1 SV=1
Q61879 4.2633E-03 1021 1039 9152 9571 8775 9391 8269 Myosin-10 OS=Mus musculus GN=Myh10 PE=1 SV=2
P68037 4.1297E-03 3.159 0 0 5982 7548 6178 341 Ubiquitin-conjugating enzyme E2 L3 OS=Mus musculus GN=Ube213 PE=1 SV=1
QB8FDS 4.1908E-03 3096 2826 2805 1413 1650 1606  173.9 Clathrin heavy chain 1 OS=Mus musculus GN=Clc PE=1 SV=3
A2ANO8 4.2293E-03 2527 3182 1771 8973 1604 173 9.377 E3 ubiquitin-protein ligase UBR4 OS=Mus musculus GN=Ubrd PE=1 SV=1
AIBNS4 4.2464E-03 2738 2246 2952 6655 6793 4572 6649 Alphaactinin 1a OS=Mus musculus GN=Actnl PE=1 S
Q61937 4.2950E-03 358 3276 3838 2009 1698 1854 162 Nucleophosmin OS=Mus musculus GN=Npml PE=1 SV=1
58252 4311803 278 2686 2627 2355 1802 1989 2106 Elongation factor 2 OS=Mus musculus GN=Fef2 PE=1 SV=2
E9QNT70 4.3834E-03 9477 935 1181 3365 2453 2719  28.13 Laminin subunit beta-1 OS=Mus musculus GN=Lamb1 PE=1 SV=1
P02469 4.3834E-03 9477 935 1181 3365 2453 2709  28.13 Laminin subunit beta-1 OS=Mus musculus GN=Lamb1 PE=1 SV=3
DIYVCI 4.4314E-03 1085 102 1358 1795 2831 5808 7331 408 ribosomal protein S2 (Fragment) OS=Mus musculus GN=Rps2 PE=1 SV=1
BI7FAV1 4.4552E-03 76.87 92.65 59.04 226.6 184 170.5 179.9 Filamin, alpha (Fragment) OS=Mus musculus GN=FIna PE=1 SV=1
B7ZNU9 44711E-03 0 0 0 7478 5661 6178 341 Beta2synirophin OS=Mus musculus GN=Sntb2 PE=2 SV=1
BIFAU9 4.5721E-03 7687 9265 273 184 170.5 1807 Filamin, alpha OS=Mus musculus GN=Fina PE=1 SV=1
Q8BTMS 4.5721E-03 7687 92.65 273 184 1705 1807 Filamin-A OS=Mus musculus GN=Flna PE=1 §
Q8CGCT 45905E03 1298 1411 1226 516 6416 63.02 7246 Bifunctional glutamate/prolinetRNA ligase OS=Mus musculus GN=Eprs PE=1 SV=4
PI28IS 46137603 1583 7371 1123 1346 5661 9885 1534 Programmed cell death protein 6 OS=Mus musculus GN=Pded6 PE=1 SV=2
P20152 47288603 3641 3896 365 1174 9058 8156 1083 Vimentin OS=Mus musculus GN=Vim PE=1 SV=3
QID2RO 478I9E03 6332 2106 4679 1196 1132 1483 1108 Acetoacetyl-CoA synthetase OS=Mus musculus GN=Aacs PE=1 SV=1
E9Q634 48632E03 4749 5265 7487 0 0 0 1705 Unconventional myosin-le OS=Mus musculus G]
Q5SQBO 4.8659E-03 467 3475 3276 2019 1698 1854 162 Nucleophosmin OS=Mus musculus GN=Npm] P
E9PXM6 5.1282E-03 0 6318 7487 5982 9435 1236 5.967 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=Slc29al PE=1 SV=1
P62082 SISTE-03 1345 1474 9359 4487 3774 3707 4262 40S ribosomal protein S7 OS=Mus musculus GN=Rps7 P
PlI2I4 SI782E03 1108 9477 9359 0 0 0 1705 Tissue-type plasminogen activator OS=Mus musculus GN
P68254 5192703 7044 8529 7LI3 172 2453 3583 5626 14-3-3 protein theta OS=Mus musculus GN=Ywhaq PE=1 SV=1
P26041 S51949E-03 8785 8951 7768 1989 1944 3 163.7 Moesin OS=Mus musculus GN=Msn PE=1 SV=
QUDBII SO862E-03 3957 4212 2808 658 7359 6055  89.51 Phosphoglycerate mutase 1 OS=Mus musculus GN=Pgaml PE=1 SV=3
AOAT40TSLS 52992E-03 9972 1095 9452 2468 2359 4819 80.13 Protein Rps2-ps6 OS=Mus musculus GN=Rps2-ps6 PE=3 SV=1
D3ZTHG 53130E-03 0 5265 3743 20.19 151 2101 23.02 Catenin delta-1 OS=Mus musculus GN=Ctand1 PE=1 S
E9Q8Z4 53130E-03 0 5265 3743 20.19 151 2101 23.02 Catenin delta-1 OS=Mus musculus GN=Ctand] PE=1 S
QIDBCT SA406E-03 3166 3159 4679 1196 2076 2101 1705 cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Mus musculus GN=Prkarla PE=1 SV=3
Q61753 S6A00E-03 6886 695 6457 60.57 5378 519 3665 D-3-phosphoglycerate dehydrogenase OS=Mus musculus GN=Phgdh PE=1 SV=3
S4R1I6 S6499E-03 3482 3475 3931 8973 7548 0 5967 MCG2872, isoform CRA_b OS=Mus museulus GN=Ddx5 PE=1 SV=1
BIBOCT 5.7747E-03 372 3886 3435 815.1 756.7 713 664.9 Basement memby pecific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
Q6IRU2 S9680E-03 1345 1895 1685 3814 4151 4696 40.92 Tropomyosin alpha-4 chain OS=Mus musculus GN=Tpmd PE=1 SV=3
Q62470 60487E-03 7123 537 6457 1496 2264 22.16 Integrin alpha-3 OS=Mus musculus GN=ltga3 PE=1 SV=1
E9PZ16 GITRIE03 3799 3928 3491 8225 7624 675.1 Basement membrane-specific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
Q4FES6 6.2442E-03 372 4844 3837 19 1227 20.46 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus G! s
P70398 6.2442E-03 372 4344 3837 1196 1227 1359 20.46 Probable ubiquitin carboxyl-terminal hydrolase FAF-X OS=Mus musculus G
QUCQV8 62301E-03 S8 5686 5428 2169 1981 2966  49.44 14-3-3 protein betaalpha OS=Mus musculus GN=Ywhab PE=1 SV=3
QIDIA2 6544303 1425 1053 1404 0 2831 0 2557 Cytosolic non-specific dipeptidase OS=Mus musculus GN=Cndp2 PE=1 SV=1
D3YZX3 6S870E-03 8943 9898 7674 2842 3208 4448 40.92 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 OS=Mus musculus GN=Gnb2 PE=1 SV=1
P40142 6.5846E-03 4986 5476 5615 2842 368 2101 1961 Transketolase OS=Mus musculus GN=Tkt PE=1 SV=1
POSII3 6R8TIE-03 2295 2422 2433 1869 1887 173 2302 0S=Mus musculus GN=Hsp90b1 PE=1 SV=2
QSSWI9 69606E-03 1504 1895 1872 8225 6605 1112 8.524 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE=1 SV=2
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AOAOR4J140 6.9606E-03 15.04 18.95 18.72 8.225 6.605 1112 8.524 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE=1 SV=1

E9PZX7 70650E-03 7123 1053 1029 2243 6605 4943
PO6745 71050E-03 4749 8424 6551 1421 1981 2224 s
QSF2E8 7.1030E-03 1583 0 0 5982 6605 865  5.115 Serincfthreonine-protein kinase TAO1 OS=Mus musculus GN=Taok1 PE=1 SV=1
PIS532 7.1118E-03 182 2738 2059 5085 5095 692 44.33 Nucleoside diphosphate kinase A OS=Mus musculus GN=Nmel PE=1 SV=1
QICWF2 7.2181E-03 243 2064 2227 2969 2802 2669 2242 Tubulin beta-2B chain OS=Mus musculus GN=Tubb2b PE=1 SV=1
Q8BVQY 725SRE-03 4828 5792 4586 1271 1981 2595 17.05 265 protease regulatory subunit 7 OS=Mus musculus GN=Psme2 P
Q61191 72890E-03 1504 9477 1123 149 2831 0
F6YTZ4 72979E-03 9893 1095 9639 1944 2359 5313
P25444 72876E-03 1045 1127 1029 2767 2831 5808 861 40 ribosomal protein S2 OS=Mus musculus GN=Rps2 PE=1 SV=3
088342 73340B-03 2137 2106 1965 2906 2831 2471 25.57 WD repeat-containing protein 1 OS=Mus musculus GN=Wdrl PE=1 SV=3
46471 TA4IBE-03 4828 5897 4586 1346 1981 2595 17.05 265 protease regulatory subunit 7 OS=Mus musculus GN=Psme2 PE=1 SV-
P46664 75288E-03 1425 158 1965 1496 4718 3707 1705 Adenylosuccinate synthetase isozyme 2 OS=Mus musculus GN=Adss PE=1 SV=2
ADAOSTWSS6 7S463E-03 3799 358 4211 3873 3623 2088 2779 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1
QICQW9 7.5996E-03 0 5265 7487 1196 1227 1359 1023 Interferon-induced transmembrane protein 3 OS=Mus musculus G! f|m3 PE=1 V=1
F6RPJO 76306E-03 1504 1474 8423 4487 0 0 4262 Insulin-degrading enzyme (Fragment) OS=Mus musculus GN=Ide PE=1 SV=
QSNC80 77732E03 1741 2738 2059 486 5095 692 43.47 Nucleoside diphosphate kinase (Fragment) OS=Mus musculus GN nel PE=1 V=1
Q92089 77924E-03 9497 6318 1123 2243 0 0 25557 FACT complex subunit SPT16 OS=Mus musculus G| V=2
G3X956 7792403 9497 6318 1123 2243 0 0 25557 FACT complex subunit SPT16 OS=Mus musculus GN=Supt16 PE=1 SV=
D3Z536 7893SE-03 9497 1032 9171 172 2076 5313 7842 Protein Gm8225 OS=Mus musculus GN=Gm8225 PE=3 SV=1
68372 79313E-03 2461 2159 233 3IL1 2925 2817 239.5 Tubulin beta-4B chain OS=Mus musculus GN=Tubb4b PE=1 SV=1
BIAUX2 7.9058E-03 15.04 9.477 1217 1.496 2.831 0 3.41 Hostcell factor 1 OS=Mus musculus GN=Hcfcl PE=1 SV=1
P62874 7909103 8548 9372 7019 3365 3019 3954 37.51 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnbl PE=1 SV=3
Q8BMJ2 7944SE-03  69.65 7055 7206 500 4812 3954 52 Leucine-tRNA ligase, cytoplasmic OS=Mus musculus GN=Lars PE=1 SV=2
Q99127 8129803 1504 1053 1123 0 3 0 341 GMP reductase 2 0S=Mus musculus GN=Gmpr2 PE=1 SV=
E9QNN1 8.1965E-03 17.1 91.61 85.16 29.16 32.08 27.19 33.24 ATP-dependent RNA helicase A O! us musculus GN=Dhx9 P|
AOAO8TWPLS 8.1965E-03 17.1 91.61 85.16 29.16 32.08 27.19 33.24 ATP-dependent RNA helicase A O! us musculus GN=Dhx9 P|
Q3UHL6, 82428E-03 3878 3686 43.99 3986 3632 2088 2847 Fibronectin OS=Mus musculus GN=Fnl PE=1SV=1
52203 82ST3E03 1187 7371 1404 5982 3774 6178 6819 Importin subunitalpha-1 OS=Mus musculus G
Q7TMMY 8265SE-03 2406 2043 2237 3006 2812 2669  224.2 Tubulin beta-2A chain OS=Mus musculus GN
Q8K354 83I82E-03 3166 0 0 1122 1321 1854 13.64 Carbonyl reductase [NADPH] 3 OS=Mus musculus GN=Cbr3 PE=1 SV=1
J3QNWO 8SI2IE-03 4501 4844 3743 5982 1227 1359 162 DNA (cytosine-5)-methyltransferase OS=Mus musculus GN=Dnmt] PE=1 §
PI3864 8SI2IE03 4511 4844 3743 5982 1227 1359 162 DNA (cytosine-5)-methyltransferase 1 OS=Mus musculus GN=Dnmt] PE=1 SV=5
AOAOSTWRS0 8SI4SE-03 3878 3686 43.99 4015 3708 2088  288.1 Fibronectin OS=Mus musculus GN=Fnl PE=1 SV=1
Q920ES 8.5396E-03 0 0187 5982 4718 7414 2.557 Famesyl pyrophosphate synthase OS=Mus musculus Gi
D3Z2H7 8.5584E-03 0 5265 3743 1869 1321 173 2131 Catenin delta-1 0S=Mus musculus GN=Ctnnd] PE=1 §
P11276 85928E-03 3878 3686 43.99 4015 3717 zoxx 287.3 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=
E9Q2X6 8.5939E-03 1685 1872 0 2831 2557 Structural maintenance of chromosomes protein OS=Mus musculus GN=Sme4 PE=1
Q8CG47 8.5939E-03 1685 1872 0 2831 0 2.557 Structural maintenance of chromosomes protein 4 OS=Mus musculus GN=Sme4 PE=1 SV=1
contaminant_UBIQUITING2 8.7200E-03 423 3931 8001 6416 6178 59.67 no description
ZAYLIS 8.8100E-03 1895 1872 8225 5661 9885  8.524 Clustered mitochondria protein homolog OS=Mus musculus GN=Cluh PE=1 SV=1
P62908 8.8084E-03 8108 9546 60.57 5661  67.96  58.82 40 ribosomal protein S3 OS=Mus musculus GN=Rps3 PE=1 SV=1
P14069 8.9384E-03 2527 2808 4187 3868 4943 27.28 Protein $100-A6 OS=Mus musculus GN=S100a6 PE=1 SV=
Q5793 9.0038E-03 3422 306 7350 6897 6561  592.4 Basement memb ific heparan sulfate core protein OS=Mus musculus GN=Hspg2 PE=1 SV=1
P97427 9.1695E-03 3159 7487 1421 1698 1483 13.64 Dihydropyrimidinase-telated protein 1 OS=Mus musculus GN=Crpl P -
AOAO87WSN6 9.2657E-03 36.86 43.99 3776 349.1 194 271.1 Fibronectin OS=Mus musculus GN=Fnl PE=1 SV=1
P62259 9.2766E-03 358 3276 5085 5095 4325 60.52 14-3-3 protein epsilon OS=Mus musculus GN=Ywhae PE=1 SV=1
PITOI8 9.4833E-03 407 3463 3141 2736 2595 2813 Proliferating cell nuclear antigen OS=Mus musculus GN=Pcna PE=1 SV=2
Q7TMBS 9.5097E-03 2843 2433 1047 1415 9885 2216 Cytoplasmic FMR I-interacting protein 1 OS=Mus musculus GN=Cyfip] PE=1 SV=1
Q62159 9.5305E-03 1474 1404 3664 2736 2348  27.28 Rho-related GTP-binding protein RhoC OS=Mus musculus GN=Rhoe PE=1 SV=2
QUZINS 9.5894E-03 2948 3088 1795 1321 1359 162 Spliceosome RNA helicase Ddx39b OS=Mus museulus GN=Ddx39b PE=1 SV=1
Q6PHCI 9.6643E-03 13371273 8076 7925 7908  76.72 Alpha-enolase OS=Mus musculus GN=Enol PE=1 SV=
QID6X6 9.6692E-03 4212 3743 2169 1698 1236 19.61 Serine protease 23 OS=Mus musculus GN=Prss23 PE=2 SV=2
Q63844 9.8165E-03 179 11 1122 1132 1236 6819 Mitogen-activated protein kinase 3 OS=Mus musculus GN=Mapk3 PE=1 SV=5
PI4131 9.8561E-03 3159 3463 2019 1981 173 21.31 40S ribosomal protein $16 OS=Mus musculus GN=Rps 16 PE=1 SV=
Qo100 1.0001E-02 0187 2243 3774 4943 5.115 Phospholipid scramblase 1 OS=Mus musculus GN=Plscrl PE=1 V=1
QVIZW3 9.9990E-03 2843 262 8973 1132 1236 8.524 SWUSNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5§ OS=Mus musculus GN=Smarca$ PE=1 SV=1
Q8BKG3 1.0103E-02 2.106 0 17.2 1227 19.77 16.2 Inactive tyrosine-protein kinase 7 OS=Mus musculus GN=Ptk7 PE=1 SV=1
Q50116 1.0175E-02 2633 29.95 18.69 16.98 14.83 14.49 Probable ATP-dependent RNA helicase DDX 17 OS=Mus musculus GN=Ddx17 PE=1 SV=1
74Y185 1.0354E-02 242 2527 4262 434 5684 2984 Agrin OS=Mus musculus GN-Agm PE=1 SV=1
QYCR57 1.0400E-02 5.265 5.615 11.22 1227 13.59 iN=Rpll4 PE=1 SV=3
B7ZWLI 1.0402E-02 1053 1404 0 0 0
Q6ZQU8 1.0402E-02 1053 1404 0 0 0
P8O31S 1.0444E-02 874 9452 5982 4708 4572 47.74 T-complex protein | subunit delta OS=Mus musculus GN=Cctd PE=1 SV=
Q3U741 1.0510E-02 2633 2901 1869 1698 1483 14.49 DEAD (Asp-Glu-Ala-Asp) box polypeptide 17, isoform CRA_a OS=Mus musculus GN=Ddx17 PE=1 SV=1
P70168 1.0504E-02 4001 4586 4133 4701 4906 4943 49.44 Importin subunit beta-1 OS=Mus musculus GN=Kpnbl PE=1 SV=2
13QMGS 1.0694E-02 1074 9452 1358 2019 2359 5684 8354 Protein Gm5786 OS=Mus musculus GN=GmS786 PE=3 SV=1
055131 1.0714E-02 2.7 3182 2067 4711 368 4448 3495 Sepin-7 OS=Mus musculus GN=Sept? P
E9QIGS 1.0714E-02 207 3182 2067 4711 368 4448
E9QIFS 1.0714E-02 207 3182 2067 4711 368 4448 3495 Septin-7 OS=Mus musculus GN=Sept7 PE=
QBVEE4 1.0818E-02 158 131 1771 2243 7548 9885 1023 Replication protein A 70 kDa DNA-binding subunit O
PI5379 1.1007E-02 5265 5615 0 1047 1038 9885 9377 CD44 antigen OS=Mus musculus GN=Cddd PE=1 S
QUIHRT 1.1073E-02 1474 7487 1181 4487 0 0 4262 Insulin-degrading enzyme OS=Mus musculus GN=Ide PE=1 SV=1
P19324 11397E-02 6318 9359 0 2468 2831 1977  23.87 Serpin H1 OS=Mus musculus GN=Serpinhl PE=1 S
QSSWN2 11419E-02 158 131 1771 2243 7548 9885 9377 Replication protein A 70 kDa DNA-binding subunit O
P97310 1.1443E-02 85.29 86.1 6495 4786 6321 4943 48.59 DNA replication licensing factor MCM2 OS=Mus musculus GN=Mem2 PE=1 SV=3
QUQUI7 1.1602E-02 8424 2808 5904 1496 2831 0 0 Long-chain-fatty-acidCoA ligase 4 OS=Mus musculus GN=Acsl4 PE=1 SV=2
Q8VDWO 1.1637E-02 21.06 234 14.76 12.71 5.661 7414 8.524 ATP-dependent RNA helicase DDX39A OS=Mus musculus GN=Ddx39a PE=1 SV=1
P26231 1.1905E-02 9477 1029 0 3365 2925 2224 30.9 Catenin alpha-1 OS=Mus musculus GN=Ctnnal PE=I SV=1
Q8VDI3 1.2054E-02 4212 2808 0 9721 8492 1236 1108 Vigilin OS=Mus musculus GN=Hdlbp PE=1 SV=1
Q61235 1.2083E-02 0 0 0 8973 4718 6178 341 Beta-2-syntrophin OS=Mus musculus GN=Snth2 PE=1 SV=
P10126 12181E-02 2095 2386 2214 3357 3227 3089  268.5 Elongation factor I-alpha 1 OS=Mus musculus GN=Eeflal PE=1 SV=3
E9Q8Z5 1.2336E-02 5265 3743 5904 1944 1227 1854 20.46 Catenin delta-] OS=Mus musculus GN=Ctnnd] PE=1 SV=1
P97760 1.2553E-02 8.424 13.1 8.857 1.496 0 0 2.557 DNA-directed RNA polymerase II subunit RPB3 O us musculus GN=Polr2c PE=1 SV=2
AOAIDSRMLS 1.2553E-02 8.424 13.1 8.857 1.496 0 0 2.557 DNA-directed RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2c PE=1 SV=1
AOAOUIRPX4 1.2703E-02 17.9 16.85 17.71 10.47 11.32 0 6.819 Mitogen-activated protein kinase (Fragment) O! [us musculus GN=Mapk3 PE=1 SV=1
P48036 1.2725E-02 43.17 3931 47.23 71.04 63.21 7291 71.6 Annexin A5 OS=Mus musculus GN=Anxa5 P! S’
P48678 12733602 1264 1685 2067 3888 434 4078 3154 Prelamin-A/C OS=Mus musculus GN=Lmna PE=1 SV=
ADAI40T8VS 1.2813E-02 3791 3556 4723 2692 2453 2348 24.72 Proliferating cell nuclear antigen OS=Mus musculus GN=Pena-ps2 PE=3 §'
GSE839 1.2841E-02 7898 8704 6495 5309 4434 4201  46.03 T-complex protein I subunit delta OS=Mus musculus GN=Cctd PE=1 S
009106 1.2940E-02 2527 2901 4428 8225 1321 7414 17.9 Histone deacetylase 1 OS=Mus musculus GN=Hdacl PE=
070133 1.2983E-02 8845 8423 679 2842 3208 2719 3324 ATP-dependent RNA helicase A O:
P80317 1.2997E-02 1053 1001 679 5907 5567 6302 50.29 T-complex protein I subunit zeta O
P50580 1.3072E-02 3791 496 3247 1721793 1854 17.9 Proliferation-associated protein 2G4 OS=Mus musculus GN=Pa2g4 PE=1 SV=3
A2AES9 13079E-02 0 0 0 673 7548 4943 5967 Glutathione S-transferase Mu | OS=Mus musculus G s
P10649 13079E-02 0 0 0 673 7548 4943 5967 Glutathione S-transferase Mu | OS=Mus musculus G
P62267 13122E-02 358 3088 1771 673 2831 7414 5.967 408 ribosomal protein $23 OS=Mus musculus GN=Rps23 PE=1 SV=3
AOAOSTWPS3 13247602 4212 2808 0 8973 8492 1112 1108 Vigilin OS=Mus musculus GN=Hdlbp PE=1 SV=1
84104 1.3530E-02 5265 4679 8857 3739 0 24m 341 Serinelarginine-rich splicing factor 3 OS=Mus musculus GN=Srsf3 PE=1 SV=1
QU9PTI 1.3639E-02 1158 7487 0 3141 434 4943 45.18 Rho GDP-dissociation inhibitor 1 OS=Mus musculus GN=Arhgdia PE=1 SV=3
G3UZ34 1.3698E-02 201 2059 1476 7478 1038 1236 9.377 116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1
PI2382 1.3745E-02 3791 3276 2657 172 1415 7414 17.05 ATP-dependent 6-phosphofiuctokinase, liver type OS=Mus musculus GN=Pfkl PE=1 SV=4
QUCZU6 1.3792E-02 2422 1965 2362 1196 1415 1236 1875 Citrate synthase, mitochondrial OS=Mus musculus GN=Cs PE=1 SV=
D373G6 1.4155E-02 17.9 17.78 17.71 9.721 11.32 0 6.819 Mitogen-activated protein kinase OS=Mus musculus GN=Mapk3 PE=1 SV=1
D3YV80 1.4229E-02 0 2106 1872 0 2243 4718 3707 4262 Unconventional myosin-Ib (Fragment) OS=Mus musculus GN=Myolb PE=1 SV=1
Q7113 14478E02 3166 0 0 0 8225 1415 1359 1534 Cation-independent mannose-6-phosphate receptor OS=Mus musculus GN=Igf2r PE=I SV=1
QUIT68 14502E-02 1741 2106 2059 5904 3589 3585 4819  41.77 Nuckoside diphosphate kinase B OS=Mus musculus GN
Q6PSFT 14585E-02 1583 3.059 0 0 5234 5661 6178 5967 Protein tweety homolog 3 OS=Mus musculus GN=Tyh3 P
ADAOI9YUL3 14623E-02 1425 1895 1591 1476 2906 2453 3213 2643 Septin 11, isoform CRA_b OS=Mus musculus GN=Sept11 PE=1 SV=
Q8CIBT 14623E-02 1425 1895 1591 1476 2906 2453 3213 2643 Septin-11 OS=Mus musculus G
ADAOI9YTYO 14623E-02 1425 1895 1591 1476 2906 2453 3213 2643 Septin-11 OS=Mus musculus G
Q60864 14640E-02 1741 1685 234 2067 3215 3774 346 2898 Stress-induced-phosphoprotein | OS=Mus musculus GN=Stipl PE=1 SV=1
QSSURO 14697E-02 1899 2001 2059 1476 1346 1415 1606 1279 Phosphoribosylformylglycinamidine synlhase 0S=Mus musculus G
P26043 14775E02 4036 4307 3556 2952 6431 7359 9144 61.37 Radixin OS=Mus musculus GN=Rdx P
E9Q616 14784E-02 2295 2633 1965 4133 4038 5001 6302 69.05 Protein Ahnak OS=Mus musculus GN= hna.k PE=1 V=1
QOROBY 14968E-02 2295 2106 27.04 1181 0 2831 0 2557 Procollagen-lysine.2-oxoglutarate 5-dioxygenase 2 OS=Mus musculus G 2
E9Q718 14968E-02 2295 2106 27.014 1181 0 2831 0 2557 Procollagen-lysine.2-oxoglutarate 5-dioxygenase 2 OS=Mus musculus G 1
Q8BKCS 14986E-02 2058 2201 1965 2952 7478 8492 9.885 5967 Importin-5 OS=Mus musculus GN=IpoS PE=I SV=
AOAOR4J008 1.5163E-02 1345 12.64 17.78 5.904 7.478 0 6.178 0 Histone deacetylase OS=Mus musculus GN=Hdac2 Pl Sv=1
PO7356 1.5573E-02 97.35 93.72 70.19 4428 155.5 1274 119.9 133 Annexin A2 OS=Mus musculus GN=Anxa2 PE=1 §'
Q99LDS 1.5789E-02 0 5.265 3743 0 17.95 14.15 1112 14.49 N(G).Ni 2 0S=Mus musculus GN=Ddah2 PE=1 SV=1
088544 15820E-02 1345 8424 1123 8857 5234 3774 0 341 COPY signalosome complex subunit 4 OS=Mus musculus GN=Cops4 PE=1 SV=1
DIYYI8 I5919E-02 2058 2527 2901 4428 8225 1321 7414 17.05 Histone deacetylase OS=Mus musculus GN=Gm10093 PE=3 SV-
008529 15974E02  18.99 179 1123 1181 8973 7548 2471 8524 Calpain-2 catalytic subunit OS=Mus musculus GN= Caan PE=1SV=4
PI6045 L6282E-02 4907 2201 4773 1476 7478 7925 1026  94.62 Galectin-1 OS=Mus musculus GN=Lgalsl PE=1 S
P51410 L6287E02 1108 1053 1029 1771 7478 2831 0 6819 60S ribosomal protein L9 OS=Mus musculus GN= Rpl‘) PE=2SV=2
ADAOG2IES3 L6287E02 1108 1053 1029 1771 7478 2831 0 6819 60S ribosomal protein L9 (Fragment) OS=Mus musculus GN=Rpl9 PE=1 SV=1
D37795 L634IE02 1029 6318 6551 8857 4487 0 0 6819 Proteasome assembly chaperone 1 OS=Mus musculus G
QUIK23 L634IE02 1029 6318 6551 8857 4487 0 0 6819 Proteasome assembly chaperone 1 OS=Mus musculus G
Q8BZY3 1.6354E-02 4.749 4212 5.615 0 6.73 7.548 1112 3.41 Protein Ddx19b OS=Mus musculus GN=Ddx19b PE='
Q8CG48 L6731E-02 1029 6318 2808 5904 1496 0 0 0 Structural maintenance of chromosomes protein 2 O
035593 1.6755E-02 1053 1497 1476 4487 5661 9885 5967 265 proteasome non-ATPase regulatory subunit 14 OS=Mus musculus GN
Q924C1 1.6777E-02 13.69 10.29 5.904 0 3774 0 2.557 Exportin-5 OS=Mus musculus GN=Xpo5 PE=
Qo9L4T 1.6949E-02 1474 5615 8857 172 1793 1606 17.9 Hse70-interacting protein OS=Mus musculus GN=5t13 PE=1 SV=1
P54775 1.7087E-02 8213 7206 1181 2019 2547 4325 5626 268 protease regulatory subunit 6B OS=Mus musculus GN=Psmed PE=1 SV=2
Q3U6K9 1.7100E-02 2.106 5.615 0 17.95 3114 19.77 23.87 Phosphoserine aminotransferase OS=Mus musculus GN=Psat] PE=1 SV=1
AOAOJ9YUDS 1.7142E-02 7371 4.679 0 6.73 14.15 13.59 8.524 High mobility group protein BI OS=Mus musculus GN=Hmgbl PE=1 SV=1
Q61598 L722E02 1425 1474 131 4113 2736 2595 3324 Rab GDP dissociation inhibitor beta OS=Mus musculus GN=G s
QUIIMI 1.7471E-02 0 7371 8423 5982 9435 1236 5.967 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=SIc29al PE=1 SV=3
P26039 17463802 2137 2422 262 500 3868 3707 42.62 Talin-l OS=Mus musculus GN=Tinl PE=1 SV=2
P47757 17695E-02 2058 2422 2433 344 4812 3583 36.65 F-actin-capping protein subunit beta OS=Mus musculus GN=Capzb PE=1 SV=3
G3X9V0 1.7823E-02 0 0 5615 3739 5661 7414 5.115 MCG22048, isoform CRA_a OS=Mus musculus GN=Psme2 PE=1 §'
Q8BYS9 I7839E-02 8706 8424 7487 1346 1887 2101 2131 Choline transporter-like protein 2 OS=Mus musculus GN=Slc44a2 P
G3XAI0 I7881E02 3562 3791 48.66 2767 217 2348
QBVEK3 I7881E02 3562 3791 48.66 2767 217 2348 ~Hnmpu PE=1 SV=1
P61358 1.7903E-02 182 1369 1497 1346 5661 6178 8524 60S ribosomal protein 27 OS=Mus musculus GN=Rp127 PE=1 SV=2
Q61881 18008E-02 5224 6634 599 2468 1698 1854 17.9 DNA replication licensing factor MCM?7 OS=Mus musculus GN=Mem? PE=1 SV=1
Q9QURG I8083E-02 554 50.54 5896 2393 1604 1236 27.28 Prolyl endopeptidase OS=Mus musculus GN=Prep PE=1 SV=1
Q8BU30 I8II9E02 6173 6213 4679 1795 1887 2348 2387 Isoleucine~tRNA ligase, cytoplasmic OS=Mus museulus GN=lars PE=1 SV=2
E9PZS4 I8233E02 6332 5265 4.679 2,991 0 0 0 NHP2-like protein 1 OS=Mus musculus GN=Nhp211 PE=1 SV=1
QUIKSS I8362E02 6332 2106 7487 2243 3868 2348  32.39 Phosphoserine aminotransferase OS=Mus musculus GN=Psatl PE=1 SV=1
P62962 18547602 4195 6002 5241 5459 9812 865 7587 Profilin-1 OS=Mus musculus GN=Pfnl PE=1 SV=2
35550 18548E-02 1504 2201 1029 0 0 3707 1705 rRNA 2-O-methyliransferase fibrillarin OS=Mus musculus GN=Fbl P!
P27773 I8679E-02 4749 5265 7487 1047 1321 9885 1108 Protein disulfide-isomerase A3 OS=Mus musculus GN=Pdia3 PE=1 §
AOA0G2IDFS I8823E02 554 8424 9359 3739 1887 3707 341 Serrate RNA effector molecule homolog (Fragment) OS=Mus musculus GN=Srrt PE=1 SV=1
Q64727 1.9078E-02 182 1474 1591 2067 6356 434 346 40.92 Vinculin OS=Mus musculus GN=Vcl PE=1 SV=4

P99024 1.9142E-02 2588 2211 2452 1358 329 299.1 286.7 259.1 Tubulin beta-5 chain OS=Mus musculus GN=Tubb5 PE=1 SV=1



008810 1.9259E-02 23.17 21.52 14.76 7.478 10.38 1236 10.23 116 kDa U5 small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1

A2AHSS 1.9259E-02 2307 2152 1476 7478 1038 1236 10.23 116 kDa US small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=1 SV=1
QUIMRS6 1.9436E-02 9477 1497 8857 3739 1887 3707 341 Semate RNA effector molecule homolog OS=Mus musculus GN=Smrt PE=1 SV=1

Q7TPV4 1.9451E-02 4633 3837 2952 1346 1604 1606  20.46 Myb-binding protein 1A OS=Mus musculus GN=Mybbpla PE=1 SV=

Q8R2Q8 1.9477E-02 0 7487 0 8973 1038 1236 5967 Bone marrow stromal antigen 2 OS=Mus musculus GN=Bst2 PE=1 SV=1

P63101 1.9830E-02 78.98 731033 4038 2925 519 59.67 14-3-3 protein zeta/delia OS=Mus musculus GN=Ywhaz P!

Q922F4 1.9995E-02 158 1685 1122 2326 2198 1878 158.6 Tubulin beta-6 chain OS=Mus musculus GN=Tubb6 PE=1 SV=

QUCZNT 2.0166E-02 3159 4679 01421 B2 865 1279 Serine hydroxymethylransferase OS=Mus musculus GN=Shmt2 PE=1 SV=1

F8WIKS 2.0318E-02 14.74 5.615 11.81 17.2 1793 16.06 17.9 Hsc70-interacting protein OS=Mus musculus GN=St13 PE=1 SV=1

Q62318 2,0297E-02 1895 2059 2067 8225 3774 3707 5.115 Transcription intermediary factor 1-beta OS=Mus musculus GN=Trim28 PE=1 SV=3

QooIl4 2.0300E-02 3686 3369 3247 1047 217 2348 2131 26 proteasome non-ATPase regulatory subunit 6 OS=Mus musculus GN=Psmd6 PE=1 SV=1
QUR190 2.0435E-02 1474 9359 1476 2243 3774 3707 5967 Metastasis-associated protein MTA2 OS=Mus musculus GN=Mta2 PE=1 SV=1

P09103 2.0891E-02 0 343 0 1047 1887 1112 13.64 Protein disulfide-isomerase OS=Mus musculus GN=P4hb PE=I SV=2

P05201 2.1068E-02 0 0 0 2243 1887 2471 1705 Aspartate aminotransferase, cytoplasmic OS=Mus musculus GN=Gotl PE=1 SV

Q8VDM6 2.1105E-02 8424 9359 1181 5234 2831 4943 1.705 Heterogencous nuclear ribonucleoprotein U-like protein 1 OS=Mus musculus GN=Hnmpull PE=1 SV=1
D3Z6N3 2.1164E-02 21.06 21.52 23.62 1271 1321 18.54 12.79 DNA replication licensing factor MCM7 OS=Mus musculus GN=Mcm7 PE=1 SV=1

PI7I82 2.1348E-02 1516 1385 1122 9497 9718 8897 9803 Alpha-enolase OS=Mus musculus GN=Enol PE=1 SV=3

A2AMWO 2.1410E-02 2422 2433 2657 3664 5189 3583 38.36 Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_a OS=Mus musculus GN=Capzb PE=1 SV=1
D3YWF6 2.1469E-02 1264 11231771 673 9435 9885 1534 Ubiquitin thioesterase OTUBI OS=Mus musculus GN=Otubl PE=1 SV=1

Q7TQI3 2.1469E-02 1264 11231771 673 9435 9885 1534 Ubiquitin thioesterase OTUBI OS=Mus musculus GN=Otubl PE=1 SV=2

Q8C052 2.1685E-02 12.64 5.615 11.81 11.96 15.1 1112 14.49 Microtubule-associated protein 1S OS=Mus musculus GN=Mapls PE=1 SV=2

P16546 2.1823E-02 1264 1685 8857 2169 2453 2348 23.02 Spectrin alpha chain, non-erythrocytic | OS=Mus musculus GN=Sptan] PE=1 SV=4
AOAOUIRQOS 22058E-02 2738 2152 5019 8973 1132 865 1534 Cytoplasmic FMRI-interacting protein | (Fragment) OS=Mus musculus GN=Cyfipl PE=1 SV=1
BIAWEI 22323E-02 158 1217 2362 5982 4718 865 9377 Clathrin light chain A OS=Mus musculus GN=Clta PE=1 SV=1

E9PZF0 22299E-02 2633 2152 8857 3888 3774 5437 4688 Nucloside diphosphate kinase OS=Mus musculus GN=Gm20390 PE=3 SV=1

BIAZ46 22450E-02 2.106 0 0 7478 4718 4943 8524 Brain-specific angiogenesis inhibitor 1-associated protein 2 OS=Mus musculus GN=Baiap2 PE=1 SV=1
Q8BKX1 22450E-02 2.106 0 0 7478 4718 4943 8524 Brain-specific angiogenesis inhibitor 1-associated protein 2 OS=Mus musculus GN=Baiap2 PE=1 SV=2
QIROPS 22736E-02 1158 9359 8857 2169 217 2224 1193 Destrin OS=Mus musculus GN=Dstn PE=1 SV=3

A2APMI 22903E-02 5265 6551 0 1047 9435 9885 9377 CD44 antigen OS=Mus musculus GN=Cddd PE=1 S

A2APMS 2.3080E-02 5265 6551 0 1047 1038 9885 1023 CD44 antigen O! s

Q80X37 2.3080E-02 5265 6551 0 1047 1038 9885 1023 CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=

QUCWI9 2.3065E-02 8213 5802 1063 516 434 3831  54.56 Bifunctional purine biosynthesis protein PURH OS=Mus musculus GN=Atic PE=1 SV=2
QSSFO7 23864E-02 2106 3743 0 7478 1132 865  7.672 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus G

AGX8Z3 24269E-02 2106 3743 0 7478 1132 865 5967 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus G

Q3TTF6 2.4930E-02 8424 5615 5904 0 0 0 2557 Putative uncharacterized protein OS=Mus musculus GN=Ppp2rlb PE=1 SV=1

H3BKU1 2.4930E-02 8424 5615 5904 0 0 0 2557 Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), beta isoform, isoform CRA_b OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
GIUWS4 2.4930E-02 8424 5615 5904 0 0 0 2557 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2rlb PE=1 SV=1
H3BLQO 2.4930E-02 8424 5615 5904 0 0 0 2557 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Mus musculus GN=Ppp2r1b PE=1 SV=1
E9QOUT 24974E-02 1158 1591 8857 2991 4718 6178 5967 265 proteasome non-ATPase regulatory subunit 13 OS=Mus musculus GN=Psmd13 PE=1 SV=
P43247 2.5520E-02 1053 2808 8857 0 0 0 1,705 DNA mismatch repair protein Msh2 OS=Mus musculus GN=Msh2 PE=1 SV=1

VIGXB6 2.5604E-02 3159 3743 5904 0 1887 0 4262 Heterogeneous nuclear ribonucleoprotein L-like OS=Mus musculus GN=Hnmpll PE=1 SV=1
Q6P2B1 2.5639E-02 9.477 5.615 11.81 4.487 0 0 2.557 Transportin-3 OS=Mus musculus GN=Tnpo3 PE=1 SV=1

Q7797 2.5674E-02 158 13.1 0 3141 3585 2101 3154 Galectin-3-binding protein OS=Mus musculus GN=Lgals3bp PE=1 SV=1

E9QNHS6, 2.5888E-02 2106 1872 0 2991 5661 3707 5967 Unconventional myosin-b OS=Mus musculus G

E9Q580 2.5888E-02 2106 1872 0 2991 5661 3707 5967 Unconventional myosin-Ib OS=Mus musculus G

P46735 2.5888E-02 2106 1872 0 2991 5661 3707 5967 Unconventional myosin-Ib OS=Mus musculus G

Q71QD7 2.5888E-02 2106 1872 0 2991 5661 3707 5967 Myolb protein OS=Mus musculus GN=Myolb PE=1 S

A6ZI44 2.5873E-02 7898 5615 7676 9945 1066 1038  90.36 Fructose-bisphosphate aldolase OS=Mus musculus G

P8O313 2.5985E-02 8213 7206 5314 4701 3585 3954 40.92 T-complex protein I subunit eta OS=Mus musculus GN=Ca s

G3X9K9 2.6066E-02 0 842 0 3739 1132 1359 6819 Proteasome activator complex subunit | OS-Mus musculus GNP Pamel PE-1 sv=1

P62071 26161E-02 0 2808 0 9721 1227 1483 1108 Ras-related protein R-Ras2 OS=Mus musculus G -

Q6ZWV7 2.6250E-02 0 343 0 4487 5661 4943 4262 60S ribosomal protin L35 OS=Mus musculus G

E9QUK6 2.6470E-02 2948 234 885 1496 2831 0 341D SAMHDI OS=Mus musculus G

Q60710 2.6988E-02 2948 2527 8857 1496 2831 0 341D i SAMHDI OS=Mus musculus G

F8WIEO 2.6988E-02 2948 2527 8857 1496 2831 0 341D i SAMHDI OS=Mus musculus GN=Samhd] PE=
PO7742 2.7021E-02 78.98 73 3247 7478 1321 0 1534 diphosphate reductase 0S=Mus musculus GN=Rrml PE=1 SV=2
P50396 2.7088E-02 5265 3743 5904 1346 1793 2348  13.64 Rab GDP dissociation inhibitor alpha OS=Mus musculus GN=Gdil PE=1 SV=3

Q61151 2.7081E-02 7371 7487 1L 31 5.982 0 4943 4262 Serinefthreonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform OS=Mus musculus GN=Ppp2rSe PE=1 SV=3
ADAOAGY YOI 2.7603E-02 4212 0 673 5661 7414 6819 Neural cell adhesion molecule 1 (Fragment) OS=Mus musculus GN=Ncaml P! -

D3Z219 27631E-02 3264 3931 14.76 1346 1227 173 10.23 Cyclin-dependent kinase 1 (Fragment) OS=Mus musculus GN=Cdk1 PE=1 S

P59708 2.7736E-02 6318 5615 0 4487 7548 865  5.115 Splicing factor 3B subunit 6 OS=Mus musculus GN=Sf3b6 PE=1 SV=

A2BH06 2.7781E-02 29.48 35.56 47.23 17.95 14.15 19.77 18.75 608 ribosomal protein L11 (Fragment) OS=Mus musculus GN=Rpl11 PE=1 SV=1

F6SVVI 2.7829E-02 8424 4679 8857 4487 3774 3707 4262 Protein Gm9493 OS=Mus musculus GN=Gm9493 PE=4 SV=1

AOAIBOGRR3 2.7906E-02 179 2246 1181 1346 1227 1483 1023 40S ribosomal protein S11 OS=Mus musculus GN=Rps11 PE=1 SV=1

P70349 2.7930E-02 6318 7487 0 1645 1132 1236 8524 Histidine triad nucleotide-binding protein 1 OS=Mus musculus GN=Hintl PE=1 SV=3

PIIGSS 28182E-02 0 2808 0 2767 2264 7414 23.02 Integrin alpha-5 OS=Mus musculus GN=ltga$ PE=1 SV=3

Q8RO10 2.8209E-02 4107 3931 8857 8225 0 0 8524 Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Mus musculus GN=Aimp2 PE=1 SV=2
POS064 2.8302E-02 7898 5615 7676 9945 1066 1038  89.51 Fructose-bisphosphate aldolase A OS=Mus musculus GN=Aldoa PE=1 SV=2

P62631 28516E-02 1148 1245 1122 1443 1868 1952 1381 Elongation factor I-alpha 2 OS=Mus musculus GN=Eefla2 PE=1 §

Q8IZV7 2.8676E-02 0 343 0 5234 5661 4943 4262 N-acetylglucosamine-6-phosphate deacetylase OS=Mus musculus GN=Amdhd2 PE=1 SV=1
E9Q390 2.8964E-02 8529 7768 5904 1114 I3L1 1359 1568 Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2

A2APM3 2.9386E-02 5265 6551 0 1047 9435 9885 1023 CD44 antigen OS=Mus musculus GN=Cddd PE=1 S

A2APM4 2.9386E-02 5265 6551 0 1047 9435 9885 1023 CD44 antigen OS=Mus musculus GN=Cdd4 PE=1 SV=

A2APM2 2.9386E-02 5265 6551 0 1047 9435 9885 1023 CD44 antigen OS=Mus musculus GN=Cd44 P!

E9QKMS 2.9386E-02 5265 6551 0 1047 9435 9885 1023 CD44 antigen O!

Q3UsSI 2.9386E-02 5265 6551 0 1047 9435 9885 1023 CD44 antigen OS=Mus musculus GN=Cddd PE=1 S

P54754 2.9759E-02 0 4679 0 3739 6605 6178  5.115 Ephrin type-B receptor 3 OS=Mus musculus GN=Ephb3 PE=1 SV=2
contaminant_KERATINO6 2.9775E-02 6318 1217 0 14.21 17.93 16.06 6.819 no description

QE9ZNT 2.9905E-02 8529 7768 5904 1114 I3L1 1359 1568 Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2

P62960 3.0311E-02 30.54 2527 26.57 15.7 14.15 19.77 19.61 Nuclease-sensitive element-binding protein 1 OS=Mus musculus GN=Ybx1 PE=1 SV=3
PI7426 3.0555E-02 5265 3743 0 9721 9435 6178  7.672 AP-2 complex subunit alpha-1 OS=Mus musculus GN=Ap2al PE=1 SV=1

P13595 3.0679E-02 4212 0 0 7478 5661 7414 8524 Neural cell adhesion molecule | OS=Mus musculus GN=Neaml PE=1 SV=

E9QBOL 3.0679E-02 4212 0 0 7478 5661 7414 8524 Neural cell adhesion molecule I OS=Mus musculus GN=Ncam1 Pl

ADAOAGYY4T 3.0679E-02 4212 0 0 7478 5661 7414 8524 Neural cell adhesion molecule I OS=Mus musculus GN=Ncam1 Pl

QUs8I6 3.0910E-02 4212 3743 0 358 3208 9885 2131 Fany acid-binding protein, epidermal OS=Mus musculus GN=Fabps PE<I §

Q64282 3.1493E-02 0 0 0 5982 9435 1606  7.672 Interferon-induced protein with repeats 1 OS=Mus musculus G

QIDBZS 3.1550E-02 7371 3743 885 3739 0 0 2557 Eukaryoic translation initiation factor 3 subunit K OS=Mus musculus GN=Eif3k P!

Q3ULGS 3.1860E-02 4307 3931 2952 1944 217 1977 25.57 DNA helicase OS=Mus musculus GN=Mem6 PE=1 SV=1

PO7311 3.1860E-02 4307 3931 295 1944 217 1977 25.57 DNA replication licensing factor MCM6 OS=Mus musculus GN=Mem6 PE=1 SV=1

QUESXS 3.2023E-02 1053 1029 0 1645 1415 2224 1534 H/ACA ribonucleoprotein complex subunit 4 OS=Mus musculus GN=Dkel PE=1 SV=4
Qo21M3 3.2054E-02 1158 1965 673 6605 9885  9.377 Splicing factor 3B subunit 3 OS=Mus musculus GN=Sf3b3 PE=1 SV=

QU4750 32434E-02 2106 2059 5982 7548 4943 4262 DNA topoisomerase 1 OS=Mus musculus GN=Topl PE=1 SV=2

BIAWEO 3.2768E-02 1581217 5234 4718 9885  9.377 Clathrin light chain A OS=Mus musculus GN=Clta PE=1 SV=1

BIAWDY 3.2768E-02 1581217 5234 4718 9885  9.377 Clathrin light chain A OS=Mus musculus GN=Clta PE=1 SV=1

Q6PFA2 3.2768E-02 1581217 5234 4718 9885  9.377 Clathrin light chain A OS=Mus musculus Gl

008585 32768E-02 1581217 5234 4718 9885  9.377 Clathrin light chain A OS=Mus musculus Gl

070194 32741E-02 1685 1591 1122 7548 865  4.262 Eukaryotic translation initiation factor 3 subunit D OS=Mus musculus GN=Eif3d PE=1 SV=2
P97371 32811E-02 0 9359 3739 1132 1359 6819 Proteasome activator complex subunit 1 OS=Mus musculus GN=Psmel PE=1 SV=2

QUSD44 33251E-02 9477 3743 149 5661 2471 4262 Eukaryotic translation initiation factor SB OS=Mus musculus GN=EifSb PE=1 SV=2

Q7TSG6 3.3599E-02 4107 3536 516 6793 8032 5285 Radixin OS=Mus musculus GN=Rdx PE=1 SV=1

POSI32 3.3724E-02 2106 4679 673 1227 7414 6819 cAMP-dependent protein kinase catalytic subunit alpha OS=Mus musculus GN=Prkaca PE=1 SV=3
Q8VDDS 3.3863E-02 1927 2124 3058 2859 2842 260 Myosin-9 0S=Mus musculus GN=Myh9 PE=1 SV=4

ADAOAOMQT6 34142E-02 1474 1685 5982 3774 4943 3.41 Nucleolar protein 58 OS=Mus musculus GN=Nop38 PE=1 SV=1

QICXW4 3.4280E-02 3159 4024 2243 217 1977 23.02 608 ribosomal protein L11 OS=Mus musculus GN=Rpl1 1 PE=1

E9PYL9 3.4280E-02 3159 4024 2243 217 1977 23.02 Protein Gm10036 OS=Mus musculus GN=Gm10036 PE=

QSRIFI SAHE2 1741 18 1207 2009 2264 2348 28.13 Niban-like protein 1 OS=Mus musculus G

QuIgs3 3447SE02 3562 2738 4LI8 8973 9246 519 7587 Transitional endoplasmic reticulum ATPase OS=Mus musculus 0

P54761 34542602 2374 0 4679 2991 2831 6178 2.557 Ephrin type-B receptor 4 OS=Mus musculus G

Q8C8K1 344202 2. 374 0 4679 2991 2831 6178 2.557 Ephrin type-B receptor 4 OS=Mus musculus GN=Ephb4 PE= svf

E9PWK7 344202 2. 0 4679 2991 2831 6178 2.557 Ephrin type-B receptor 4 OS=Mus musculus GN=Ephbd P!

E9PX48 3.4680E-02 4.749 2106 4679 5982 8492 9885  7.672 Dedicator of cytokinesis protein 7 OS=Mus musculus G

P62196 34697E-02 1899 3159 262 1346 1227 2471 9377 26S protease regulatory subunit 8 OS=Mus musculus GN=Psme5 PE=1 §

Q640N1 34719E02 1187 1158 1497 4412 5661 2224 37.51 Adipocyte enhancer-binding protein 1 OS=Mus musculus GN=Aebpl PE=1 SV=1

H7BX99 34770B02 3166 2106 2808 8225 151 8.65 162 Prothrombin OS=Mus musculus G =

P19221 34770E02 3166 2106 2808 8225 151 8.65

E9PXY1 34984E-02 3957 8424 1123 0 0 0

A2A432 34984E-02 3957 8424 1123 0 0 0

Q8VII6 3S440E02 8706 7371 1123 5904 9720 1405 1854 11.93 Splicing factor, proline- and ghitamine-rich OS=Mus musculus GN=Sfpq PE=1 SV=1

Q61171 35908E-02 554 2106 7487 0 2393 2642 1112 23.87 Peroxiredoxin-2 0S=Mus musculus GN=Prdx2 PE=I SV=3

P62274 36060E-02 4749 9477 5615 8857 2991 0 0 0 408 ribosomal protein $29 OS=Mus musculus GN=Rps29 PE=3 SV=2

E9PWG6 3.6139E-02 7.123 8.424 5.615 14.76 0 1.887 2471 1.705 Protein Ncapg OS=Mus musculus GN=Ncapg PE=1 SV=1

QUIWK2 36437E-02 4749 6318 4679 5904 2243 4718 0 4262 Eukaryotic translation initiation factor 3 subunit H OS=Mus musculus GN=Eif3h PE=1 SV=1
A2AKIS 3673302 3166 2106 0 8857 2094 1793 2471 1279 Integrin alpha-V OS=Mus musculus GN=Tigav P!

P43406 3673302 3166 2106 0 8857 2094 1793 2471 1279 Integrin alpha-V OS=Mus musculus GN=ligav PE=1 SV=

Q61768 36797E-02 1425 2211 2246 2067 1196 1227 7414 8524 Kinesin-l heavy chain OS=Mus musculus GN=Kifsb PE=1 SV=3

QUIVC3 3694SE-02 4195 3475 4024 2657 1047 2264 1483 17.9 Eukaryotic initiation factor 4A-11 OS=Mus museulus GN=Fif4a3 PE=1 SV=3

QUIMT6 37036E02 2691 2211 24 4723 1496 7548 0 7.672 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpe3 PE=1 SV=3
E9QNO§ 3RIAE-02 1583 5265 4679 0 1122 6605 1236 1023 Elongation factor I-delta (Fragment) OS=Mus musculus GN=Eefld PE=1 SV=1

QICRIG 3R303E-02 9497 8424 7487 1771 2318 151 173 2046 Peptidyl-prolyl cis-trans isomerase D OS=Mus musculus GN=Ppid PE=1 SV=3

QU9LC2 3RI6TE02 3166 3159 3743 5904 0 0 2471 0 Cleavage stimulation factor subunit 1 OS=Mus musculus GN=Cstfl PE=1 SV=1

P60122 3R886E-02 3957 3475 3463 5314 2767 1887 2595  23.02 RuvB-like | OS=Mus musculus GN=Ruvbll PE=1 SV=1

25206 38993E-02 1345 1369 2433 1476 8225 1038 1112 4262 DNA replication licensing factor MCM3 OS=Mus musculus GN=Mem3 PE=1 SV=2

Q80T06 3944102 1583 5265 4679 0 119 6605 1236 1023 Elongation factor I-delta OS=Mus musculus GN=Eefld PE=I SV=1

P57776 3944102 1583 5265 4679 0 119 6605 1236 1023 Elongation factor I-delta OS=Mus musculus GN=Eefld PE=1 SV=3

AOAOR4IIE2 39441E-02 1583 5265 4679 0 119 6605 1236 1023 Elongation factor I-delta OS=Mus musculus GN=Eefld P

PEO318 39641E-02 1274 1295 1348 2007 7403 8303 1013 87.8 T-complex protein | subunit gamma OS=Mus musculus GN=Cet3 P}

A2A9M4 398SSE-02 4749 2106 4679 0 5982 8492 9885 8524 Dedicator of cytokinesis protein 7 OS=Mus musculus G|

A2A9M5 398SSE-02 4749 2106 4679 0 5982 8492 9885 8524 Dedicator of cytokinesis protein 7 OS=Mus musculus G|

AOAOUIRNKT 398SSE-02 4749 2106 4679 0 5982 8492 9885 8524 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=

Q8RIA4 398SSE-02 4749 2106 4679 0 5982 8492 9885 8524 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock? PE=1 SV=3

QUILX0 3992202 1583 0 0 0 2991 7548 865 1108 Protein deglycase DJ-1 OS=Mus musculus GN=Park? PE=1 S

Q61990 4022002 18.99 179 1497 1181 1346 1132 9885 1108 Poly(rC)-binding protein 2 OS=Mus musculus GN=Pcbp2 PE=1 SV=1

Q8RIB4 40790E02 3245 2843 3556 2657 2243 2453 2595 23.87 Eukaryotic translation initiation factor 3 subunit C OS=Mus musculus GN=Eif3c PE=1 S
QGPEOI 40997E02 1583 2317 2246 3247 1271 151 1236 162 US small nuclear ribonucleoprotein 40 kDa protein OS=Mus musculus G sv=1
QIWUT8 41530E02 6965 6845 5334 5019 8001 7831 8403  80.98 Programmed cell death 6-interacting protein OS=Mus musculus GN=Pded6ip PE=1 SV=3
Q6ROH7 42890E02 2374 2001 234 2067 1496 1604 1236 17.9 Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Mus musculus GN=Gnas PE=1 SV=1
P63094 42890E02 2374 2001 234 2067 1496 1604 1236 17.9 Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Mus musculus GN=Gnas PE=1 SV=1
G3X8Y3 43003E02 5698 6423 6083 9152 3215 3114 4819 341 N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naal 5 PE=1 SV=1
P57780 43193E02 3641 4423 2901 2067 5683 5001 4943 5626 Alpha-actinin4 OS=Mus musculus GN=Actnd PE=1 SV=1

E9Q715 43194E02 2374 3159 4679 5904 149 0 0 0 Putative RNA-binding protein Luc7-like 2 0S=Mus musculus GN=Luc72 PE=1 SV=1
F6WHQ7 43269E02 3957 0 0 0 4487 5661 4943 5967 Glutathione S-transferase Mu I (Fragment) OS=Mus musculus GN=Gstml PE=1 SV=
AOAIBOGSX0 4367002 2216 2106 1872 4133 3888 3397 43.47 Llactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 S

QS64E2 4367002 2216 2106 1872 4133 3888 3397 43.47 Llactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 S

AOAOUIRNKG 4373E02 1029 1053 8423 8857 9721 6605 5.967 S-adenosylmethionine synthase OS=Mus musculus GN=Mat2a PE=1 SV=1

AOATBOGSES 4.3916E-02 17.41 14.74 18.72 14.76 1271 14.15 9.377 408 ribosomal protein S11 (Fragment) OS=Mus musculus G! psll PE=1 SV=1

A2A813 44255602 1583 0 0 0 2991 5661 865 10.23 Protein deglycase DJ-1 OS=Mus musculus GN=Park7 PE=1 SV=1

Q6P4T2 4.4323E-02 47.49 63.18 64.57 3543 344 27.36 2595 24.72 U5 small nuclear ribonucleoprotein 200 kDa helicase OS=Mus musculus GN=Snmp200 PE=1 SV=1



008553 4.4363E-02 358 33.69 6805 7642 4201 7075 Dihydropyrimidinase-related protein 2 OS=Mus musculus GN=Dpysi2 PE=1 SV=2
A2A5N1 44372602 8424 1591 1869 1698 1977 1875 14-3-3 protein betwalpha (Fragment) OS=Mus musculus GN

Q61072 4.4523E-02 3159 2808 3739 6605 1483 1023 Disintegrin and metalloproteinase domain-containing protein 9 O

E9Q638 4.4523E-02 3159 2808 3739 6605 1483 10.23 Disintegrin and metalloproteinase domain-containing protein 9 OS=Mus musculus GN=Adam9 PE=1 §
AOAT40LHUO 4.4523E-02 3159 2808 3739 6605 1483 10.23 Disintegrin and metalloproteinase domain-containing profein 9 OS=Mus musculus GN=Adam9 PE=1 SV=1
P40124 44783E-02 2106 1965 2842 434 5437 42.62 Adenylyl cyclase-associated protein 1 OS=Mus musculus GN=Capl PE=1 SV=4

Q6Q477 44867E-02 0 343 3739 3774 4943 4262 Plasma membrane calcium-transporting ATPase 4 OS=Mus musculus GN=Atp2b4 PE=1 SV=1
Q6DFW4 4.4909E-02 1474 1685 5982 3774 4943 4262 Nucleolr protein 58 OS=Mus musculus GN=Nop38 PE=1 SV=1

Q61024 4.5048E-02 5054 4679 6132 7454 7291 8524 Asparagine synthetase [glutamine-hydrolyzing] OS=Mus musculus GN=Asns P

A2AFK7 4.5424E-02 2843 3463 9721 2076 865 1449 Eukaryotic initiation factor 4A-III (Fragment) OS=Mus musculus GN=]

POGISI 4.5821E-02 2106 1778 3814 3397 3831 4347 L-lactate dehydrogenase A chain OS=Mus musculus GN=Ldha PE=1 SV=3

Q8BY71 4.6495E-02 1053 1029 2243 2831 0 5.115 Histone acetyltransferase type B catalytic subunit OS=Mus musculus GN=Hatl PE=1 SV=1
A2ATU9 4.6495E-02 1053 1029 2243 2831 0 5.115 Histone acetyltransferase type B catalytic subunit OS=Mus musculus GN=Hatl PE=1 SV=1
P32883 4.6516E-02 0 6.551 8.225 6.605 1112 8.524 GTPase KRas OS=Mus musculus GN=Kras PE=1 SV=1

Pi4211 4.6848E-02 7371 9359 1346 1227 1236 1279 Calreticulin OS=Mus musculus GN=Calr PE=1 SV=1

Q8KIK2 4.6992E-02 2106 1497 8225 7548 2471 6819 26 protease regulatory subunit § OS=Mus musculus GN=Psmes PE=1 SV=1

AOAIBOGSRY 4.8281E-02 2106 1685 3814 3397 3831  43.47 L-lactate dehydrogenase OS=Mus musculus GN=Ldha PE=1 SV=1

Q7INC4 4.8377E-02 3159 5615 8857 149 0 0

A2AGTS 4.8740E-02 3159 3743 1181 0 0 0

ZAYLT8 4.8740E-02 3159 3743 1181 0 0 0

K3W4RS 4.8740E-02 3159 3743 1181 0 0 0

ADAOR4IOK2 4.8740E-02 3159 3743 1181 0 0 0 1705 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap$ PE=

P62281 4.9547E-02 211 262 1476 1645 1698 1483 12.79 40S ribosomal protein 11 OS=Mus musculus GN=Rps11 PE=1 §

Qv7200 5.0970E-02 0 4679 0 7478 6605 7414 8524 Proteasome subunit alpha type-7 OS=Mus musculus GN=Psma7 PE=I SV=1

QIWUM3 5.0923E-02 6318 9359 0 119 2547 2224 20.46 Coronin-1B OS=Mus museulus GN=Corolb PE=1 SV=

Q9QZDY 5.1734E-02 3686 3556 1476 1196 1227 9885  13.64 Eukaryotic translation initiation factor 3 subunit I OS=Mus musculus GN=Eif3i PE=1 SV=1
Q8CFI7 5.1872E-02 2633 2527 11.81 8.973 5.661 2471 10.23 DNA-directed RNA polymerase I1 subunit RPB2 OS=Mus musculus GN=Polr2b PE=1 SV=2
Q61398 5.2622E-02 4949 4118 5609 3205 3208 346 3495 Procollagen C-endopeptidase enhancer 1 OS=Mus museulus GN=Pcolce PE=1 SV=2

QIWV32 5.3215E-02 3475 3556 2067 2542 1793 1483 17.05 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpelb PE=1 S
QIWUA3 5.3466E-02 1895 2059 8857 4487 4718 0 5967 ATP-dependent 6-phosphofructokinase, platelet type OS=Mus musculus GN=Pfkp PE=1 SV=1
Q8C605 5.3466E-02 1895 2059 8857 4487 4718 0 5967 ATP-dependent 6-phosphofructokinase OS=Mus musculus GN=Pfkp PE=I SV=1

P47857 5.3649E-02 1053 1685 8857 4487 9435 6178 3.41 ATP-dependent 6-phosphofiuctokinase, muscle type OS=Mus musculus GN=Pfkm PE=1 SV=3
PI7742 53917E-02 2843 234 0 57358 5567 3707 5285 Peptidyl-prolyl cis-trans isomerase A OS=Mus musculus GN=Ppia PE=1 §

Q92217 54312E-02 8424 4679 0 9721 9435 1112 7.672 MCGI3402, isoform CRA_c OS=Mus musculus GN=Ptbpl PE=I SV=1

Q8BGIS 54782E-02 8424 4679 0 9721 9435 9885  7.672 MCGI3402, isoform CRA_a OS=Mus musculus GN=Ptbpl PE=I SV=1

QS0UM3 5.5019E-02 6423 5700 9152 30.66 2925 4696  31.54 N-alpha-acetylransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naal 5 PE=1 SV=1
FICAZ6 5.5925E-02 2106 234 2657 2991 4246  29.66  31.54 F-actin-capping protein subunit beta (Fragment) OS=Mus musculus GN=Capzb PE=1 SV=1
Q9D0I9 5.6114E-02 4107 3463 2952 2468 2547 2348 28.98 Arginine—tRNA ligase, cytoplasmic OS=Mus musculus GN=Rars PE=1 §

G3UYZI 5.6359E-02 5265 0 0 1047 5661 10.23 Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 P

QBR366 5.6359E-02 5265 0 0 1047 5661 10.23 Immunoglobulin superfamily member § OS=Mus musculus GN=lgsf8 PE=

AOAOR4ITIT 5.6359E-02 5265 0 0 1047 5661 3 10.23 Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 P

055023 5.6507E-02 3159 4679 0 9721 7548 4943 5967 Inositol monophosphatase | OS=Mus musculus GN=Impal PE=1 SV=1

Q9CQ65 5.7506E-02 179 2246 8857 3215 3491 2348 2813 S-methyl-S"thioadenosine phosphorylase OS=Mus musculus GN=Mtap PE=1 SV=1

Q8C253 5.7683E-02 1369 1591 8857 2393 3868 2595 2813 Galectin OS=Mus musculus GN=Lgals3 PE=1 SV-

PI9157 5.8350E-02 2000 1497 2362 1421 1132 0 162 Glutathione S-transferase P 1 0S=Mus musculus GN=Gstpl PE=1 SV=2

Q91225 5.8410E-02 3475 3556 2067 2617 1698 1483 17.05 Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpelb PE=1 SV=1
E9PVO4 58565E-02 0 4024 2657 1047 0 1483 0 Protein Gm8994 OS=Mus musculus GN=Gm8994 PE=3 SV=2

P21278 5.8728E-02 9477 1029 5904 2991 4718 0 3.41 Guanine nucleotide-binding protein subunit alpha-11 0S=Mus museulus GN=Gnal 1 PE=1 SV=1
D3Z2H9 5.8939E-02 2738 234 3838 4262 5001 4819 3836 Protein Tpm3-rs7 OS=Mus musculus GN=Tpmd-rs7 PE=3 SV=1

Q76MZ3 5.8950E-02 4844 6925 738 516 4529 4201 5029 Serinefthreonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2rla PE=1 SV=3
QIDC48 5.9003E-02 5265 3743 0 01887 0 0 Pre-mRNA-processing factor 17 0S=Mus musculus GN=Cdc40 PE=2 SV=1

AOA0I9YUZ4 5.8986E-02 8424 7487 0 673 1415 1483 9377 Highmobility group protein BI (Fragment) OS=Mus musculus GN=Hmgb1 PE=1 SV=1
P63158 5.8986E-02 8424 7487 0 673 1415 1483 9377 Highmobility group protein BI OS=Mus musculus GN=Hmgbl PE=1 SV=2

F8WIDS 5.9205E-02 29.48 0 0 3664 3491 3954 2813 Tropomyosin alpha-I chain OS=Mus musculus GN=Tpml PE=1 S

P11440 5.9279E-02 516 5334 1476 1944 1793 1854 14.49 Cyclin-dependent kinase 1 OS=Mus musculus GN=Cdk1 PE=

ADA0G2IHO4 5.9457E-02 9477 1685 2657 0 9435 0 1108 Eukaryoic translation initition factor 4E OS=Mus musculus GN=Eif4e PE=1 SV=1

A2AW4I 5.9822E-02 0 4679 0 7478 4718 4943 5967 Protein Hnmpr (Fragment) OS=Mus musculus G -

QSSWU9 5.9992E-02 1685 262 1771 7478 1321 1236 13.64 Acetyl-CoA carboxylase | OS=Mus musculus GN=Acaca PE=1 SV=1
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Table S6. Shown here are top 100 extracellular vesicle biomarkers matched to the proteomic dataset (Figure 2 ¢,f).

[ Spectral count for ciliated EV (WT) | Spectral count for non-ciliated (KO) |
!" plel ]Samplez !“ ple3 !“ led !“ plel ]Samplez ]Sample3 ]Samplst ]Description

Accession |T-test p-value References (Pubmed ID) |

Extracellular vesicle biomarkers exclusively expressed in KO cell-derived vesicles (3 protein fractions)

P16125 3.458E-03 0 0 0 0 11 13 12 13 L-lactate dehydrogenase B chain 25857718
P35441 7.000E-03 0 0 0 0 4 7 4 6 Thrombospondin-1 18494037, 20224111
Q6GQT1 1.173E-02 0 0 0 0 4 8 4 6 Alpha-2-macroglobulin-P 26027894
Extracellular vesicle biomarkers expressed in both WT and KO cell-derived vesicles (33 protein fractions)

Q62351 2.907E-04 106 72 82 24 5 5 4 10 Transferrin receptor protein 1 20424270, 15908444
P60766 1.040E-03 26 22 22 7 82 63 48 57 Cell division control protein 42 homolog 23260141, 25944692
Q61739 1.400E-03 36 26 26 9 6 6 7 5 Integrin alpha-6 18494037, 20224111
P10107 1.412E-03 90 73 70 26 229 152 129 205 Annexin A1 11390481, 21362503
P80314 1.582E-03 217 145 230 79 76 70 68 120 T-complex protein 1 subunit beta 23260141, 19415654
FoYY69 3.182E-03 89 81 76 40 23 26 29 67 14-3-3 protein theta 25857718
F8WIT2 3.201E-03 132 80 104 32 219 180 123 210 Annexin 15210972, 25332113
Q5SXR6 3.344E-03 414 294 302 96 189 174 129 202 Clathrin heavy chain 21136642, 25890246
P18760 3.724E-03 67 60 60 17 134 96 86 108 Cofilin-1 16081791, 22635005
B7FAV1 4.455E-03 99 73 99 20 303 195 138 211 Filamin, alpha 19351151
P26041 5.195E-03 111 85 83 28 266 206 188 192 Moesin 18494037, 12519789
Q9CQV8 6.230E-03 73 54 58 34 29 21 24 58 14-3-3 protein beta/alpha 25944692
P40142 6.585E-03 63 52 60 16 38 39 17 23 Transketolase 21136642, 19190083
P62874 7.909E-03 108 89 75 36 45 32 32 44 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 20424270, 21595033
P62259 9.277E-03 34 34 35 14 68 54 35 71 14-3-3 protein epsilon 15210972, 15326289
Q6PHC1 9.664E-03 147 127 136 34 108 84 64 90 Alpha-enolase 19351151, 17956143
P70168 1.050E-02 51 38 49 14 63 52 40 58 Importin subunit beta-1 23260141, 19056867
P48036 1.273E-02 73 41 42 16 95 67 59 84 Annexin A5 11390481
P07356 1.557E-02 123 89 75 15 208 135 97 156 Annexin A2 23260141, 15210972
Q61598 1.722E-02 18 14 14 2 55 29 21 39 Rab GDP dissociation inhibitor beta 19351151
P62962 1.855E-02 53 57 56 18 73 104 70 89 Profilin-1 17486113
P63101 1.983E-02 78 75 78 35 54 31 42 70 14-3-3 protein zeta/delta 18494037, 20124223
Q07797 2.567E-02 14 15 14 0 42 38 17 37 Galectin-3-binding protein 19028452
A6Z144 2.587E-02 66 75 60 26 133 113 84 106 Fructose-bisphosphate aldolase 17486113, 26054723
Q8VDDS 3.386E-02 272 183 227 83 409 303 230 305 Myosin-9 23260141
Q01853 3.447E-02 45 26 44 11 120 98 42 89 Transitional endoplasmic reticulum ATPase 21136642
Q61171 3.591E-02 7 2 8 0 32 28 9 28 Peroxiredoxin-2 19351151, 15210972
P80318 3.964E-02 161 123 144 68 99 88 82 103 T-complex protein 1 subunit gamma 23260141, 11390481
QIWU78 4.153E-02 88 65 57 17 107 83 68 95 Programmed cell death 6-interacting protein 23658846
Q6ROH7 4.289E-02 30 19 25 7 20 17 10 21 Guanine nucleotide-binding protein G(s) subunit alpha isoforms Xlas 25890246, 22635005
P57780 4.319E-02 46 42 31 7 76 53 40 66 Alpha-actinin-4 23260141
AO0AIBOGSX0 4.367E-02 28 20 20 14 52 36 31 51 L-lactate dehydrogenase 19351151
P17742 5.392E-02 52 27 25 0 77 59 30 62 Peptidyl-prolyl cis-trans isomerase A 17956143
Extracellular vesicle biomarkers expressed in both WT and KO cell-derived vesicles, but were not significant (> 0.05 p-value) (64 protein fractions)

AOAOUIRQ49 6.535E-02 5 4 3 0 0 0 0 0 Hsp70-binding protein 1 20224111, 22635005
P84078 6.609E-02 20 12 9 4 22 18 13 25 ADP-ribosylation factor 1 17486113
P62821 7.497E-02 0 0 0 0 2 3 0 3 Ras-related protein Rab-1A 19351151, 23658846
QIWVII 7.938E-02 34 29 28 6 38 43 30 47 Prostaglandin F2 receptor negative regulator 20424270, 23260141
P54116 8.166E-02 3 9 10 2 5 11 8 7 Erythrocyte band 7 integral membrane protein 23260141
P07901 8.858E-02 233 174 225 50 194 159 124 177 Heat shock protein HSP 90-alpha 18494037, 20224111
E9Q0C3 1.011E-01 94 93 104 43 98 82 59 88 Heat shock protein HSP 90-beta 23260141, 23333927
P63001 1.021E-01 49 28 42 10 47 53 58 60 Ras-related C3 botulinum toxin substrate 1 18494037
Q9QZF2 1.036E-01 13 15 11 0 3 3 0 2 Glypican-1 23260141, 19199708
P53986 1.070E-01 16 12 16 10 8 7 8 6 Monocarboxylate transporter 1 16081791
Q8VDN2 1.141E-01 125 108 113 23 98 74 50 88 Sodium/potassium-transporting ATPase subunit alpha-1 21136642
Q02053 1.204E-01 120 86 102 22 169 118 72 116 Ubiquitin-like modifier-activating enzyme 1 19351151, 26054723
P41731 1.214E-01 0 0 3 0 3 6 4 0 CD63 antigen 20424270, 16081791
Q7TT50 1.229E-01 6 3 0 0 6 6 8 11 Serine/threonine-protein kinase MRCK beta 15210972, 26054723
Q01279 1.276E-01 3 4 0 0 4 5 5 6 Epidermal growth factor receptor 19109410, 21059916
Q9D091 1.406E-01 10 4 0 0 10 7 10 11 GTPase NRas 23658846, 15326289
P09055 1.447E-01 94 85 90 29 89 73 71 78 Integrin beta-1 18494037, 26054723
Q99J16 1.464E-01 21 14 16 5 23 20 18 18 Ras-related protein Rap-1b 11390481
008992 1.727E-01 17 14 14 4 24 16 12 28 Syntenin-1 16081791, 17641064
008917 1.893E-01 0 0 0 0 5 0 0 6 Flotillin-1 15210972, 21362503
P35700 1.907E-01 53 33 51 7 96 50 31 60 Peroxiredoxin-1 21136642
Q61696 1.991E-01 87 76 81 39 0 0 95 0 Heat shock 70 kDa protein 1A 19190083
P40240 2.076E-01 4 4 0 6 0 0 0 0 CD?9 antigen 17700640, 19109410
P62806 2.261E-01 288 226 234 72 327 315 284 232 Histone H4 25242146
P68510 2.310E-01 22 18 26 14 16 18 20 26 14-3-3 protein eta 19351151, 19056867
Q9Z1Q5 2.663E-01 47 32 37 8 43 31 27 30 Chloride intracellular channel protein 1 23260141, 26054723
P55258 2.675E-01 7 0 7 0 4 5 7 7 Ras-related protein Rab-8A 20458337, 25944692
P52480 2.675E-01 301 216 239 80 488 246 166 352 Pyruvate kinase PKM 19109410, 19199708
F27483 2.734E-01 30 17 23 7 13 20 17 19 T-complex protein 1 subunit alpha 15210972, 11487543
P10852 3.021E-01 35 26 19 4 33 27 25 38 4F2 cell-surface antigen heavy chain 23260141, 20224111
P63260 3.054E-01 1196 955 993 449 1055 887 881 1094 Actin, cytoplasmic 2 18494037, 16302729
P21956 3.158E-01 230 171 193 80 218 198 145 187 Lactadherin 23260141, 10545503
J3QP71 3.411E-01 22 20 17 5 12 17 15 17 Basigin 23260141
P09411 3.450E-01 184 141 179 76 210 223 191 223 Phosphoglycerate kinase 1 19109410, 11487543
D3Z7318 3.624E-01 225 178 220 75 367 0 0 244 Elongation factor 1-alpha 1 17486113, 15326289
P20029 3.750E-01 34 20 26 8 31 28 8 23 78 kDa glucose-regulated protein 17486113, 20224111
H3BKGO 3.910E-01 0 0 0 0 0 0 0 4 Caveolin-1 26054723
QIWVFS5 3.910E-01 0 4 0 0 0 0 0 0 Epidermal growth factor receptor 19109410, 21059916
Reverse sp|P5822 3.910E-01 0 2 0 0 0 0 0 0 Elongation factor 2 23260141, 22723089
P68373 3.937E-01 220 149 149 34 186 135 77 160 Tubulin alpha-1C chain 18494037, 26054723
P35278 4.097E-01 8 8 13 0 5 3 0 7 Ras-related protein Rab-5C 20424270
P08752 4.204E-01 56 39 40 11 52 33 25 47 Guanine nucleotide-binding protein G(i) subunit alpha-2 20424270, 12519789
035598 4.305E-01 4 5 7 0 8 7 3 5 Disintegrin and met i domain- ining protein 10 23658846, 21601258
P68369 4.586E-01 223 150 153 34 188 143 71 165 Tubulin alpha-1A chain 15210972, 22723089
P05213 4.608E-01 225 151 152 34 190 143 76 166 Tubulin alpha-1B chain 23260141, 19837982
P97429 4.743E-01 68 43 52 14 76 42 43 57 Annexin A4 23658846, 25950383
P63017 5.043E-01 348 311 313 148 418 338 237 324 Heat shock cognate 71 kDa protein 12626558, 19351151
AO0AO0AOMQF6 5.087E-01 137 109 132 59 182 134 74 112 Glyceraldehyde-3-phosphate dehydrogenase 23658846, 25242146
E9QIF2 5.280E-01 473 343 350 95 543 327 269 465 Actin, cytoplasmic 1 19190083, 10545503
AOAOA6YXF6 5.796E-01 86 71 58 21 52 67 83 119 Transforming protein RhoA 20424270, 26027894
P26040 5.990E-01 70 61 65 18 63 68 64 66 Ezrin 16081791
Q3Vv117 6.037E-01 71 46 67 26 112 66 40 85 ATP-citrate synthase 23260141, 25265333
Q61187 6.043E-01 4 4 0 0 0 0 0 4 Tumor susceptibility gene 101 protein 19367702, 25265333
QY9EQP2 6.230E-01 30 13 18 2 18 10 8 20 EH domain-containing protein 4 17486113, 17641064
D3ZIM1 7.025E-01 59 43 49 9 35 38 36 52 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 18494037, 19190083
AOAT140LILO 7.170E-01 7 9 7 0 12 8 0 13 CD8I antigen (Fragment) OS=Mus musculus GN=Cd81 PE=1 SV=1 18494037
P17047 7.225E-01 9 0 4 0 7 5 0 5 Lysosome-associated membrane glycoprotein 2 15210972, 15908444
E9Q3X0 7.352E-01 13 9 15 2 8 15 8 17 Major vault protein 19109410, 19056867
P80316 7.618E-01 129 77 99 22 115 85 80 81 T-complex protein 1 subunit epsilon 23260141
P07724 7.855E-01 0 4 4 13 7 8 11 11 Serum albumin 23260141, 26054723
Q91v41 7.917E-01 16 11 9 0 11 9 5 8 Ras-related protein Rab-14 26027894
AOAQUIRNI1 8.329E-01 304 204 263 79 315 246 178 280 Fatty acid synthase 23260141, 25265333
P17751 9.189E-01 122 96 106 20 84 92 98 108 Triosephosphate isomerase 21136642, 19530224

P51150 9.417E-01 32 19 18 0 16 14 10 26 Ras-related protein Rab-7a 25944692, 11390481
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Table S7. A comparative analysis with primary cilia targeted vesicle study (exocyst-containing vesicles) shows the overlap

with an extended list of our significantly expressed EV proteome.

Mohieldin et. al Current study Xiaofeng Zuo et. al 2019
Accession Description Description
G3UZ34 116 kDa U5 small nuclear ribonucleoprotein component 116 kDa U5 small nuclear ribonucleoprotein component
Q9CQVE8 |14-3-3 protein beta/alpha 14-3-3 protein beta/alpha
P68254 14-3-3 protein theta 14-3-3 protein theta
P63101 14-3-3 protein zeta/delta 14-3-3 protein zeta/delta
Q3TXS7  |26S proteasome non-ATPase regulatory subunit 1 26S proteasome non-ATPase regulatory subunit 1
Q8VDM4 |26S proteasome non-ATPase regulatory subunit 2 26S proteasome non-ATPase regulatory subunit 2
P14685 268 proteasome non-ATPase regulatory subunit 3 26S proteasome non-ATPase regulatory subunit 3
P26516 268 proteasome non-ATPase regulatory subunit 7 26S proteasome non-ATPase regulatory subunit 7
P62281 40S ribosomal protein S11 40S ribosomal protein S11
P14131 40S ribosomal protein S16 40S ribosomal protein S16
P62908 40S ribosomal protein S3 40S ribosomal protein S3
Q9CQ60  |6-phosphogluconolactonase 6-phosphogluconolactonase
Q9CR57 60S ribosomal protein L14 60S ribosomal protein L14
P51410 60S ribosomal protein L9 60S ribosomal protein L9
Q91725 actin-related protein 2/3 complex subunit 1B actin-related protein 2/3 complex subunit 1B
P10107 annexin Al annexin Al
P07356 annexin A2 annexin A2
Q9D0I9 Arginine--tRNA ligase, cytoplasmic Arginine--tRNA ligase, cytoplasmic
QI9CWIJ9  |bifunctional purine biosynthesis protein PURH bifunctional purine biosynthesis protein PURH
Q8R2Q8  |bone marrow stromal antigen 2 bone marrow stromal antigen 2
Q8BKX1 |brain-specific angiogenesis inhibitor 1-associated protein 2 brain-specific angiogenesis inhibitor 1-associated protein 2
008529 calpain-2 catalytic subunit calpain-2 catalytic subunit
P14211 calreticulin calreticulin
P05132 cAMP-dependent protein kinase catalytic subunit alpha cAMP-dependent protein kinase catalytic subunit alpha
Q9DBC7 |cAMP-dependent protein kinase type I-alpha regulatory subunit cAMP-dependent protein kinase type I-alpha regulatory subunit
P26231 catenin alpha-1 catenin alpha-1
Q02248 catenin beta-1 catenin beta-1
035566 CD151 antigen CD151 antigen
F8WGL3  [cofilin-1 cofilin-1
Q04857 collagen alpha-1(VI) chain collagen alpha-1(VI) chain
P01027 complement C3 complement C3
Q8BH35  |complement component C8 beta chain complement component C8 beta chain
Q9WUM3 |[Coronin-1B Coronin-1B
Q7TMB8  |Cytoplasmic FMR1-interacting protein 1 Cytoplasmic FMR 1-interacting protein 1
QI9D1A2 |cytosolic non-specific dipeptidase cytosolic non-specific dipeptidase
Q04750 DNA topoisomerase 1 DNA topoisomerase 1
P10126 elongation factor 1-alpha 1 elongation factor 1-alpha 1
P58252 elongation factor 2 elongation factor 2
Q8R1B4 eukaryotic translation initiation factor 3 subunit C eukaryotic translation initiation factor 3 subunit C
Q8BTMS8 [filamin-A filamin-A
070433 four and a half LIM domains protein 2 four and a half LIM domains protein 2
P05064 fructose-bisphosphate aldolase A fructose-bisphosphate aldolase A
P16045 Galectin-1 Galectin-1
P13020 gelsolin gelsolin
P06745 glucose-6-phosphate isomerase glucose-6-phosphate isomerase
P62874 guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 |guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1
D3YZX3 |guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 |guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2
P63158 high mobility group protein B1 high mobility group protein B1
P70349 Histidine triad nucleotide-binding protein 1 Histidine triad nucleotide-binding protein 1
P15864 histone H1.2 histone H1.2
P43274 histone H1.4 histone H1.4
F8WIKS  [Hsc70-interacting protein Hsc70-interacting protein
Q61081 hsp90 co-chaperone Cdc37 hsp90 co-chaperone Cdc37
P70168 importin subunit beta-1 importin subunit beta-1
Q8BKC5  |importin-5 importin-5
QOEPLS importin-7 importin-7
Q62470 integrin alpha-3 integrin alpha-3
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P43406
088792
P19001
Q61768
P16125
P02469
P02468
Q8VDDS5
QS8RIF1
Q5SQB0
P15532
Q01768
P17742
QICRI16
Q9DBI1
BIAXS8
P70398
P62962
QIQURG
P97371
Q972U0
P27773
P14069
P19221
Q61598
P24549
Q99PTI
Q6P5B0
P60122
H3BLJ9
P17563
P84104
P14094
Q60864
Q8CG48
GS5E839
P80313
P35441
Q93092
Q62351
P40142
Q8BFY9
QICWF2
P48428
E9Q634
P20152
Q64727
088342
Q62523

integrin alpha-V

junctional adhesion molecule A
keratin, type I cytoskeletal 19
Kinesin-1 heavy chain

L-lactate dehydrogenase B chain
laminin subunit beta-1

laminin subunit gamma-1

myosin-9

niban-like protein 1

nucleophosmin

nucleoside diphosphate kinase A
nucleoside diphosphate kinase B
peptidyl-prolyl cis-trans isomerase A
Peptidyl-prolyl cis-trans isomerase D
phosphoglycerate mutase 1

plastin-3

probable ubiquitin carboxyl-terminal hydrolase FAF-X
profilin-1

prolyl endopeptidase

proteasome activator complex subunit 1
proteasome subunit alpha type-7
protein disulfide-isomerase A3
Protein S100-A6

prothrombin

rab GDP dissociation inhibitor beta
retinal dehydrogenase 1

rho GDP-dissociation inhibitor 1
RRP12-like protein

ruvB-like 1

S-formylglutathione hydrolase
Selenium-binding protein 1
serine/arginine-rich splicing factor 3
sodium/potassium-transporting ATPase subunit beta-1
Stress-induced-phosphoprotein 1
structural maintenance of chromosomes protein 2
T-complex protein 1 subunit delta
T-complex protein 1 subunit eta
thrombospondin-1

Transaldolase

transferrin receptor protein 1
transketolase

transportin-1

tubulin beta-2B chain
tubulin-specific chaperone A
unconventional myosin-I

vimentin

vinculin

WD repeat-containing protein 1
Zyxin

integrin alpha-V

junctional adhesion molecule A
keratin, type I cytoskeletal 19
Kinesin-1 heavy chain

L-lactate dehydrogenase B chain
laminin subunit beta-1

laminin subunit gamma-1

myosin-9

niban-like protein 1

nucleophosmin

nucleoside diphosphate kinase A
nucleoside diphosphate kinase B
peptidyl-prolyl cis-trans isomerase A
Peptidyl-prolyl cis-trans isomerase D
phosphoglycerate mutase 1

plastin-3

probable ubiquitin carboxyl-terminal hydrolase FAF-X
profilin-1

prolyl endopeptidase

proteasome activator complex subunit 1
proteasome subunit alpha type-7
protein disulfide-isomerase A3
Protein S100-A6

prothrombin

rab GDP dissociation inhibitor beta
retinal dehydrogenase 1

rho GDP-dissociation inhibitor 1
RRP12-like protein

ruvB-like 1

S-formylglutathione hydrolase
Selenium-binding protein 1
serine/arginine-rich splicing factor 3
sodium/potassium-transporting ATPase subunit beta-1
Stress-induced-phosphoprotein 1
structural maintenance of chromosomes protein 2
T-complex protein 1 subunit delta
T-complex protein 1 subunit eta
thrombospondin-1

Transaldolase

transferrin receptor protein 1
transketolase

transportin-1

tubulin beta-2B chain
tubulin-specific chaperone A
unconventional myosin-I

vimentin

vinculin

WD repeat-containing protein 1
Zyxin



Table S8

Click here to access/download;Table;Table S8.pdf =

Table S8. Shown here are the list of 30 exclusively expressed EV proteins isolated from ciliary WT (Table S3) that matched with known cilia specific markers.

Accession Mohieldin et. al Current study David U. Mick et. al 2015
Cilia Specific Protein Descriptions Cilia Specific Protein Descriptions

Q57119 Aldehyde dehydrogenase family 16 member A1 Aldehyde dehydrogenase family 16 member A 1

035566 CDI151 antigen CD151 antigen

Q549C9 Cellular tumor antigen p53 Cellular tumor antigen p53

Q91WS50  |Cold shock domain-containing protein E1 Cold shock domain-containing protein E1

Q01320 DNA topoisomerase 2-alpha DNA topoisomerase 2-alpha

QY9ERU9  [E3 SUM E3 SUM

Q99JX4 Eukaryotic translation initiation factor 3 subunit M Eukaryotic translation initiation factor 3 subunit M

Q08943 FACT complex subunit SSRP1 FACT complex subunit SSRP1

P58854 Gamma-tubulin complex component 3 Gamma-tubulin complex component 3

Q9JHK4  |Geranylgeranyl transferase type-2 subunit alpha Geranylgeranyl transferase type-2 subunit alpha

Q972V5 Histone deacetylase 6 Histone deacetylase 6

P43276 Histone H1.5 Histone H1.5

Q8JZK9 Hydroxymethylglutaryl-CoA synthase, cytoplasmic Hydroxymethylglutaryl-CoA synthase, cytoplasmic

P19001 Keratin, type I cytoskeletal 19 Keratin, type I cytoskeletal 19

Q61001 Laminin subunit alpha-5 Laminin subunit alpha-5

P10404 MLV -related proviral Env polyprotein MLV-related proviral Env polyprotein

Q6ZWQO0  |Nesprin-2 Nesprin-2

Q99P88 Nuclear pore complex protein Nup155 Nuclear pore complex protein Nup155

Q8R480 Nuclear pore complex protein Nup85 Nuclear pore complex protein Nup85

Q6PAV2  |Probable E3 ubiquitin-protein ligase HERC4 Probable E3 ubiquitin-protein ligase HERC4

Q810B6 Rabankyrin-5 Rabankyrin-5

P11370 Retrovirus-related Env polyprotein from Fv-4 locus Retrovirus-related Env polyprotein from Fv-4 locus

F8VPKS5 Rho-associated protein kinase Rho-associated protein kinase

088796 Ribonuclease P protein subunit p30 Ribonuclease P protein subunit p30

035130 Ribosomal RNA small subunit methyltransferase NEP1 Ribosomal RNA small subunit methyltransferase NEP1

AO0AOR4J23]|Septin-10 Septin-10

Q6P5D8 Structural maintenance of chromosomes flexible hinge domain-containing protein 1 |Structural maintenance of chromosomes flexible hinge domain-containing protein 1

QI9CXF4 |TBCI domain family member 15 TBC1 domain family member 15

E9PXYS8 Ubiquitin carboxyl-terminal hydrolase 7 Ubiquitin carboxyl-terminal hydrolase 7

E9Q3L1 Unconventional myosin-VI Unconventional myosin-VI
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