
Table S3. Antibody structures used. 
 

Antibody Name Structure Type Source 
S309 Cryo-electron Microscopy and Crystal Structure (1) 
EY6A Cryo-electron Microscopy and Crystal Structure (2) 

 
S2A4 Cryo-electron Microscopy and Crystal Structure (3) 
S304 Cryo-electron Microscopy and Crystal Structure (3) 
S2M11 Cryo-electron Microscopy (4) 

 
B38 Crystal Structure (5)  
C105 Cryo-electron Microscopy of complex. Crystal 

structure of antibody. 
(6) 
 

P2B-2F6 Crystal Structure (7) 
CB6 Crystal Structure (8) 
CC12.1 Crystal Structure (9)  
CC12.3 Crystal Structure (9) 
CV30 Crystal Structure (10) 
Fab 2-4 Cryo-electron Microscopy (11) 
COVA2-04 Crystal Structure (12) 
COVA2-39 Crystal Structure (12) 
S2H13 Cryo-electron Microscopy (3) 
S2H14 Cryo-electron Microscopy and Crystal Structure (3) 
S2E12 Cryo-electron Microscopy of complex. Crystal 

structure of antibody. 
(4) 
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