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Table Sla Data collection and refinement statistics (molecular replacement) for TrpR-Wt

with ligand IAA

TrpR-Wt IAA: 6EJW

Data collection
Space group
Cell dimensions

a, b, c(A)

o, By (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P4s

81.31 81.31 72.00
90 90 90

44.93 -1.99 (2.06 - 1.99)2
0.094 (1.962)

11.55 (0.91)

99.45 (96.48)

6.5 (6.0)

44.93 -1.99 (2.06 - 1.99)
32088 (3099)
0.195 (0.309) / 0.243 (0.364)

3293
130
130

50.2
46.4
515

0.008
0.90

a2 Numbers in brackets correspond to values in the highest resolution shell.



Table S1b Data collection and refinement statistics (molecular replacement) for TrpR-S88Y

with ligand 1AA

TrpR-S88Y IAA: 6EJZ

Data collection
Space group
Cell dimensions

a, b, c(A)

o B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P4s

82.44 82.44 75.65

90 90 90

41.22 -1.90 (1.97 - 1.90)2
0.081 (1.816)

20.28 (1.47)

99.79 (98.67)

12.8 (12.6)

41.22 -1.90 (1.97 - 1.90)
40085 (3931)
0.184 (0.305) / 0.218 (0.337)

3337
118
220

43.8
49.4
46.8

0.006
0.69

3 Numbers in brackets correspond to values in the highest resolution shell.



Table Slc Data collection and refinement statistics (molecular replacement) for TrpR-T44L-
S88Y with ligand IAA

TrpR-T44L-S88Y |AA: 6ENI

Data collection
Space group
Cell dimensions

a, b, c(A)

o B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P2:2,2;

54.78 63.41 64.77
90 90 90

34.91 -1.10 (1.14 - 1.10)2
0.052 (0.701)

26.67 (3.85)

94.44 (80.40)

12.7 (11.4)

34.91 - 1.10 (1.14 - 1.10)
87117 (7337)
0.158 (0.263) / 0.176 (0.263)

1805
30
469

14.1
13.1
23.7

0.010
1.08

3 Numbers in brackets correspond to values in the highest resolution shell.



Table S1d Data collection and refinement statistics (molecular replacement) for TrpR-T44L-

T81M-S88Y with ligand I1AA

TrpR-T44L-T81M-S88Y IAA: 6EKP

Data collection
Space group
Cell dimensions

a, b, c(A)

o, By (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P2,2,2;

55.04 63.12 64.64
90 90 90

41.48 -1.46 (1.51 - 1.46)°
0.034 (0.770)

20.30 (1.97)

98.54 (94.76)

4.3(4.2)

41.48 -1.46 (1.51 - 1.46)
39383 (3744)
0.172 (0.306) / 0.190 (0.332)

1689
41
250

35.0
30.8
45.4

0.002
0.50

3 Numbers in brackets correspond to values in the highest resolution shell.



Table Sle Data collection and refinement statistics (molecular replacement) for TrpR-T44L-

T81M-N87G-S88Y with ligand IAA

TrpR-T44L-T81M-N87G-S88Y IAA: 6ENN

Data collection
Space group
Cell dimensions

a, b, c(A)

o B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P2:2,2;

54.58 63.19 64.90

90 90 90

41.77 -1.17 (1.21 - 1.17)2
0.052 (0.659)

16.16 (1.90)

98.04 (87.61)

5.8 (4.1)

41.77 -1.17 (1.21 - 1.17)
74760 (6616)
0.148 (0.225) / 0.180 (0.264)

1837
26
347

15.7
12.8
30.9

0.010
1.10

3 Numbers in brackets correspond to values in the highest resolution shell.



Table S1f Data collection and refinement statistics (molecular replacement) for TrpR-M42F-

T44L-T81M-N87G-S88Y with ligand IAA

TrpR-MA42F-T44L-T81M-N87G-S88Y IAA: 6ELB

Data collection
Space group
Cell dimensions

a, b, c(A)

o B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P2:2,2;

55.09 63.31 65.05

90 90 90

45.37 -1.44 (1.49 - 1.44)°
0.048 (1.086)

19.27 (1.37)

98.25 (93.32)

7.2 (6.9)

45.37 -1.44 (1.49 - 1.44)
41354 (3869)
0.154 (0.227) / 0.193 (0.316)

1771
26
309

24.3
18.7
36.4

0.006
0.82

3 Numbers in brackets correspond to values in the highest resolution shell.



Table S1g Data collection and refinement statistics (molecular replacement) for TrpR-M42F-

T44L-T81I-S88Y with ligand IAA

TrpR- M42F-T44L-T811-S88Y IAA: 6ELF

Data collection
Space group
Cell dimensions

a, b, c(A)

o, B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P212:2

54.96 63.41 64.82
90 90 90

31.70 - 1.83 (1.90 - 1.83)2
0.094 (1.985)

18.08 (1.22)

99.50 (96.29)

12.5(11.2)

31.70 - 1.83 (1.90 - 1.83)
20416 (1945)
0.177 (0.409) / 0.217 (0.421)

1701
26
155

35.6
313
42.4

0.013
1.20

3 Numbers in brackets correspond to values in the highest resolution shell.



Table S1h Data collection and refinement statistics (molecular replacement) for TrpR-M42F-

T44L-T81I1-S88Y with ligand IAN

TrpR- M42F-T44L-T811-S88Y IAN: 6ELG

Data collection
Space group
Cell dimensions

a, b, c(A)

o, B,y (°)
Resolution (A)
Rsym or Rmerge
1/ ol
Completeness (%)
Redundancy

Refinement

Resolution (A)

No. reflections

Rwork / Rfree

No. atoms
Protein
Ligand/ion
Water

B-factors
Protein
Ligand/ion
Water

R.m.s. deviations
Bond lengths (A)
Bond angles (°)

P2,2,2;

55.01 63.47 65.36

90 90 90

42.09 -1.38 (1.43 - 1.38)
0.063 (0.772)

16.65 (1.83)

99.55 (96.20)

6.3 (5.8)

42.09 -1.38 (1.43 - 1.38)
47907 (4557)
0.143 (0.239) / 0.177 (0.295)

1790
24
387

16.8
12.8
29.8

0.010
0.99

3 Numbers in brackets correspond to values in the highest resolution shell.



etry statistics

Table S2. Flow cyt

69'22 uiw 0L'8LE uw

v0'L 60-361¥8€'Z 10} 60-361¥8E'C 60-361¥8E'Z 60-36LY8E'C  |ZL 2 [xnv  [ezz 9t |3SNOJSIU-13ud |LL 60 |Z86LE |IE10L |(1uDIeH BOT1-613/MbIeH BO1-011d) 2L 9 XNV 622 oldwes
S0} 60-3729€5'6 00'L 60-3729€5'6 60-3729€S'6 60-3729€5'6 |11 2 [xnv (822 28'€Z |ISNOJSTU-LIS |LL'60€  [L'8LE  [leloL |(WuBleH BoT-614/ubleH B071-04114) LL797XNY 822 ojdwes
S0} 80-3LY18°€ 10} 80-3L718'E 80-3L718'C 80-3.718°€ |04 2 [xnv |22 £8'€Z [ISNOJSTY-LI4 [sv'eze  |6S'zze |IeioL |(wbieH BoT-614/ubieH 607-0414) 0L79 XNV 222 ojdwes
v0'L £0-388625°} 104 £0-38852S°} £0-38852S°} 20388525t |6 2 [xnv  |9zz ¥S'€Z [ISNOJSIY-LIMS |Sv'eze  [6'6LE  [leloL |(uBleH BoT-614/ubleH 6071-0414) 6 9 XNV 9zZ ejdwes
104 £0-32G€01L°9 00°L £0-32G€0L°9 £0-32S€0L°9 £0-328€0L'9 |8 2 [xnv sz 20'€Z [ISNOJSIH-LIM4 |LL°60€  [L2'8LE [lel0L |(WBleH BoT-614/ubleH 601-0414) 8 9 XNV 52Z eldwes
v0'L 90-3LPLPY'T €0'L 90-3LYLIP'T 90-3L¥LPP'T 90-3pb'T |L 2 XY |vez 89'€Z [ISNOJST-LIMS |Sp'eze  [95'9z€ [leioL |(WbleH BoT-614/ubleH 6071-0414) L797XNY vZZ ejdues
90°'L 90-3€959.'6 20'L 90-3€959L'6 90-3€9592'6 90-3€9592'6 |9 2 xnv  |€zz SL'vZ |ISNOJST-LIMS |6€'8EE  [€0'LE [leloL |(WbleH BoT-6714/ub1eH 6071-01714) 979 XNV €2Z ojdwes
(4N} 50-352906'€ 0z'L S0-352906'€ 50-352906'€ S0-352906'€  |S 2 Xnv ez 9€'SZ [ISNOJSTY-LIM4 |98’ [¥8'Z8€ [leioL |(WbleH BoT-6T14/ubieH 6071-0414) § 9 XNV 2zZ ejdwes
S §2951000°0 6v'L 629510000 629510000 §2951000'0 |V £l Xnv 1zz £1°9Z |3SNODSIY-L3y4 |L9'€vy  [pL'ely [1eloL [(1BleH Bo1-614/uBleH B07-0114) ¥ 9 XNV 122 ejdwes
ve'L §29000°0 68'L §29000°0 §29000°0 $29000°0 € 2 [xnv oz S0'8Z [ISNOJSTY-LS |€0'9sS  [S2'66S [leI0L |(WBleH BoT-614/ubleH B071-0414) € 9 XNV 0z ejdwes
vZ'L §200'0 oL’z §200'0 §200'0 §200'0 z 2 [xnv 612 12'82 |3SNOJST-LTM4 |26'809  [16'699 [leioL |(WBleH Bo7-614/ubleH Bo1-0414) 279XNV 612 eldwes
A 10'0 0£'z 100 100 100 L 2 [xnv (812 80'8Z |ISNOJSIH-L4 |89'9e9  [9v'leL [leloL |(WbleH BoT-6714/ubleH B0T1-04714) 1797 XNY 812 ejdues
€0'} 60-361¥8€'Z 20'L 60-361¥8E'Z 60-361¥8E'Z 60-36LY8E'Z  [Zh q XV |u2 €V'EZ [ISNOJSTY-LIMS |Sv'eze  [z8'€ze [leioL |(WbleH BoT-6T14/ubleH 6071-0114) ZL7a XNV £1Z ejdwes
€0°'L 60-3v.9¢5'6 10'L 60-3729€5'6 60-3729€5'6 60-3729€S'6 |11 q XY  [91Z €€'6Z [ISNOJSTY-LIMS |Sv'eze  [Zv'ize [ieloL |(WbleH BoT-614/ubieH 6071-04714) LL7a XNV 912 ejdwes
20'L 80-3L718°C 104 80-3L¥18'E 80-3L718°C 80-3/¥18°€  |Ob q XY [SiZ L'6Z  |3SNOJST-L3M4 |sv'eze  [1z'zze [leloL |(bleH BoT-614/ubleH 6071-0414) 0L7a XNV §1Z ojdwes
10} 20-388625"} 104 £0-388626°} £0-388626'} 10388525t |6 q |xnv w2 96'2Z [ISNOJSTY-LIS |sp'eze  [99'0z€ [leioL |(WbleH BoT-614/ubleH B01-0414) 6 a4 XNV piZ edwes
104 £0-326€0L°9 104 £0-326€0L°9 £0-326€0L'9 £0-326€0L'9 |8 q |xnv ez £6'2Z |ISNOJSTY-LTM4 |sp'eze  [20'0z€ [leioL |(WBleH BoT-614/ubleH B01-0414) 8°q XNV €12 ojdwes
v0'L 90-3LYLYY'ZT £0'L 90-3LPLbY'T 90-3L¥LPP'T 90-3pLbb'z |L q |xnv |2z S'€Z |ISNOJSTY-LFM4 |sv'eze  [18'22€ [leloL |(WbleH BoT-614/ubleH 6071-0414) 79 XNV z1Z ejdwes
90'} 90-3£959.'6 80°L 90-3€9592'6 90-3€959.'6 90-3€9592'6 |9 qa Ixnv  [uz ¥6'€Z |ISNOJSTY-LIud [6e'8ee  |zv'eve |IeloL |(WbieH BoT-614/ubieH 607-0414) 97 q XNV 112 ejdwes
oL’k 50-352906°€ 8L'L 50-352906°€ S0-352906'€ $0-352906'€ | q |xnv |0z €6'vZ [ISNOJSTY-LIMS |9e'0€  [€L'9€ [leioL |(WBleH BoT-6714/ubleH B071-04714) S q XNV 012 ojdwes
9L'L §2951000°0 st'L §2951000'0 52951000'0 §2951000'0 ¥ a |xnv |60z 92'9Z [ISNOJSIU-LIud [29'¢py  |£2'19v |IeloL |(WubieH BoT-614/ubleH 601-0414) ¥ 9 XNV 602 eldwes
sz'L §29000°0 98°L §29000°0 §29000°0 §29000°0 € q XnY (802 €€'8Z [ISNOJSIM-LIMS |€0'9SS  [90°€6S [leioL |(WbleH BoT-614/ubleH 6071-0114) €4 XNV 802 ejdwes
1z §200°'0 %4 §200°0 S200°0 5200°0 z a |xnv |z 6v'LZ |ISNOJSI-LIud [25'809  |S9°'€L9 |leloL |(1ubieH BoT-614/ubleH 607-0414) 279 XNV £02 edwes
9z'L 10'0 €' 100 100 100 I q XNV [90Z €9'8Z |ISNOJST-LIM4 |89'9e9  [1'2€L  [leloL |(BleH BoT-614/ub1eH 607-04114) 17q XNV 90z ejdwes
104 60-361¥8€'C 20'L 60-361¥8E'Z 60-361¥8E'Z 60-36L¥8E'T |21 e xXnv  [s0z G622 |ISNOJSTY-LIM4 |Sv'eze  [28'vze [leioL |(BleH BoT-614/ubieH 607-04714) ZLEXNY S0Z eldwes
90°L 60-3¥29¢5'6 10°L 60-37.9£5'6 60-3v29€5'6 60-329€5'6  |LL e Xnv ¥0Z 90'vZ |ISNOJST-L3M4 |Sp'eze  [Sh'1ze [leloL [(1BleH Bo1-614/uBleH B07-0114) LLETXNY p0Z ojdwes
00'L 80-3LY18°¢ £0°L 80-3L¥18'E 80-3L718°C 80-3.¥18'€  [Ob e [xnv  [€0z 69'2Z |3ISNOJSTY-LTud [sv'eze  |65'0ze |IeloL |(JubieH BoT-614/ubleH 601-0414) 0L7e XNy €02 ojdwes
00'} £0-388625"} £0-38852S°} £0-38852S°} 20388525t |6 e [xnv  [z0Z 2L'72 |3ISNOJSI-LIM4 |Sy'eze  [98°02€ [leioL |(BleH Bo7-614/ubleH 6071-0414) 6 € XNV 20z ejdwes
€0°'L £0-325€01°9 £0-32G€0L9 £0-32S€0L'9 £0-325€0L'9 |8 e XNV 102 GE'EZ [ISNOJSTU-LIMS |Sp'eze  [se'sze [leloL |(WbleH BoT-614/ubleH 6071-0414) 87 € XNV 10z ojdwes
€0'L 90-3ipivy'T 90-3LPLPP'T 90-3LPLPP'T 90-3LPIPr'Z |L e xnv |00z 6€'€Z |ISNOJSTY-LIMS |Sp'eze  [2'06€  [leloL |(BleH BoT-6T14/ubIeH 6071-04714) L7e7XNV 002 e|dwes
v0'l 90-3€959.'6 90-3€9592'6 90-3€959L'6 90-3€9592'6 |9 e XNV [66L ¥9'€Z [ISNOJSI-LIMS |6€'8E€  [ZL'OvE [leioL |(WBleH BoT-614/ubIeH 6071-0114) 9 & XNV 66} ojdwes
¥0'L §0-352906°¢ $0-352906'¢ $0-352906'€ 50-352906'€  [S e X0V |86l 99'€Z [ISNOJSIH-LIud [9e'026  |88°'LLe |Iel0L |(WbieH BoT-614/ubleH 607-04714) S € XNV 861 aldwes
€L} §2951000°0 629510000 §2951000'0 §295L000'0  |¥ e [xnv (6L 99'6Z [ISNOJSTY-LTS |80'¥2y  [96°ZSY [leloL |(BleH Bo7-6714/ubleH Bo1-04114) ¥ e XNY L6} ojdwes
8Lt §29000'0 §29000'0 §29000'0 € e [xnv (96l 88'9Z [ISNOJSTY-LT4 |€0'9SS  [62'26G [leioL |(WBleH Bo1-614/ubleH B01-04714) € e XNY 961 ojdwes
sz't §200'0 5200'0 5200'0 z e [xnv  [s6L ¥€'8Z [ISNOJSTY-LS |26'809  [p€'0L9 [leioL |(WbleH BoT-614/ubleH B071-0414) Ze XNV S6L ejdwes
0z't 10'0 100 100 L e [xnv [¥6L 92'/Z |3ISNOJST-L3M4 |89°9e9  [98'6vL [leioL |(WbleH BoT-6714/ubieH B071-04714) L e XNV v6L ojdwes
760 0 0 0 0 x [xnv |6l 8€°1Z [ISNOJSIY-LIMS |LL'60€  [S6°'ZLE [leI0L |(WBleH BoT-614/ubleH 6071-0414) 070" XNY €6} ojdwes
SL 0 0 0 0 x [ddo  [z6L €0°ZL [3SNOJSIY-L3ud [80'999  |22'286 |Iel0L |(1ubieH BoT-614/ubleH 601-0414) d49 26} ejdwes
8L'0 0 0 0 0 x NO3N |16} 8L' |3ISNOJSIY-L3nd |6€'8EE  [vE'¥6E [Iel0L |(1uBleH BoT-6714/uBleH B01-0114) NO3N 161 ejdwes
¥6'2 0 0 0 0 x  [vnov o6l £9'99 [ISNOJSTY-LIMS |25's6z (88062 [leioL |(WBleH Bo1-614/ubleH B071-0414) VNOV 061 0jdwes
00'0 0 0 0 0 x |ozH |68t 0 3ISNOJSTY-LTS |0 0 1oL |(ubteH B071-614/4uB1eH 601-0114) OZH 68 ojdwes
1344 [wi] suod opesriyd | [Wi]ouod Wil ouoy  [uonnia | ejedyided | sidwes | # aiduies |ISIH % zoeD A UBIPO | A ueal | BjeD weued A uopdiiosep odues




	A biosensor for the direct visualization of auxin

	SpringerNature_Nature_3425_ESM.pdf
	A biosensor for direct visualisation of auxin
	Suppl. Table S1.





