
 

 

 

 

PAR1 PAR2  

Samples 

 

Reference 
Ratio: 

male(PAR1)/ 

female(PAR1) 

Ratio: 

male(PAR1)/ 

male(PAR2) 

Nº of 

markers 

Recombination* 
Nº of 

markers 

Recombination* 

Male Female Male Female 

3 50 4 - - - 8 CEPH families [1] 13 - 

5 49.9 4.18 - - - 44 CEPH families [2] 12 - 

11 49 4 - - - 38 CEPH families [3] 12 - 

6 11.7 .8 - - - 40 CEPH and 146 deCODE families [4] 15 - 

1400 38 3.8 140 0.7 0 269 unrelated individuals [5] 10 54 

23 55 6 6 1 0 28 CEPH pedigrees [6] 9 55 

9 55.3 - 1 0.7 - 4 sperm donors [7] - 79 

12904 472.1** 55.2** 634 6.5** 0** 180 unrelated individuals Present study** 9 73 

*Recombination in cM units, except for our results** that are present in ρ cumulative. 

**Results from our analysis 

Note: Data from references 1,2,3,4,5 and 7 were retrieved from the table 1 of: “Flaquer A, Rappold GA, Wienker TF, Fischer C. The human pseudoautosomal regions: a review 

for genetic epidemiologists. Eur J Hum Genet. 2008;16: 771-779”. 
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