LHPP regulates PKM2
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LHPP RNA expression overview in consensus dataset of The Human Protein Atlas

B

NX

b
9%, S0
6, .
1 5%, <oty
%%
o A.pp..-n.v?\_\ h.MW \,..uu
o [0 B o5
N 16T, 8 250
/e &
B e, = X%
B 2t < = oy
e = A
g, 5 =+
Ny e, SO,
w8 -y
P o]
] w&“w c ,wx\%x\
ﬁwwom\.«acob ol %VWQV@V
KK <,
= WM\W %y uA__H- 1 Mw# % &%@é@
05, 5
m e, = «mw\_sw
nbey, @ o 0%
= s a S0
KR e B
-, %, = . m._J,w\u
g O, — &
%y ,% T Do
S, Yip! [} & °F,
ORI g 8 Sy 7
B o, &,
Gog% € @
7, 375
= i, g ooy
%, uov 8 | — A O &
M o =] e oY
Do, 20 = b\e\_\ %,
S, &o.. 21, 2V, 3
. e c Y %
ol 05y = — Y
— .»m@o\ o - L& &w\
0% [ A % e
500 > B e, ey
|| bew.& @ .—.\Oﬁwﬁv
II m@h@,\ec 2 9 m.,\.v
— R 2 S,
Yo, Cur e c A
— @“Mww“@ce 2 N
7] &L
v §  Em=ih
M, . PN
. e, = ks
-y %
6, o S e,
el oA < %
, .
T £
WA [ P
gm.w\t\mm.._v.-ov 7 %P_‘\TQ
% ey & | E— Acw_ww
+5, %5 20
10, / T e,
¢¢uo@w§% 3 {55 @
o™ — O
@Mﬁ@w@@. z 2,
3 B8 B & 8 8 @ o\&@f& R 2 2 » o
- - Q

Figure S1. LHPP expression profile in The Human Protein Atlas database. A. LHPP protein expression overview by
organ category in the Human Protein Atlas database. B. LHPP RNA expression overview by organ category in the

consensus dataset of The Human Protein Atlas database. C. LHPP RNA expression overview in cancer cell lines of

The Human Protein Atlas database. The dates shown here were obtained from The Human Protein Atlas database,
and the visualization images are available at: https://www.proteinatlas.org/ENSGO0000107902-LHPP.
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Figure S2. LHPP-overexpression efficiency identification. A and B. Western blot was used to analyse the protein level

of PKM2 in negative cells, cells transfected with empty vector, and cells transfected with LHPP plasmids. The protein
level of LHPP was significantly increased in US7MG and U118MG cells after transfected with LHPP plasmids.
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Figure S3. Immunofluorescence assay of Flag-LHPP and PKM2 in LHPP-overexpression U87MG and U118MG cells.
Colocalization assay of Flag-LHPP and PKM2 in LHPP-overexpression U87MG and U118MG cells. Red fluorescence
stands for Flag-LHPP, yellow fluorescence stands for PKM2, and blue fluorescence stands for nucleus (x400).
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Figure S4. Restoration of PKM2 reversed the aerobic glycolysis and respiration in LHPP-overexpression US7MG
and U118MG cells. A and B. Intracellular pyruvate, lactate, and ATP were detected in U87MG and U118MG cells
after transfected with empty vector, LHPP plasmids, and LHPP plus PKM2 plasmids, the statistical analysis show
restoration of PKM2 reversed the production inhibition of pyruvate, lactate, and ATP in LHPP-overexpression US7MG
and U118MG cells (n=4). C and D. Statistical analysis of glycolysis and glycolytic capacity in U87MG and U118MG
cells after transfected with empty vector, LHPP plasmids, and LHPP plus PKM2 plasmids (n=4). E and F. Statistical
analysis of basal respiration and maximal respiration in US7MG and U118MG cells after transfected with empty vec-
tor, LHPP plasmids, and LHPP plus PKM2 plasmids (n=4). The data were expressed as the mean + SEM ("P>0.05,
*P<0.05, **P<0.01, ***P<0.001, ****P<0.0001).





