
Name p -value Motif LocationsName p -value Motif Locations

1.71e-88

7.63e-29

6.73e-82

4.76e-65

3.15e-15

1.62e-104

1.12e-109

1.20e-88

2.85e-25

8.46e-144

1.50e-14

6.93e-132

2.22e-48
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SmABCC1

SmABCC2

SmABCB20

SmABCB21

SmABCC7

SmABCF1
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SmABCD1

SmABCB5

SmABCB18

SmABCB10

SmABCB14

SmABCC8

SmABCC4

SmABCB15

SmABCB9

SmABCA2

SmABCA3

SmABCB22

SmABCF5

SmABCB8

SmABCD2

SmABCG2

SmABCF2

SmABCB19

SmABCB1

SmABCB30

SmABCG4

SmABCC9

SmABCC10

SmABCB27

SmABCB28

SmABCC5

SmABCB12

SmABCB7

SmABCB2

SmABCC11

SmABCC3

SmABCB4

SmABCC6

SmABCB23

SmABCB3

SmABCB24

SmABCB11

SmABCB26

SmABCE1

SmABCF6

SmABCF3

SmABCB25

SmABCB17

SmABCC13

SmABCC14

SmABCG1

SmABCF4

SmABCC12

SmABCB13

SmABCF7

SmABCB29

SmABCA1

SmABCI1

SmABCI8

SmABCG19

SmABCG37

SmABCI4

SmABCG25

SmABCG32

SmABCG26

SmABCG40

SmABCG39

SmABCG29

SmABCG30

SmABCG31

SmABCG34

SmABCG35

SmABCI3

SmABCG45

SmABCG46

SmABCI2

SmABCG17

SmABCG38

SmABCG18

SmABCI5

SmABCG41

SmABCG24

SmABCG22

SmABCG36

SmABCG23

SmABCG20

SmABCG21

SmABCG42

SmABCG43

SmABCG33

SmABCI6

SmABCI7

SmABCG27

SmABCG28

SmABCG44

SmABCG8

SmABCG6

SmABCG10

SmABCG9

SmABCG7

SmABCG16

SmABCG12

SmABCG15

SmABCG5

SmABCG13

SmABCG11

SmABCG14

0.00e+0

5.42e-15

7.70e-125

0.00e+0

SmABCI9 2.35e-52

0.00e+0

1.77e-109

7.53e-40

2.57e-129

1.30e-12

1.43e-84

2.45e-99

0.00e+0

Motif Symbol Motif Consensus
1. ARALLKBPSILLLDEPTSGLD
2. GKLTALVGPSGSGKSTLJDLL
3. ARAAAIVMRTVRNTADTGRTVVCTIHQPSIDIFELFDELJL
4. SGYVEQBDILSPHLTVYETLLYSAWLRLP
5. CGDTTVGDEMGRGJSGGQKQRVTTAEALVGPAKILL
6. ERFYDPVSGEILJDGVDIRKLGLKWLRSKJGJVPQEPVLFAGTIRENIDY
7. TKKMFVEEVMELVGLTPCRBALVGLPGVRGJSGGZRKRLTI
8. RNKALIKELSTPPPGSKDLYFPTQYSQSFLTQCKACLWKQHWSYWRNPQY
9. QPAPETYDLFDDIILLSEGQIVYQGPRENVLEFFESMGFKCPERKGVADF

10. VQEALDRAMVGRTTVVVAHRLSTIRBADLIAVLSDGKVVEKG
11. ITYNGHELNEFVPQRTSAYISQHDLHIGEMTVRETLDFSARCQGVGSRYE
12. WNLFSGFFIPRPRIPIWWRWYYWASPVAWT
13. MKRGGEEIYAGPLGRHSTKLIEYFEAIPGVPKIKDGYNPATWMLEVTSSA
14. LGGFILARBDIKKWWIWGYWISPLMYGQNAIAVNEFLGHRW
15. QPVVAQERTVFYRERAAGMYSALPYAFAQ

1.73e-108

0.00e+0

0.00e+0

2.10e-112

4.18e-33

0.00e+0

1.72e-82

1.14e-77

6.62e-98

1.84e-143

0.00e+0

2.62e-75

6.35e-28

1.16e-18

4.25e-24

0.00e+0

2.25e-143

5.05e-95

0.00e+0

1.23e-9

4.22e-75

2.56e-122

1.42e-14

0.00e+0

0.00e+0

3.18e-17

1.11e-24

1.09e-106

8.37e-94

9.05e-68

0.00e+0

1.11e-88

1.15e-17

8.42e-116

0.00e+0

1.25e-166

3.78e-93

1.51e-119

2.23e-118

5.98e-93

4.09e-104

3.05e-86

1.87e-105

9.45e-108

4.13e-90

4.33e-108

1.54e-95

1.60e-53

0.00e+0

2.82e-97

1.53e-122

1.53e-122

6.02e-98

0.00e+0

0.00e+0

6.84e-62

6.02e-63

3.82e-90

1.38e-88

1.21e-104

0.00e+0

2.02e-25

4.60e-21

7.40e-89

1.84e-62

7.75e-103

2.55e-64

5.81e-113

1.29e-107

4.50e-122

8.15e-19

5.42e-21

1.28e-24

1.43e-111

5.45e-102

2.26e-118

3.47e-94

3.14e-94

2.26e-120

0.00e+0

6.46e-23

8.26e-100

5.51e-102

9.54e-22

1.16e-112

SmABCI10 2.15e-46

9.20e-91

1.62e-104


