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Figure S1. Example gating strategy for antibody binding to bacteria. Bacteria were labeled with
CFSE, and antibodies were labeled with APC.



mAb PhtD3

Heavy chain variable region nucleotide sequence:
caggtgcagctagtgcagtctgggcctgacgtgaagaagcectgggtcctcggtgaaggtctcctgcaaggectctggagecgcectteg
agagttttgccttcgcctgggtgcgacaggceccctggacaagggtttgagtggatgggaaggatcattccaatcttggaaacaaggga
ctacgcagagaagttccagggcagaatgacgatgaccacagacgagtcgacggcgacagcctacatggaactgaacagcctaa
gatttgaagacacggccgtttatttctgtgcgcgagatgggcacattatgaggacaactctctcggatgcetgcacttgatgtctggggeca
agggacaacggtcattgtctcctcag

Heavy chain variable region amino acid sequence:
QVOLVQSGPDVKKPGSSVKVSCKASGAAFESFAFAWVRQAPGQGFEWMGRIIPILETRDYAE
KFQGRMTMTTDESTATAYMELNSLRFEDTAVYFCARDGHIMRTTLSDAALDVWGQGTTVIVSS

Light chain variable region nucleotide sequence:
gacatcgtgatgacccagtctccagtcaccctgtctttgtctccaggggagagagccaccctctcctgcagggcecagtcagagtcttact
gacaactacttagcctggtaccagcagaaacctggccaggctcccaggctectcatctacgccgcatccaccagggecactggceat
cccagacaggatcagtggcagtgggtctgggacagacttcactctcaccatcagcagagtggagcectgaagattttgcaatgttttact
gtcaacagtatcagaactcaccgttcaccttcggcggggggaccacggtggagatcaaac

Light chain variable region amino acid sequence:
DIVMTQSPVTLSLSPGERATLSCRASQSLTDNYLAWYQQKPGQAPRLLIYAASTRATGIPDRIS
GSGSGTDFTLTISRVEPEDFAMFYCQQYQNSPFTFGGGTTVEIK

mAb PhtD6

Heavy chain variable region nucleotide sequence:
caggtgcagttggtgcagtctgggactgaggtgaagaagcectggggcectcagtgaaggtcgectgcaaggcttctggatacaccttca
ctagttatgatatcaactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatgaacgcgaacagtggcaacaca
ggctatgcacaaaagttccagggcagagtcaccatgaccaggaacacctccattaccacagcctacatggacctgattgatctgaca
tctgaggacacggccatatattactgtgcgagagggccgtactgggtggagaattggttcgacacctggggccagggaaccctggtc
agcgtctcctcag

Heavy chain variable region amino acid sequence:
QVQLVQSGTEVKKPGASVKVACKASGYTFTSYDINWVRQAPGQGLEWMGWMNANSGNTGY
AQKFQGRVTMTRNTSITTAYMDLIDLTSEDTAIYYCARGPYWVENWFDTWGQGTLVSVSS

Light chain variable region nucleotide sequence:
gacatccagatgacccagtctccatcctcectgtetgegtetgtcggagacagagtcaccatcacttgccgggcaagtcggagceattcg
cagctttttaaattggtatcaacaaaaaccagggaaaccccctaacctcctgatctataaagcatccactttgcacagtggggtcccgte
taggttcagtggcagtggatctgggacagatttcactctcacaatcaacaatctacaacccgaagattttgcaacttactactgtcaaca
gagttacagtaatcagaagaccttcggccaagggaccaaggtggacatcaaac

Light chain variable region amino acid seguence:
DIQMTQSPSSLSASVGDRVTITCRASRSIRSFLNWYQQKPGKPPNLLIYKASTLHSGVPSRFSG
SGSGTDFTLTINNLQPEDFATYYCQQSYSNQKTFGQGTKVDIK

mAb PhtD7

Heavy chain variable region nucleotide sequence:
gaggtgcagctggtgcagtctggggctgaagtgaagaagcectggggcectcagtgaaggtctcctgcaaggcttctggagacatcttc
agcgactcctatattcactgggtgcgacaggcccctggacaagggcectgagtggatgggatgggtcagecctaacactggtgecac
acattatgcacagaagttgcagggcagagtcaccatgaccagcgacacgtccatcagtacagcectatttggagctgaccaggcetgg
catctgacgacacggccgtttattactgtgcgagagtcttaaggggaagttatgatttccggggtaattatccacatgattttgactactgg
ggccagggaaccctggtcaccgtctcctcag




Heavy chain variable region amino acid sequence:
EVOLVQSGAEVKKPGASVKVSCKASGDIFSDSYIHWVRQAPGQGPEWMGWVSPNTGATHYA
QKLQGRVTMTSDTSISTAYLELTRLASDDTAVYYCARVLRGSYDFRGNYPHDFDYWGQGTLVT
VSS

Light chain variable region nucleotide sequence:
cagcttgtgctgactcaaccgccctctgectetgectcectgggagectcggtcaccctcacctgcactctgagcagaggacacaaca
actaccccatcgcttggctccaaaagcagacagataagggccctcgttatgtgatgagacttaatagtgatggcagccaccacaagg
gggacggaatccctgatcgcttctcaggctccagttctggggcetgagcegctacctcagceatttccagtctccagectgaagatgaggct
gaatactactgtcagacgtgggacactggccttcagggggtgttcggcggagggaccaaactgttcgtcctag

Light chain variable region amino acid sequence:
QLVLTQPPSASASLGASVTLTCTLSRGHNNYPIAWLQKQTDKGPRYVMRLNSDGSHHKGDGIP
DRFSGSSSGAERYLSISSLQPEDEAEYYCQTWDTGLQGVFGGGTKLFVL

mAb PhtD8

Heavy chain variable region nucleotide sequence:
caggtgcagctggtgcagtctggggcetgaggtgaagaagcectggggcectcagtgaaggtctcctgtaaggcettctggatacaccttca
ccgactactttatacactgggtgcgacaggcccctggacacggtcttgaatggatggggtggatcaaccctaaccgeggtgtcacaa
actatacacagaagtttcagggcagggtcaccatgaccaaggacacgtccgtcacctcagtctacatggagctgagcaggcetgaca
tctgacgacacggccctatattattgtgcgagaggtggtacgcttgaccactggggccagggcaccctggtcaccgtctectctg

Heavy chain variable region amino acid sequence:
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYFIHWVRQAPGHGLEWMGWINPNRGVTNYT
QKFQGRVTMTKDTSVTSVYMELSRLTSDDTALYYCARGGTLDHWGQGTLVTVSS

Light chain variable region nucleotide sequence:
cagcttgtgctgactcaatcgccctctgectctgectcecctgggagectcggtcaccctcacctgcactctgagcagtgggecacagceac
ctacgacatcgcatggcatcagcagcagccaggaaagggccctcgacacttgatgagacttaacggtgatggcagtcacaccaac
ggggacgggatccctgatcgcttctcaggctccagctctggggcetgagegcetacctcaccatctccagectccagtctgaagatgagg
ctgactattactgtcacacctgggtcactaacattcatttggtgttcggcggagggaccaaactgaccgtcctag

Light chain variable region amino acid sequence:
QLVLTQSPSASASLGASVTLTCTLSSGHSTYDIAWHQQQPGKGPRHLMRLNGDGSHTNGDGI
PDRFSGSSSGAERYLTISSLQSEDEADYYCHTWVTNIHLVFGGGTKLTVL

mAb PspAl6
Heavy chain variable region nucleotide sequence:

caggtgcagctggtgcagtctgggectgacgtgaagaagcctggggcectcagtgaaggtctcctgtaagacttctggatacaccttca
ctggctactatatgcactgggtgcgacaggceccctggacaagggcttgagtggatgggatgggtcaaccctaacaccggtggecaca
agttatgcacagaagtttcagggcagggtcaccgtgaccagggacacgtccatcagcacagtctacatggaactgagegctctagg
atctgacgacacggccatatatttctgtgcgagggcgtgggcetccgggegcetgagtacctccaccactggggecagggeaccctggt
caccgtctcctcag

Heavy chain variable region amino acid sequence:
QVQLVQSGPDVKKPGASVKVSCKTSGYTFTGYYMHWVRQAPGQGLEWMGWVNPNTGGTSY
AQKFQGRVTVTRDTSISTVYMELSALGSDDTAIYFCARAWAPGAEYLHHWGQGTLVTVSS




Light chain variable region nucleotide sequence:
gagattgtgatgacccagtctccaggcaccctgtctttgtctccaggggaaacagccaccctctectgcagggcecagtcagagtgttgg
cagcagctacttagcctggtatcagcagaaacctggccaggctcccaggctcctcatctttggtgecgtccaacagggcecactggceatc
ccagtcaggttcagtgccagtgggtctgggacagacttcactctcaccatcagcagactggagcctgaagatttcgcagtgtattactgt
cagcagcatgatcactcaccattcactttcggccctgggaccaaagtggatctcaaac

EIVMTQSPGTLSLSPGETATLSCRASQSVGSSYLAWYQQKPGQAPRLLIFGASNRATGIPVRFS
ASGSGTDFTLTISRLEPEDFAVYYCQQHDHSPFTFGPGTKVDLK

PhtD3-10G2, human/mouse chimera

Heavy chain amino acid sequence
QVQLVQSGPDVKKPGSSVKVSCKASGAAFESFAFAWVRQAPGQGFEWMGRIIPILETRDYAE
KFQGRMTMTTDESTATAYMELNSLRFEDTAVYFCARDGHIMRTTLSDAALDVWGQGTTVIVSS
GCTAGCTTAPSVYPLAPVCGDTTGSSVTLGCLVKGYFPEPVTLTWNSGSLSSGVHTFPAVLQS
DLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDKKIEPRGPTIKPCPPCKCPAPNLLGGPSV
FIFPPKIKDVLMISLSPIVTCVVVDVSEDDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSA
LPIQHQDWMSGKEFKCKVNNKDLPAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCM
VTDFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHE
GLHNHHTTKSFSRTPGK

Light chain amino acid sequence
DIVMTQSPVTLSLSPGERATLSCRASQSLTDNYLAWYQQKPGQAPRLLIYAASTRATGIPDRIS
GSGSGTDFTLTISRVEPEDFAMFYCQQYQNSPFTFGGGTTVEIKGGATCCRADAAPTVSIFPPS
SEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKD
EYERHNSYTCEATHKTSTSPIVKSFNRNEC

PhtD8-10G2, human/mouse chimera

Heavy chain amino acid sequence
QVQLVQSGAEVKKPGASVKVSCKASGYTFTDYFIHWVRQAPGHGLEWMGWINPNRGVTNYT
QKFQGRVTMTKDTSVTSVYMELSRLTSDDTALYYCARGGTLDHWGQGTLVTVSSASTTAPSV
YPLAPVCGDTTGSSVTLGCLVKGYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVT
SSTWPSQSITCNVAHPASSTKVDKKIEPRGPTIKPCPPCKCPAPNLLGGPSVFIFPPKIKDVLMIS
LSPIVTCVVVDVSEDDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGK
EFKCKVNNKDLPAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIYVEW
TNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSR
TPGK

Light chain amino acid sequence
QLVLTQSPSASASLGASVTLTCTLSSGHSTYDIAWHQQQPGKGPRHLMRLNGDGSHTNGDGI
PDRFSGSSSGAERYLTISSLQSEDEADYYCHTWVTNIHLVFGGGTKLTVLGSPKSTPTLTVFPP
SSEELKENKATLVCLISNFSPSGVTVAWKANGTPITQGVDTSNPTKEGNKFMASSFLHLTSDQ
WRSHNSFTCQVTHEGDTVEKSLSPAECL




