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KDR
NCR

NCR KDR

60    Ruminococcaceae 
165  Lachnospiraceae 
61     Lachnospiraceae 
255  Lachnoclostridium 
209  Ruminiclostridium 
36    Bacteroides
291  Ruminococcaceae 
42    Bacteroides
159  Lachnospiraceae 
33     Ruminococcaceae 
136  Roseburia
73     Ruminococcaceae 
208  Ruminococcaceae 
43    Intestinimonas 
206  Lachnospiraceae 
96    Intestinimonas
72     Ruminococcaceae 
8      Bacteroides
229  Ruminococcaceae 
18     Lachnospiraceae 
44     Lachnospiraceae 
15     Lachnospiraceae 
243  Erysipelotrichaceae 
118  Ruminiclostridium 
65     Lachnospiraceae 
417  Ruminococcaceae 
38    Turicibacter
78      Lachnospiraceae 
233  Ruminococcaceae 
2      Bacteroides
148  Lachnospiraceae 
31    Blautia
152  Ruminiclostridium 
6      Bifidobacterium 
186  Lachnospiraceae 
364  Christensenellaceae 
269  Christensenellaceae 
292  Roseburia
52    Marvinbryantia 
67     Lachnospiraceae 
127  Lachnospiraceae 
56    Lachnoclostridium 
297  Lachnospiraceae 
40     Ruminococcaceae

 ASV Taxonomy
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KDR KDH
ASV Taxonomy
73          Ruminococcaceae 
54        Lachnospiraceae 
60         Ruminococcaceae 
168       Ruminococcaceae 
332             Butyricicoccus 
313             Lachnospiraceae  
36    Bacteroides 
42      Bacteroides 
26    Lactococcus 
8      Bacteroides
179  Ruminiclostridium 
116    Lachnospiraceae  
136  Roseburia
58    Anaerotruncus
355  Lachnospiracea_incertae_sedis
74      Lachnospiraceae
195  Roseburia
159    Lachnospiraceae 
286    Lachnospiraceae 
25      Lachnospiraceae 
160    Lachnospiraceae
202  Oscillibacter
157    Lachnospiraceae
32    Bacteroides
16    Bacteroides
285  Lachnoclostridium
306    Lachnospiraceae
119    Ruminococcaceae 
63    Roseburia
40      Ruminococcaceae
279    Lachnospiraceae
244  unclassified_Clostridiales
316    Lachnospiraceae
112  Negativibacillus
9      Roseburia
22    Acetatifactor
169    Lachnospiraceae 
236  Lachnoclostridium
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NCH KDH
ASV Taxonomy
138   Lachnospiraceae
95        Clostridiales vadinBB60 group 
202      Oscillibacter
160   Lachnospiraceae
64     Ruminiclostridium
79     Ruminiclostridium 
151 Oscillibacter
157    Lachnospiraceae
4       Parabacteroides
159    Lachnospiraceae
272 Intestinimonas
164    Lachnospiraceae
111    Lachnospiraceae  
286    Lachnospiraceae
341   unclassified_Clostridiales 
135 Ruminiclostridium
181 Enterococcus
87        Peptococcaceae
248   Erysipelotrichaceae 
134   Ruminococcaceae 
91        Lachnospiraceae 
81        Lachnospiraceae 
31     Blautia
56     Lachnoclostridium
166  Streptococcus
38     Turicibacter
46        Lachnospiraceae 
254 Roseburia 
37        Lachnospiraceae 
190      Lachnospiraceae 
59        Lachnospiraceae 
124      Lachnospiraceae 
7       Lactobacillus 
70        Lachnospiraceae 
66        Lachnospiraceae 
65        Lachnospiraceae 
54        Lachnospiraceae 
1       Lactobacillus
5       Enterococcus
92        Lachnospiraceae
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