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- - Lachnospiraceae

Lachnospiraceae
Ruminococcaceae
Roseburia
Lachnospiraceae
Lachnospiraceae
Lactobacillus
Lachnospiraceae
Ruminococcaceae
Odoribacter
Bacteroides
Odoribacter

2.9

Acetatifactor
Lachnospiraceae
Tyzzerella
Lachnospiraceae
Ruminococcaceae
Lachnospiraceae
Ruminococcaceae
Muribaculaceae
Muribaculaceae
Muribaculaceae
Lachnospiraceae
Bacteroides
Muribaculaceae
Ruminococcaceae

Lachnospiraceae
Clostridium sensu stricto
Lachnospiraceae
Lachnospiraceae
Faecalibaculum
Ruminococcaceae
Parabacteroides
Lachnospiraceae
Lachnospiraceae
Ruminococcaceae
Mollicutes RF39
Turicibacter
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