
Text S1 – Methodology

Genes investigated by PCR

blaKPC,  blaNDM,  blaOXA-48,  blaIMP,  blaVIM,  blaBKC,  blaCTX-group,  blaTEM,  blaSHV,  aac(3)-Ia,  aac(3)-IIa,

aac(6')-Ih, aph(3')-VI, ant(2')-Ia, aph(3')-Ia, aac(6')-Ib.
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ANI analysis

 The following strains were used in the ANI analysis: E. asburiae (CP011863.1), E. cloacae subsp.

cloacae ATCC13407 (NC_014121.1),  E.  hormaechei subsp.  steigerwaltii (NZ_CP017179.1),  E.

hormaechei subsp.  oharae (NZ_CP017180),  E.  hormaechei subsp.  xiangfangensis

(NZ_CP017183.1),  E.  hormaechei subsp.  hoffmannii (CP017186.1),  E.  hormaechei subsp.

hormaechei (MKEQ01000001-MKEQ01000004),  E.  bungandensis (LT992502.1),  E.  ludwigii

(CP017279.1), E. kobei (NZ_CP017181.1), and E. cancerogenus  (NZ_CP045769.1).



Fig S1. Plasmid-mediated ARG detected in Ec61. The plasmid location of each gene is 

demonstrated between the parentheses.



Fig S2. Clustal W alignment of protein sequences. Amino acid substitutions are highlighted on purple boxes.



Fig S3. Representation of the 250 bp nucleotide distribution of the remaining ISKpn23 sequence detected in the pEc61C. The predicted promoter was 

detected in a region denominated IRL (left inverted repeat).


