TABLE S1. Overview of results obtained with the reference method, FilmArray BCID2 panel, and FilmArray BCID panel for 90 blood cultures from patients with bloodstream infection”

Blood Organisms (with relative antimicrobial resistance genes) identified in blood cultures by:
culture
1)) Reference method FilmArray BCID2 panel FilmArray BCID panel
Monomicrobial cultures (rn = 55)

1 Bacteroides fragilis Bacteroides fragilis None

2 Bacteroides fragilis Bacteroides fragilis None

3 Bacteroides fragilis Bacteroides fragilis None

4 Bacteroides fragilis Bacteroides fragilis None

5 Bacteroides fragilis Bacteroides fragilis None

6 Bacteroides fragilis Bacteroides fragilis None

7 Citrobacter freundii (blaxpc-3) Enterobacterales (KPC) Enterobacteriaceae (KPC)

8 Enterococcus faecalis Enterococcus faecalis Enterococcus

9 Enterococcus faecalis (vanA) Enterococcus faecalis (vanA/B) Enterococcus (vanA/B)

10 Enterococcus faecium Enterococcus faecium Enterococcus

11 Enterococcus faecium Enterococcus faecium Enterococcus

12 Escherichia coli (blactx-m-27) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

13 Escherichia coli (blactx-m-27) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

14 Escherichia coli (blactx-m-27) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

15 Escherichia coli (blactx-wm-27) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

16 Escherichia coli (blactx-m-27) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

17 Escherichia coli (blactx-m-15) Enterobacterales, Escherichia coli (CTX-M) Enterobacteriaceae, Escherichia coli

18 Escherichia coli (blaoxa-s) Enterobacterales, Escherichia coli (OXA-48-like) Enterobacteriaceae, Escherichia coli

19 Escherichia coli (blaviv-1) Enterobacterales, Escherichia coli (VIM) Enterobacteriaceae, Escherichia coli

20 Escherichia coli (blaviv-1) Enterobacterales, Escherichia coli (VIM) Enterobacteriaceae, Escherichia coli

21 Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes Enterobacteriaceae

22 Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes Enterobacteriaceae

23 Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes Enterobacteriaceae

24 Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes Enterobacteriaceae

25 Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes Enterobacteriaceae

26 Klebsiella aerogenes (blaxpc-3) Enterobacterales, Klebsiella aerogenes (KPC) Enterobacteriaceae (KPC)

27 Klebsiella oxytoca (blactx-m-15) Enterobacterales, Klebsiella oxytoca (CTX-M) Enterobacteriaceae, Klebsiella oxytoca

28 Klebsiella pneumoniae (blactx-m-15) Enterobacterales, Klebsiella pneumoniae group (CTX-M) Enterobacteriaceae, Klebsiella pneumoniae

29 Klebsiella pneumoniae (blactx-m-15) Enterobacterales, Klebsiella pneumoniae group (CTX-M) Enterobacteriaceae, Klebsiella pneumoniae

30 Klebsiella pneumoniae (blaxpc-31) Enterobacterales, Klebsiella pneumoniae group (KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
31 Klebsiella pneumoniae (blaxpc-31) Enterobacterales, Klebsiella pneumoniae group (KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
32 Klebsiella pneumoniae (blaxpc3) Enterobacterales, Klebsiella pneumoniae group (KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
33 Klebsiella pneumoniae (blactx-m-15 + blaxpc-3) Enterobacterales, Klebsiella pneumoniae group (CTX-M + KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
34 Klebsiella pneumoniae (blactx-m-15 + blaxpc-3) Enterobacterales, Klebsiella pneumoniae group (CTX-M + KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
35 Klebsiella pneumoniae (blacrx-m-15 + blaxec-3) Enterobacterales, Klebsiella pneumoniae group (CTX-M + KPC) Enterobacteriaceae, Klebsiella pneumoniae (KPC)
36 Klebsiella pneumoniae (blanpm-1) Enterobacterales, Klebsiella pneumoniae group (NDM) Enterobacteriaceae, Klebsiella pneumoniae

37 Klebsiella pneumoniae (blaoxa-4s) Enterobacterales, Klebsiella pneumoniae group (OXA-48-like) Enterobacteriaceae, Klebsiella pneumoniae

38 Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group Enterobacteriaceae, Klebsiella pneumoniae

39 Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group Enterobacteriaceae, Klebsiella pneumoniae

40 Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group Enterobacteriaceae, Klebsiella pneumoniae

41 Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group Enterobacteriaceae, Klebsiella pneumoniae

42 Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group Enterobacteriaceae, Klebsiella pneumoniae

43 Salmonella sp. Enterobacterales, Salmonella Enterobacteriaceae




44 Salmonella sp. Enterobacterales, Salmonella Enterobacteriaceae
45 Salmonella sp. Enterobacterales, Salmonella Enterobacteriaceae
46 Salmonella sp. Enterobacterales, Salmonella Enterobacteriaceae
47 Salmonella sp. (blactx-m-15) Enterobacterales, Salmonella (CTX-M) Enterobacteriaceae
48 Stenotrophomonas maltophilia Stenotrophomonas maltophilia None
49 Stenotrophomonas maltophilia Stenotrophomonas maltophilia None
50 Stenotrophomonas maltophilia Stenotrophomonas maltophilia None
51 Staphylococcus lugdunensis Staphylococcus, Staphylococcus lugdunensis Staphylococcus
52 Staphylococcus lugdunensis Staphylococcus, Staphylococcus lugdunensis Staphylococcus
53 Staphylococcus lugdunensis Staphylococcus, Staphylococcus lugdunensis Staphylococcus
54 Staphylococcus haemolyticus (mecA) Staphylococcus Staphylococcus (mecA)
55 Staphylococcus epidermidis Staphylococcus, Staphylococcus epidermidis Staphylococcus
Polymicrobial cultures (n = 35)
56 Acinetobacter baumannii (blaoxa-23) + Klebsiella aerogenes Acinetobacter calcoaceticus-Acinetobacter baumannii complex + Acinetobacter baumannii + Enterobacteriaceae
Enterobacterales, Klebsiella aerogenes
57 Acinetobacter baumannii (blaoxa-23) + Staphylococcus Acinetobacter calcoaceticus-Acinetobacter baumannii complex + Acinetobacter baumannii + Staphylococcus
haemolyticus Staphylococcus
58 Acinetobacter baumannii + Enterococcus faecium Acinetobacter calcoaceticus-Acinetobacter baumannii complex + Acinetobacter baumanii + Enterococcus
Enterococcus faecium
59 Bacteroides fragilis + Enterococcus faecium (vanA) + Bacteroides fragilis + Enterococcus faecium (vanA/B) + Enterococcus (vanA/B) + Enterobacteriaceae,
Escherichia coli (blanpm-1) Enterobacterales, Escherichia coli (NDM) Escherichia coli
60 Bacteroides fragilis + Klebsiella pneumoniae (blaviv-1) + Bacteroides fragilis + Enterobacterales, Klebsiella pneumoniae Enterobacteriaceae, Klebsiella pneumoniae
Klebsiella variicola group (VIM)
61 Brevibacterium casei + Stenotrophomonas maltophilia Stenotrophomonas maltophilia None
62 Enterobacter cloacae complex + Stenotrophomonas maltophilia  Enterobacterales, Enterobacter cloacae complex + Enterobacteriaceae, Enterobacter cloacae complex +
+ Streptococcus salivarius Stenotrophomonas maltophilia + Streptococcus Streptococcus
63 Enterobacter cloacae complex (bla crx-m-15) + Enterococcus Enterobacterales, Enterobacter cloacae complex (CTX-M) + Enterobacteriaceae, Enterobacter cloacae complex +
faecalis + Staphylococcus aureus (mecA) Enterococcus faecalis + Staphylococcus, Staphylococcus aureus Enterococcus + Staphylococcus, Staphylococcus aureus
(mecA/C and MREJ) (mecA)
64 Enterococcus faecalis + Candida albicans Enterococcus faecalis + Candida albicans Enterococcus + Candida albicans
65 Enterococcus faecalis + Stenotrophomonas maltophilia Enterococcus faecalis + Stenotrophomonas maltophilia Enterococcus
66 Enterococcus faecalis + Enterococcus faecium (vanA) Enterococcus faecalis + Enterococcus faecium (vanA/B) Enterococcus (vanA/B)
67 Enterococcus faecalis + Pseudomonas aeruginosa Enterococcus faecalis + Pseudomonas aeruginosa Enterococcus + Pseudomonas aeruginosa
68 Enterococcus faecalis + Staphylococcus epidermidis Enterococcus faecalis + Staphylococcus, Staphylococcus epidermidis ~ Enterococcus + Staphylococcus
69 Enterococcus faecalis + Staphylococcus epidermidis (mecA) Enterococcus faecalis + Staphylococcus, Staphylococcus epidermidis — Enterococcus + Staphylococcus (mecA)
(mecA/C)
70 Enterococcus faecium + Klebsiella aerogenes Enterobacterales, Klebsiella aerogenes + Enterococcus faecium Enterobacteriaceae + Enterococcus
71 Enterococcus faecium (vanAd) + Salmonella sp. Enterococcus faecium (vanA/B) + Enterobacterales, Salmonella Enterobacteriaceae + Enterococcus (vanA/B)
72 Enterococcus faecium + Staphylococcus aureus Enterococcus faecium + Staphylococcus, Staphylococcus aureus Enterococcus + Staphylococcus, Staphylococcus aureus
73 Escherichia coli (blaxpm-1) + Klebsiella aerogenes + Enterobacterales, Escherichia coli (NDM) + Klebsiella aerogenes +  Enterobacteriaceae, Escherichia coli + Staphylococcus
Staphylococcus lugdunensis Staphylococcus, Staphylococcus lugdunensis
74 Klebsiella oxytoca + Staphylococcus epidermidis (mecA) Enterobacterales, Klebsiella oxytoca + Staphylococcus, Enterobacteriaceae, Klebsiella oxytoca + Staphylococcus
Staphylococcus epidermidis (mecA/C) (mecA)
75 Klebsiella oxytoca + Staphylococcus lugdunensis Enterobacterales, Klebsiella oxytoca + Staphylococcus, Enterobacteriaceae, Klebsiella oxytoca + Staphylococcus
Staphylococcus lugdunensis
76 Klebsiella pneumoniae (blactx-m-15 + blaoxa-4s) + Staphylococcus — Enterobacterales, Klebsiella pneumoniae group (CTX-M + OXA- Enterobacteriaceae, Klebsiella pneumoniae +

pettenkoferi

48-like) + Staphylococcus

Staphylococcus



71

Klebsiella pneumoniae (blactx-m-15 + blavim-1) + Staphylococcus
pasteuri

Enterobacterales, Klebsiella pneumoniae group (CTX-M + VIM) +

Staphylococcus

Enterobacteriaceae, Klebsiella pneumoniae +
Staphylococcus

78 Klebsiella pneumoniae (blaoxa-s) + Klebsiella variicola Enterobacterales, Klebsiella pneumoniae group (OXA-48-like) Enterobacteriaceae, Klebsiella pneumoniae
79 Klebsiella variicola + Staphylococcus lugdunensis Enterobacterales, Klebsiella pneumoniae group + Staphylococcus, Enterobacteriaceae, Klebsiella pneumoniae +
Staphylococcus lugdunensis Staphylococcus
80 Ochrobactrum anthropi + Stenotrophomonas maltophilia Stenotrophomonas maltophilia None
81 Salmonella sp.+ Staphylococcus epidermidis+ Staphylococcus Enterobacterales, Salmonella + Staphylococcus, Staphylococcus Enterobacteriaceae + Staphylococcus
lugdunensis epidermidis + Staphylococcus lugdunensis
82 Salmonella sp. + Staphylococcus lugdunensis Enterobacterales, Salmonella + Staphylococcus, Staphylococcus Enterobacteriaceae + Staphylococcus
lugdunensis
83 Staphylococcus aureus + Staphylococcus haemolyticus (mecA) Staphylococcus, Staphylococcus aureus Staphylococcus (mecA), Staphylococcus aureus
84 Staphylococcus aureus (mecA) + Staphylococcus epidermidis Staphylococcus (mecA/C), Staphylococcus aureus (mecA/C and Staphylococcus (mecA), Staphylococcus aureus
MRE)) + Staphylococcus epidermidis
85 Staphylococcus aureus (mecA) + Staphylococcus epidermidis Staphylococcus (mecA/C), Staphylococcus aureus (mecA/C and Staphylococcus (mecA), Staphylococcus aureus
MREJ) + Staphylococcus epidermidis
86 Staphylococcus aureus (mecA) + Staphylococcus epidermidis Staphylococcus, Staphylococcus aureus (mecA/C and MREJ) + Staphylococcus (mecA), Staphylococcus aureus
(mecA) Staphylococcus epidermidis (mecA/C)
87 Staphylococcus aureus (mecA) + Staphylococcus haemolyticus Staphylococcus, Staphylococcus aureus (mecA/C and MREJ) Staphylococcus (mecA), Staphylococcus aureus
(mecA)
88 Staphylococcus aureus + Staphylococcus epidermidis Staphylococcus, Staphylococcus aureus + Staphylococcus Staphylococcus, Staphylococcus aureus
epidermidis
89 Staphylococcus aureus + Staphylococcus epidermidis (mecA) Staphylococcus, Staphylococcus aureus + Staphylococcus Staphylococcus (mecA), Staphylococcus aureus
epidermidis (mecA/C)
90 Staphylococcus epidermidis + Staphylococcus lugdunensis + Staphylococcus, Staphylococcus epidermidis + Staphylococcus Staphylococcus

Stenotrophomonas maltophilia

lugdunensis + Stenotrophomonas maltophilia

Abbreviations. ID, identifier; BCID2, blood culture identification 2; BCID, blood culture identification, MREJ, mec right extremity junction.

“The reference method consists of conventional culture-based (1) or PCR-sequencing (2—4) analyses performed on blood culture isolates for organism identification and antimicrobial resistance gene detection,

respectively.
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