


Figure S1. Total protein stain from PBP2a (A) and PrsA (B) Western blots.  Cell membrane proteins were extracted from stationary phase cells.  

Lane numbers correspond to the following samples in panel A: (1) MRSA 11/11 w/o (2) MRSA 11/11 + NaHCO3 (3) MW2 w/o (4) MW2 + 

NaHCO3 (5) COL w/o (6) COL + NaHCO3 (7) BMC1001 w/o (8) BMC1001 + NaHCO3 (9) PB 043-043 w/o (10) PB 043-043 + NaHCO3 (11) C24 

w/o (12) C24 + NaHCO3 (13) PB 027-133 w/o (14) PB 027-133 + NaHCO3 (15) PB 017-037 w/o (16) PB 017-037 + NaHCO3.  Lane numbers 

correspond to the following samples in panel B: (1) MRSA 11/11 w/o (2) MRSA 11/11 + NaHCO3 (3) COL w/o (4) COL + NaHCO3 (5) MW2 w/o 

(6) MW2 + NaHCO3 (7) C24 w/o (8) C24 + NaHCO3 (9) PB 027-133 w/o (10) PB 027-133 + NaHCO3 (11) PB 017-037 w/o (12) PB 017-037 + 

NaHCO3 (13) PB 043-043 w/o (14) PB 043-043 + NaHCO3
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Figure S2.  PBP2a agglutination of responsive 

(PB 043-043; C24) and non-responsive strains 

(PB 027-133; PB 017-037).  Strains ATCC 

43300 and ATCC 25923 were used as positive 

and negative controls, respectively. 



Strain

Ca-MHB     

100 mM Tris

Ca-MHB 100 mM Tris 

44 mM NaHCO3 CC Type

MRSA 11/11 32 0.5 8

MW2 64 2 1

PB 043-043 16 1 8

C24 32 1 8

COL 512 512 8

BMC1001 256 256 8

PB 027-133 256 256 5

PB 017-037 32 32 5

Table S1. Oxacillin minimum inhibitory concentrations (MICs, 

mg/L) and cloncal complex (CC) types of strains used in this 

study.  In experiments in which sub-MIC concentrations of 

oxacillin were used, cells were exposed to 1/2 of the 

concentrations indicated in this table for each strain/condition.



Gene Name Primer Sequences Reference

Fwd 5' TCCAGATTACAACTTCACCAGG 3'

Rev 5' CCACTTCATATCTTGTAACG 3'

Fwd 5’ CTTTAAAAGAACTTATTGAGGCTTCA 3'

Rev 5’ CCACCGATTTCTTTTATAATTT 3’

Fwd 5' AGTTAATGATAAGAAGATTGACGA 3'

Rev 5' GAAGGGCCTTTTCAAATTTATCTTT 3'

Fwd 5’ AATGGAAGGCGAAACAGTTG 3’

Rev 5’ TCGCAACTTATGCAATTCTTG 3’

Fwd 5' TGGTGCTAACTGCTTTGTAA 3'

Rev 5' GCTAAAGCTATCGGAATGAA 3'

Fwd 5' CTAGTCCTGCTTTGTGCGCT 3'

Rev 5' TTAGCAGCTGGCGTTCATGT 3'

Fwd 5' CGCAGGCGATTTTACCATTA 3'

Rev 5' GCTTTCGCTAGATCAAAGTCG 3'

Fwd 5' CTA AGC ACA GAG GTC GT 3'

Rev 5' ACG GCA TCC TCA TAG T 3'
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Table S2. Primers used in this study for qRT-PCR gene expression 

analyses.
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