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Supplemental Figure S2.
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Supplemental Figure S3.
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Supplemental Figure S4.
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Supplemental Table S1.

Primer Name

Sequence

F: 5'_AGGCATTGATCATCTCCTGG_3’

GCLC
R: 5_AGGAGGGGGCTTAAATCTCA_3’
F: 5 _GCTGTATCAGTGGCACAG_3’
GCLM
R: 5_CGCTTGAATGTCAGGAATGC_3'
F: 5°_GGGCAAGTCCATCCCAACTG_3’
NQO1
R: 5_GCAAGTCAGGGAAGCCTGGA_3’
F: 5 _GGCCTGGCCTTCTTCACCTT_3'
HMOX1
R: 5_GAGGGGCTCTGGTCCTTGGT_3’
F: 5_ ACACGGTCCACAGCTCATC_3'
NFE2LE2
R: 5_TGCCTCCAAAGTATGTCAATCA_3'
F: 5_CCACTCTTCAGCATCTCTGT _3’
SOCS3
R: 5_AGCTGGGTGACTTTCTCATA _3'
F: 5°_CAAGCCAAACCAACAACTTTATCTCT _3'
PGCla
R: 5_CACACTTAAGGTGCGTTCAATAGTC _3'
F: 5 _TGCTGTCTCCATGTTTGATGTATCT_3’
B2M

R: 5_TCTCTGCTCCCCACCTCTAAGT_3’




