Table S4 Gene IDs and relative transcript levels of DoAP2/ERF of two cultivals of D. officinale flower

Gene ID Gene Name  Wanhu No.5-1 Wanhu No.5-2 Wanhu No.5-3 Wanhu No.6-1 Wanhu No.6-2 Wanhu No.6-3
MA16_Dca000204 AP2/ERF01 0.813882413  0.899224633  2.859441027  1.641746068  0.556165903  2.203114501
MA16_Dca000285 AP2/ERF02 0 0 0 0 0 0
MA16_Dca000925 AP2/ERF03 0.157224161  0.146568149  1.242857346  0.285434271  2.236074311  0.820786905
MA16_Dca001584 AP2/ERF04 0.11443971 0 0.681762328  0.092338127  0.234606856  0.75232074

MA16_Dca001811 AP2/ERF05 0.34950506  0.108605678  0.240246808  0.846016893  0.671720643  0.405463801
MA16_Dca001859 AP2/ERF06 24.8799762  26.95237787 8382147179  11.12849977  13.83489118  7.928898593
MA16_Dca001938 AP2/ERF07 0.608073067  0.554263459  2.452174314 1.22659189  0.186986812  0.987603052
MA16_Dca002039 AP2/ERF08 23.67698611  25.71782451  24.22975743  35.56236369  33.98546356  45.93445064
MA16_Dca002334 AP2/ERF09 2.570518869  2.506898032  0.761148908  1.579490254  0.972865127  1.192832345
MA16_Dca002515 AP2/ERF10 0 0.132840003  0.587711199 0 1.478895697  0.743908792
MA16_Dca002518 AP2/ERF11 0 0 3.07891719 0.0874375 1.11077827 1.2571643
MA16_Dca003321 AP2/ERF12 61.92752085  61.09980047  54.77030331  54.43934788  46.43467124  44.8201197
MA16_Dca003385 AP2/ERF13 10.00226421 9.11933063 1.451286839  1.437365435  1.825983462  2.173782461
MA16_Dca003422 AP2/ERF14 0 0.073062001 0 0 0.180753919  0.068191639
MA16_Dca003553 AP2/ERF15 108.8277056  119.5607467  51.25681244  106.8151263  96.44512651  111.0549554
MA16_Dca003726 AP2/ERF16 0.795796137  1.137519161  1.066695827  1.179868174  0.825906366  0.877049392
MA16_Dca003949 AP2/ERF17 19.90608035  25.94658793  14.58217141  10.19973175  15.56379246  10.50713124
MA16_Dca003950 AP2/ERF18 6.979005809  5.613017254  9.947361874  8.695173619  6.627643678  8.334533693
MA16_Dca004012 AP2/ERF19 8.575750481  10.21945132  3.630508603  3.196162766  4.60446824  3.095182618
MA16_Dca004231 AP2/ERF20 0.087970661  0.218688984 0 0.319414541  1.082064274  0.714388602
MA16_Dca004232 AP2/ERF21 69.33799614  76.67814409  53.74984807  93.48157475  101.7356199  95.20826465
MA16_Dca004258 AP2/ERF22 23.5937314  21.51899602  11.02977997  18.78157502  10.71243631  16.59422668
MA16_Dca004554 AP2/ERF23 0 0 0 0 0 0
MA16_Dca004576 AP2/ERF24 6.984998944  6.218269613  16.86988533  12.62386885  12.04586333  13.63335037
MA16_Dca004577 AP2/ERF25 3.870066982  3.226460648  2.141177754  2.856078926  3.845968412  2.190096445
MA16_Dca004580 AP2/ERF26 7243891189  6.936342711  12.39314653  9.936310435  10.97273787  11.20493326
MA16_Dca004865 AP2/ERF27 17.29151322  17.77285372  10.61616323  31.03431682  33.00566552  24.73213341
MA16_Dca005005 AP2/ERF28 109.1913988  120.1265106  91.18718738  76.18354105  108.5660705 66.9632866
MA16_Dca005355 AP2/ERF29 0.598689224  0.347270007  0.823067767  0.772904322  0.613670711  0.601938544
MA16_Dca005447 AP2/ERF30 3.51441632  4.368298029  0.703625215  1.321482851  1.993539259  1.029171971
MA16_Dca005472 AP2/ERF31 0 0 0 0.120859556  0.383840367 0.1158468
MA16_Dca005593 AP2/ERF32 0 0 0 0 0 0
MA16_Dca005811 AP2/ERF33 130.9589914  126.5905482  204.403001 152.7866222 172.371336 127.7961833
MA16_Dca005958 AP2/ERF34 0.508549498  0.632109451  0.599267318  0.615501054  0.893614878  0.168563603
MA16_Dca006007 AP2/ERF35 0.226871706  0.140996845  0.623798729  0.068646108  0.348823351 0.06579895
MA16_Dca006176 AP2/ERF36 0.075623902 0 0.727765184  0.27458443 0 0.350927734
MA16_Dca006212 AP2/ERF37 62.85521285  65.83148306  22.09887768  24.19406078  38.65685396  18.58833451
MA16_Dca006263 AP2/ERF38 2.125756806  3.082615952 1.2176893 0.536003853  0.408553377  0.513772625
MA16_Dca006394 AP2/ERF39 18.79135801  18.33399599  17.13009791  29.75379723  16.87977999  28.91041375
MA16_Dca006431 AP2/ERF40 0.753302169  1.248438083  0.086302251  0.075977245  0.579114496  0.145652045
MA16_Dca006653 AP2/ERF41 18.91721104  21.95200021  7.212895589  26.02589681  31.69907291  20.31721185
MA16_Dca007398 AP2/ERF42 4.103782665  3.380802576  4.198556759  3.754004847  4.402124952  4.650116215
MA16_Dca007407 AP2/ERF43 30.31097788  35.63145123 62.8405104 45.4159473  39.19121088  59.44497759
MA16_Dca007470 AP2/ERF44 56.38460784  61.7806744  55.01993481  59.93488394  45.98516751  61.78614978
MA16_Dca008681 AP2/ERF45 1.296493065  0.661126594  0.137107433  1.609389462  1.533387998  1.388374764
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