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Figure S4. Microbial composition in FMT donors and recipients.
Bar plot of phylogenetic composition of phyla-level (a), class-level (b), and genus-
level (c) bacterial taxa in PBS-treated rats and DHEA-treated rats.
Bar plot of phylogenetic composition of phyla-level (d), class-level (e), and genus-

level (f) bacterial taxa in FMT recipients.



