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Confirm that:

The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

Sample sizes were 2 or 3 for most experiments as per the standards of the field (e.g. Chavez, Nat. Methods, 2015).

No data are excluded.

Data were analyzed over multiple biological replicates. The results were reproducible over at least two independent experiments.

HEK293T cells and their derivatives were used. As we performed experiments with a cell line with defined genetic background, there were no
need for randomization.

The investigators were not blinded. As we performed experiments with a cell line with defined genetic background, there were no need for
blinding.

HEK293T: American Type Culture Collection

HEK293T Cells are authenticated by ATCC by short tandem repeat profiling.

Cells are tested negative for Mycoplasma contamination

None of the commonly misidentified cell lines are used for this study.




