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Laboratory animals

No sample size calculation performed. Experimental tsetse transmissions were repeated as necessary to obtain large numbers of cells for
analysis and generate meaningful results, generally >100 cells.

Trypanosomes with cell morphologies that could not be categorized were excluded from the analysis; it is stated in the text and/or table
legends where this was done.

Experiments were repeated with different trypanosome strains and with different recombinant clones. In addition, each set of image data
derives from several replicate tsetse transmission experiments.

Tsetse transmission experiments were carried out batch-wise, depending on the availability of newly emerged flies. Conditions for infection,
maintenance and dissection were kept as consistent as possible.

Blinding was not relevant to the study as there were not negative control groups of infected flies or different treatment groups.

Trypanosome cell lines (1738, J10) were sourced from the Bristol Trypanosome Research group (Wendy Gibson, School of
Biological Sciences, University of Bristol, UK). Other genetically modified trypanosome clones (TREU 927, STIB 247) were
obtained from Eva Gluenz and Keith Gull (Sir William Dunn School of Pathology, Oxford University, Oxford, UK).

Recombinant trypanosome lines were cloned and their ability to complete the tsetse transmission cycle was confirmed
before experiments were done.

Not tested. Commercial FCS used in media preparation was negative for Mycoplasma contamination.

No commonly misidentified cell lines were used in this work.

Tsetse flies (Glossina pallidipes) male and female adult flies. Sourced as pupae from laboratory colonies maintained at IAEA, Vienna,
Austria.




