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Validation

Source data for main figures and supplementary figures are provided with the paper. The sequences of the genes cloned in this paper have been deposited in the
GenBank database (accession nos. MN433061–MN433082). RNASeq raw data used to assemble the transcriptome have been deposited in the sequence read
archive (SRA) database (Accession Number: PRJNA716471). Other data that support the findings of this study are available from the corresponding author upon
request.

No statistical methods were used to predetermine sample size. Sample sizes were chosen based on previous studies and literature using
similar methods.

Data points were excluded when there was a technical mistake during the experiment.

We performed all experiments with at least three biological replicates. All attempts at replication were successful.

Samples were assigned to different experimental groups randomly.

Due to the nature of the experimental design blinding was not practical in this study.

Anti-His (C-Term)-HRP Antibody was purchased from Novex, Life technologies, under LOT number 2146784, REF number 46-0707.

The antibody is commercially available and was validated by the manufacturer.




