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- A list of figures that have associated raw data
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Antibodies
Antibodies used

All lipidomics data are reported in Supplementary Data File 1 and have been deposited to the Metabolights database where they are available under accession
number MTBLS2444. All other data are available in the main article or the Supplementary Information files.

Numerical source data for Figs. 1–7 and uncropped versions of blots and gels are provided in the Source Data File.

Sample sizes were not chosen based on pre-specified effect size but selected based on commonly adopted standards in the field, resulting in
statistically meaningful comparison , Multiple independent experiements were carried out using several sample replicates as detailed in the
figure legends and Data reproducibility section within methods.

No samples were excluded from analysis.

All experiments were carried out under standard and clearly defined conditions, and were replicated successfully by at least one researcher
and all attempts of replication were successful. The number of replicates of each experiment is specified in the corresponding figure legend
and data and reproducibility section within the Methods.

No animals have been used for this study, and No randomization was needed for the experiment with cultured cell line as cells were passaged
in the same step from one parental cell dish for all groups in each experiment.

Immunofluorescence images were captured blindly by selecting cells in the DAPI channel ( when available ) or the GM130 channel when

OSBP localisation was monitored. Cells for immunoblots and lipidomics, or samples for liposome binding assays were not collected or
processed blindly since knowledge of the characteristic of each sample is necessary for data generation.

For analysis the person who did the analysis was the experimenter, so he/she knew the conditions that were analysed.

All information regarding antibodies (supplier name, catalog number, application, dilution etc). are provided in a separate table
(Table 1)
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