
 

 

S5 Fig. Gene family characteristics in the genomes of Yap hadal snailfish (YHS) and other 

representative vertebrates. Gene family clusters were determined by OrthoMCL v 1.1. For each 

species, the longest transcript for each gene was retained, whereas the genes encoding a protein 

consisting of less than 30 amino acids were removed. 

 

 

 

 

 

 

 

 

 

 


