
S5 Table. CEGMA evaluation of the genome assembly. 

Species 

Complete Complete + Partial 

Prots Completeness (%) Prots Completeness (%) 

Yap hadal snailfish  222 89.52 228 91.94 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


