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Figure S1. Early Dysphagia by RT Sensitivity. Mean doses to structures associated with early dysphagia versus 
early dysphagia outcomes for 36 patients are plotted. For a particular metric, patients were identified as 
sensitive if they received low dose (defined as a mean dose less than the 1st quartile dose value for the entire 
cohort) yet had poor outcomes (grade 2-5). Patients were identified as insensitive if they received high dose 
(defined as a mean dose greater than the 3rd quartile dose value for the entire cohort) yet had good outcomes 
(grade 0-1). Patients who were supersensitive or insensitive for more than two structures were selected as 
overall supersensitive or insensitive for further genetic analysis. Only 1 patient was identified as overall 
supersensitive and 8 patients were identified as overall insensitive. Thus a larger overall cohort is needed to 
investigate genetic differences between supersensitive and insensitive patients for this outcome. 
 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Late Xerostomia by RT Sensitivity. Mean doses to structures 
associated with late xerostomia versus late xerostomia outcomes for 36 
patients are plotted. For a particular metric, patients were identified as 
sensitive if they received low dose (defined as a mean dose less than the 1st 
quartile dose value for the entire cohort) yet had poor outcomes (grade 2-5). 
Patients were identified as insensitive if they received high dose (defined as a 
mean dose greater than the 3rd quartile dose value for the entire cohort) yet 
had good outcomes (grade 0-1). Patients who were supersensitive or 
insensitive for more than two structures were selected as overall 
supersensitive or insensitive for further genetic analysis. Only 1 patient was 
identified as overall supersensitive while 2 patients were identified as overall 
insensitive. Thus a larger overall cohort is needed to investigate genetic 
differences between supersensitive and insensitive patients for this outcome. 
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Table S1. Differentially altered genes. 



 

 

 

 

 

 

 

Table S2. Supersensitive group gene variants. 



 

 

 

Table S3. Gene variants. 


