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Supplementary Figure S1
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Supplementary Fig. S1. The microbial composition of the tumour and non-tumour regions of primary or
metastatic liver cancers.

The microbial composition of the negative controls (N. C.), and the tumour (T) and non-tumour (NT) regions
of primary or metastatic liver cancers.



Supplementary Figure S2
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Supplementary Fig. S2. The beta diversity of the microbiota in the tumor and non-tumor regions of

primary or metastatic liver cancers.
(a-d) Principal component analysis of weighted UniFrac distances (a, c) or Bray-Curtis distances (b, d) among

the microbiota in the non-tumor and tumor regions of primary (a, b) or metastatic liver cancers (c, d).
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Supplementary Fig. S3. The beta diversity of the microbiota in the tumor and non-tumor tissues of viral

or NBNC HCC.

(a-d) Principal component analysis of weighted UniFrac distances (a, b) or Bray-Curtis distances (c, d) among
the microbiota in the non-tumor and tumor regions of viral (a, c) or NBNC HCC (b, d).



