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Validation

The following accession codes and identifiers are used in the work:

Amino acid sequence of VAR2CSA extracellular fragment from genotype FCR3: Genbank GU249598

Cryo-EM: VAR2CSA DBL1-ID3 apostructure: EMD-12017 and PDB-ID 7B52

Cryo-EM: VAR2CSA:CS complex structure DBL1-ID3: EMD-12018 and PDB-ID 7B54

Cryo-EM: VAR2CSA:CS complex structure DBL5-DBL6: EMD-12477 and PDB-ID 7NNH

LC/MS FPOP data: ProteomeXchange server accession number PXD02154

VAR2 sequences for alignment analysis were extracted from the var database, varDB PF3K (vardb.org).

Complete Cryo-EM statistics are indicated in the method section, table S1-S2 and figure S5-S6

Complete Cryo-EM statistics are indicated in the method section, table S1-S2 and figure S5-S6

VAR2CSA ectodomain was expressed and purified multiple times. Multiple Cryo-EM grids were prepared and frozen, data was collected for
one selected grid of the apostructure and one grid of the VAR2CSA:plCS complex

Extracted particles were randomly assigned to calculate gold-standard FSC

No blinding was applied

V5-tag Monoclonal Antibody, FITC (Invitrogen 46-0308)

Highly specific and sensitive antibody for detection of V5-tagged proteins by direct binding to the following amino acid seq:
GKPIPNPLLGLDST. The antibody has been validated by testing binding against Positope(TM) control protein.




