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Relying on early modelling of the COVID-19 epidemic in France, which estimated an expected overall prevalence of 3% as of 28 March 2020,
we calculated a target sample size of 3,500 per collection period, with a margin of error of 0.55%.

We excluded samples from Mayotte Island (smallest French overseas region) from the analysis due to an insufficient number of available sera.

Our findings cannot be replicated using the same study design as serum samples from routine clinical laboratory activity are discarded weekly
or monthly. Our study results were obtained from residual sera collected and stored in biobanks and specifically sampled for the purpose of
this research.

There was no allocation in experimental groups per se in this study. However, we randomly sampled available sera at the biobanks. Sampling
was stratified by sex, 10-year age groups (0-9 years to !80 years) and region of Metropolitan France to ensure the precision described above.

Blinding was not relevant to the study as all specimens were collected for routine clinical purpose, independently of this research and without
(intervention) group allocation. No clinical data were collected which might allow a differential treatment by investigators.

Anti-human IgG VhH were developed in-house at the Institut Pasteur. They have been previously described in Anna et al European
Journal of Immunology . 2020 Dec 1 doi: 10.1002/eji.202049058; Sterlin et al Science Translational Medecine DOI:10.1126/
scitranslmed.abd2223

Individual test characteristics were assessed using sets of pre-pandemic sera collected before 04/09/2019 and sera from hospitalised
cases of COVID-19 confirmed by RT-PCR. Details are given in the methods section and Figure S1.
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