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Radius (nm) 2.54±0.01

%PD 4.7±1.1

Mw (kDa) 29.75±0.43
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Radius (nm) 2.59±0.01

%PD 4.3±0.8

Mw (kDa) 31±0

Radius (nm) 2.69±0.01

%PD 9.0±1.1

Mw (kDa) 34.25±0.43
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Fig. S1. Dynamic light scattering results of the purified proteins from Process-1 (A), Process-2 (B), and Process-
3 (C). Measured Stokes radii, polydispersity (PD), and molecular weights (Mw) are shown as an average ± SD 
from four independent measurements. 
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