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Tripartite 
Attachment 
Complex 

Basal Body Transition Zone  Central Pair Radial Spokes Microtubule Inner 
Proteins Ruler Dynein Regulatory 

Complex Docking Complex Dynein Heavy 
Chain 

Intraflagellar 
Transport 

Flagellar 
Connector 

Tb927.4.16101 
Tb927.5.8302 
Tb927.7.23903 
Tb927.7.57002 
Tb927.10.157504 
Tb927.11.32905 

Tb927.1.35606 
Tb927.5.24406 
Tb927.7.34107 
Tb927.7.62506 
Tb927.7.68406 
Tb927.8.10807 
Tb927.8.60708,9 
Tb927.10.28606 
Tb927.10.59906 
Tb927.10.76006 
Tb927.10.106906 
Tb927.10.141106 
Tb927.11.65606 
Tb927.11.88606 
Tb927.11.89206 
Tb927.11.116506 
Tb927.11.137006 

Tb927.3.142010 
Tb927.4.240010 
Tb927.5.447010 
Tb927.7.75010 
Tb927.9.464010 
Tb927.9.849010 
Tb927.10.700010 
Tb927.10.1184010 
Tb927.10.1213010 
Tb927.11.38010 
Tb927.11.575010 
Tb927.11.1664010 

Tb927.1.267011 
Tb927.10.1396011 

Tb927.3.289012 
Tb927.3.369012 
Tb927.7.691012 
Tb927.8.81012 
Tb927.11.115012 
Tb927.11.1302012 
Tb927.11.1369012 
Tb927.11.1868012 

Tb927.3.106013 
Tb927.3.231014 
Tb927.5.295013 
Tb927.8.464013 
Tb927.9.994014 
Tb927.10.769013 
Tb927.11.143013 

Tb927.8.820015 
Tb927.10.1125015 

Tb927.5.50016 
Tb927.5.227016 
Tb927.6.503016 
Tb927.8.502016 
Tb927.9.1505017 
Tb927.10.635016 
Tb927.10.788016 
Tb927.11.336018 
Tb927.11.724019 
Tb927.11.794016 
Tb927.11.1043016 

Tb927.8.440020 
Tb927.5.190020 
Tb927.7.566020 
Tb927.11.1609020 

Tb927.2.527021 
Tb927.3.93021 
Tb927.4.56021 
Tb927.4.87021  
Tb927.7.92021 
Tb927.8.325021 
Tb927.10.535021 
Tb927.11.243021 
Tb927.11.325021 
Tb927.11.816021 
Tb927.11.1122021 

Tb927.3.111022 
Tb927.3.300022 
Tb927.3.549023 
Tb927.3.555022 
Tb927.6.310024 
Tb927.6.329023 
Tb927.7.337022 
Tb927.10.45022 
Tb927.10.117023 
Tb927.10.264022 
Tb927.10.1131023 
Tb927.10.1498023 
Tb927.10.1499023 
Tb927.11.174023 
Tb927.11.1683025 

Tb927.1.271026 
Tb927.3.496026 
Tb927.8.94026 
Tb927.8.754026 
Tb927.10.89026 
Tb927.11.134026 
Tb927.11.815026 
Tb927.11.447026 
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