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Online Resource 4 a: Regression Model of the Four Tested Bioprocess Setpoints The
regression model compares doublings compared by our four process setpoints. We show a strong
regression line with b: summary of fit (R> = 0.97), ¢: ANOVA table (P < 0.001) and actual
values. This model provides the basis for Fig 4C within the manuscript d: doubling bar graphs



and e: doubling values for individual flasks by bioprocess setpoints Online Resource 4 was
created using JMP Pro v. 14



