Supplementary figure

Phylogeny- and abundance-based metrics allow for the consistent comparison of core gut

microbiome diversity indices across host species

Figure S1) The effect of read depth (post filtering) on diversity scores per species and per

diversity measure. The figure shows the correlation coefficient (Spearman’s rho) between

sample read depth and sample diversity, coloured by species and shaped by whether the

correlation was significant. The grey smoothed line shows average values when species are

considered together.
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Prevelance threshold

Species
Human_AGP
Meerkat
Deer
Spinyrat
Caroliia
Mouselemur
Flamingo
Stint
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