
Genome-wide identification of the tea plant bHLH 
transcription factor family and discovery of candidate 

regulator of trichome formation
‘Supplemental Information’

Renjian Liu, Yuyuan Wang, Song Tang, Jiarong Cai, Shaoqun Liu, Peng Zheng, Binmei Sun

March 14th, 2021

1



Contents

Figure S1. The multiple alignment of CsbHLH conserved domain. 3

Figure S2. Phylogenetic tree of the bHLH family in Camellia sinensis L., 
Arabidopsis thaliana, Actinidia chinensis and Oryza sativa L.. 4

Figure S3. Conserved motifs and gene structure distributions of CsbHLH gene family. 5

Figure S4. The expression pattern of CsbHLHs of cluster 1, cluster 3 and cluster 5 
in different tissues. 6

2



basic helix1 loop helix2
CsbHLH001
CsbHLH046
CsbHLH030
CsbHLH051
CsbHLH126
CsbHLH075
CsbHLH058
CsbHLH061
CsbHLH114
CsbHLH004
CsbHLH060
CsbHLH017
CsbHLH128
CsbHLH038
CsbHLH091
CsbHLH054
CsbHLH005
CsbHLH013
CsbHLH062
CsbHLH066
CsbHLH132
CsbHLH009
CsbHLH028
CsbHLH086
CsbHLH041
CsbHLH078
CsbHLH045
CsbHLH125
CsbHLH024
CsbHLH133
CsbHLH033
CsbHLH112
CsbHLH034
CsbHLH129
CsbHLH070
CsbHLH062
CsbHLH103
CsbHLH099
CsbHLH052
CsbHLH010
CsbHLH048
CsbHLH032
CsbHLH053
CsbHLH011
CsbHLH069
CsbHLH116
CsbHLH036
CsbHLH107
CsbHLH109
CsbHLH096
CsbHLH029
CsbHLH089
CsbHLH008
CsbHLH050
CsbHLH064
CsbHLH094
CsbHLH074
CsbHLH026
CsbHLH119
CsbHLH027
CsbHLH071
CsbHLH121
CsbHLH073
CsbHLH084
CsbHLH003
CsbHLH035
CsbHLH067
CsbHLH025
CsbHLH031
CsbHLH111
CsbHLH068
CsbHLH076
CsbHLH002
CsbHLH063
CsbHLH019
CsbHLH079
CsbHLH106
CsbHLH130
CsbHLH043
CsbHLH044
CsbHLH007
CsbHLH012
CsbHLH042
CsbHLH101
CsbHLH095
CsbHLH104
CsbHLH015
CsbHLH098
CsbHLH127
CsbHLH081
CsbHLH023
CsbHLH118
CsbHLH014
CsbHLH093
CsbHLH117
CsbHLH072
CsbHLH105
CsbHLH022
CsbHLH083
CsbHLH115
CsbHLH090
CsbHLH020
CsbHLH134
CsbHLH085
CsbHLH021
CsbHLH131
CsbHLH037
CsbHLH097
CsbHLH088
CsbHLH124
CsbHLH018
CsbHLH122
CsbHLH049
CsbHLH056
CsbHLH077
CsbHLH120
CsbHLH047
CsbHLH102
CsbHLH087
CsbHLH100
CsbHLH123
CsbHLH092
CsbHLH039
CsbHLH080
CsbHLH108
CsbHLH059
CsbHLH113
CsbHLH016
CsbHLH006
CsbHLH057
CsbHLH110
CsbHLH040
CsbHLH082
CsbHLH055

Figure S1. The multiple alignment of CsbHLH conserved domain. The conserved amino acids with
more than 33% identify are shown in blue. The conservation ratio of them increased with deepening colour.
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Figure S2. Phylogenetic tree of the bHLH family in Camellia sinensis L., Arabidopsis thaliana, Actinidia chinensis 
and Oryza sativa L.. The different-coloured branches indicated different groups of bHLH proteins. 
Red circle, green triangle, yellow rect and blue star represented bHLH proteins in Actinidia chinensis, Camellia sinensis L.
Oryza sativa L. and Arabidopsis thaliana, respectively.
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Figure S3. Conserved motifs and gene structure distributions of CsbHLH gene family. 
The phylogenetic tree included all identified CsbHLHs was constructed using Neighbor-joining method. 
The yellow and green boxes indicated CDS and UTR of CsbHLHs (Left). 
Different coloured boxes represented different motifs (Right).
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Figure S4. The expression pattern of CsbHLHs of cluster 1, cluster 3 and cluster 5 in different tissues. The RPKM values 
were downloaded from the Tea Plant Information Archive (TPIA) and used to construct the heat map.
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