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CsbHLHO001 LPAKNLMAE R KKLNDRLYMERSVVPKS -KMDRASILGDA I EYLKE LQK I KDL
CsbHLHO046 LPAKNLMAE R KKLNDRL YL RSVVPKS - KMDRAS I LGDAVEYLKE LQK I SDL
CsbHLHO030 LPAKNLMAE R KKLNDRLYMERSVVPKS -KMDRASILGDA I EYLKE LQRI NDL
CsbHLHO051 QPSKNLMAE R K RLNDRLSMERSVVPKS -KMDRTSILGDT I DYMK E LERI NNL
CsbHLH126 QPSKNLMAE R KRLNDRLSMERSVVPKS -KMDRTSILGDT I DYMK E LERI NNL
CsbHLHO075 QPSKNLMAE R K RLNDRLLMERSIVPKS-KMDRTSILGDT I DYMK E LEKVKNL
CsbHLHO058 QPSKNLMAE R KRVNDRLLMERSI VPKSKQMDRTSILGDT I GYMKE LEKVKTL
CsbHLHO061 AASKNI VSE N KKLNDRLFAERERAVVPKS -KMDKAS I I KDA I DY I QE HEQERRI
CsbHLH114 AASKNI VSE N KKLNERLFAERSVVPNS -KMDKASI IKDA I DY I QE HEQEGR I
CsbHLHO004 A -QDHVVAE K EKLSQRF I AESALVPGK -KLDNASVLGNAIKYI KEEQEHVKKH
CsbHLHO060 V - QDRVMAE K EKLSQRF I AESAMVPGK -KMDKASVLGDA I KYLKHEQEHVKLL
CsbHLHO017 SNQDHI I AE K EKLSQRF I AESAI VPGK -KMDKASVLGDA I KYLKQEQERVKTL
CsbHLH128 NNQDHI MAE K EKLSQRF I AESA I VPGK -KMDKASVLGDA I KYLKQ EERVKTL
CsbHLHO038 A -RNHILAE K ERLNQKL I SESTL IIPGK-KMDKASI LODA I  KY I  KHEQEHVQTL
CsbHLHO091 A -ENRILAE K ERLNQKL ICESAL I PSK-KMDKASILEDAIEY KaObBEKEHVQTL
CsbHLHO054 A -KNHVYVAE K EKLNQKL | ABEBSAL IIPGK-KMDKASILVDATNY KQEGERVQTL
CsbHLHO005 -PLNHVEAERQ EKLNQRFYAERAVVPNS -KMDKASLLGDA I SY I NE KSKLQTS
CsbHLHO013 -PLNHYVEAERQ EKLNQRFYS RAVVPNS -KMDKASLLGDA I AXY I NE KSNLQAA
CsbHLH062 PPV NHVQAERQ EKLNNRFYAERSVVPNS -RMDKASLLADAVSY I KE KAKVGEL
CsbHLHO066 PPV NHVQAERQ ERLNNRFYAERSVVPNS -RMDKASLLADAVSY I KE KAKYVYEEL
CsbHLH132 PP I NHVQAERQ EKLNNRFYAERSVVPNS -RMDKASVLADAVSY I KE KAKVGEL
CsbHLHO009 TP I NHVEAERQ EKLNHRFYAERSVVPNS -RMDKASLLADAVAY I KE KAKTEEL
CsbHLHO028 -PLNHVEAERQ EKLNHRFYAERAVVPNS -RMDKASLLSDAVSY I NE KAKVEEL
CsbHLHO086 -PLNHYVEAERQ EKLNHRFYAERERAVVPNS -RMDKASLLSDAVSY I NE KNKVYEDL
CsbHLH041 -PLNHVEAERQ EKLNQRFYAERERAVVPNS -KMDKASLLGDA I AY I TE EKKLKVM
CsbHLHO078 -PLNHVEAERQ EKLNQRFYAERERAVVPNS -KMDKASLLGDA I AY | TEEQRKLKDM
CsbHLHO045 -PLNHVEAERQ EKLNQRFYAERERAVVPNS -KMDKASLLGDA I TY I TDEQKKIRIL
CsbHLH125 -PLNHVEAERQ EKLNQRFYALERAVVPNS -KMDKASLLGDA I TY I TDEQRKIRIL
CsbHLHO024 Il DSNHVL S E R EKINKRFSVEGSLVPSS - KVNKVSILDNTIKYLKDEERRVEEL
CsbHLH133 |l YVQCAFPEKR D- - -EKFLVERSMVPSS-KIDKASILGEA I EYLKE EARVEEL
CsbHLHO033 LSANHVLAE R EKLNERFYVI RSLVPFT-KMDKASILGDT I EYVKOQERKK I LDL
CsbHLH112 LSANHVLAE R EKLNERF I I RSLVPFT-KMDKASILGDT I EYvVKOQOERKK I QDL
CsbHLHO034 ALKSHSEAE R ERI NAHLAT RGLVPCEK-MDKATLLAEVISQVKQEKKTATES
CsbHLH129 ALKSHSEAE R ERINAHLTT RGLVPCDK-MDKAALLAEVVSHVKQ KKTATET
CsbHLHO070 ALRNHSEAE R ERI NGHLAT RSL I PGNK-MEKASLLAEV I NNLKE RRNAAEA
CsbHLH062 ASKSHSEAE R ERI NNHLAKERSLLPSTK-TDKASLLAEVIQHVKE KRQTSL I
CsbHLH103 ASKSHSEAE R ERI NNHLAKERSLLPSTK-TDKASLLAEVIQHVKE KRQTSL I
CsbHLHO099 ASKSHSEAE R ERINNHLAKERSLLPSTKQTDKASLLAEV IQHVKE KRQTSVI
CsbHLHO052 ASKNHKEAEKR QK I NSHLDKERTLLPCSK-TDKASLLAKVIQRVKE KQQT SEL
CsbHLHO010 QRMTHI AV E N KQOMNEYLSVERGLMPEYVRGDQOQAS I IGGA I NYVKE EQKLQSL
CsbHLH048 QRMTHI AV E N KLMNEYLSS RGLMPDYVRGDQASI|I IGGA I NYVKE EQKLQFL
CsbHLHO032 QRMTHI AV E N KQMNEYLAV I RSLMPAYVRGDQAS I IGGA I NFVKE EQLLQTL
CsbHLHO053 QRMTHI AV E N KQMNEYLAV I RSLMPAYARGDQAS I IGGA I NFVKE EQLLQTL
CsbHLHO11 QRMAHI TVE N KQI NNYL SL RSFMPPYSRGDQAS I VGGA I NFVKE EQLLQVL
CsbHLHO069 QRMTHI AV E N KQOMNEHLAVERSLMPEYVRGDOAS I VGGA |l EYVEKE ERLLQSL
CsbHLH116 QRMIHI AV E N KQOMNEHLAVERSLMPEYVRGDQAS I VGGA | EYVKE EHLLQSL
CsbHLHO036 QRMTHI AV E N RQMNDHL TS RSLMPSY I RGDQASI|I IGGA I DF L KE EQLLQSL
CsbHLH107 QKVSHI TVE N KQMNENL SVERSLMPSYVRGDQAS I IGGVVDY I NEEQQVLHSL
CsbHLH109 QKVSHITVE N KQMNEHL S | RSLMPCYVRGDQAS I IGGVVDY I NEEQQVLQSL
CsbHLHO096 QNMSH I AV E N RQOMNEHLKVERSLTPCY I RGDQAS I IGGVII EF I KE HQVLQSL
CsbHLHO029 DHE I HIWTE E KKMRNMFSN HALLPHPPKADKST IVDEAVTHIKSEQQTLAQKL
CsbHLHO089 DHETHIWTE E KKMRNMFSN HALLSHPPKADKST IVDEAVTHIKSEQQTLAQKL
CsbHLHO008 NDRKT I EKN - NQOMKTLYSKEHSLVHP--AMSLTDQ I DEAANY KKEQKNLEKL
CsbHLHO050 TDRKT I EKN - - NHLKSLYSKEHSLVPH--AMPLPDQLEEAANY KKEEEELEKM
CsbHLHO064 LDRKLVERN - - |l HMKGLCFKETSL I PPHFML SQQDQL DQAAEY I KQ KERI EEL
CsbHLH094 LDRKTVERN - - Il HMKALCVKIETSL I PPHF - - - - - - - - - -AATY KQEKER I EEL
CsbHLHO074 LDRNEI EKS - - LQLKDLYSKEASL I PN--GLPLRDMLKQATKYVVE KQNVEEL
CsbHLHO026 Il VHKE | ERK - - QEMGNLHAS RSLLPLYI - -SMSDHIT QESVNY I KHEEKNI KQL
CsbHLH119 IMHRD I ERL - - QEMATLHAS RSLLPLYI --SI SDHIHESVNY I  KHEQKK I KEM
CsbHLHO027 I NRSD I ERK - - REMSTLYAS RSELPLYI - -STSDHMEEAVNY I KNEEKNIQQL
CsbHLHO071 LQ-HL IDHNIRSSSSSLRSLSLDSSEVSPFLNYLSEPPTEAPTEQTLRQESTS I SPL
CsbHLH121 LPPHPTDQNRSSSSSLRSLSTDSPEPSPFFNYLPEPPMESNIEQALRPISTS I SPL
CsbHLHO073 VAAEGGKSTDPNTPRSKHSATEQREL IPHDQKRDKASFLLEVIEY I I QYEQEKVHKY
CsbHLH084 VVG - —~-GKSTDPNNPRSKHSATEQRDVIPHDQKRDKASFLLEVTEY I QYEQEKVHKY
CsbHLHO003 - - - =-=-=-VKSTDTNAVRSKHSETEQRDL I PQDQKRDKASFLLEVIQY QFEQEKLQMY
CsbHLHO035 - - -=---KHCFMANSCASHDYTSRTNL IPHDQKRDTASFLLEV IEYVQYLQEKVQKY
CsbHLHO067 - = = = = = = = = = = = = = = = = == - - I NEELIPHDOQKRDTASFLLEV I EHVQYLQEKVQKY
CsbHLHO025 - - - - - - KACIRL DRLNDKFVEEREGILEPGPPKTDKAAILVEAIRLVIQERGDAQKL
CsbHLHO031 - - - - - -KACRL DKLNDKFMEEGILEPGPPKTDKAAILVDAVRMVTQERSEAQKL
CsbHLH111 - - - - - -KACRL YKLNERFLEEGVLEHGPPKTDKAAILSDAVRMVTQERSEAQKL
CsbHLHO068 - - - - - -KADRL DRLNEQFLEEGVLDPDP - KNDKGSILTDT  IOMAKDE T TDQVNRL
CsbHLHO076 - - - - - -KADRL DRLNEHFLDEGA I DPDP -KNDKATILTDT IQVLEKDETAEVNRL
CsbHLHO002 AMDSHSL AERA EKI NKKMKCEQGCSKYVY - - - TGKAGMLEE I INYVQSEQRQ - - -V
CsbHLHO063 ATDSHSL AERYV EKI SERMKYEQGCNKI - - - TGKAGMLDE I I NYVQOQSEQRQ - - -V
CsbHLHO019 ATDSHSL AERYV EKISERMKLEQGCNKY - - - NGKALMLDE I I NYVQOQSEQRQ - - -V
CsbHLHO079 ATDSHSL AERV EKI SERMKLEQGCNKY - - - TGKALMLDE I|/[INY¥VQsSEQRQ - - -V
CsbHLH106 ATDSHSL AERYV EKISERMKFEQGCNKY - - - TGKAVMLDE I I NYVQOQSEQRQ - - -V
CsbHLH130 ATDSHSL AERV EKISERMKFEQGCNKY - - - TGKAVMLDE I I NYVQSEQRQ - - -V
CsbHLHO043 ATDKHSL AERYV EKI NNRLKREQGCYKS - - - MGMAAMLDE I I NYVHSEQNQ - - -V
CsbHLH044 ATDSHSL AERYV GKI  NERLRCEQGCYKT - - - MGMAVMLDE I I NYVQSEQNQ - - -V
CsbHLHO007 ATDSHSL AERA EKI NARMKLEQGCNKI - - -SGTAMVLDE I/l NHVQSEQRQ - - -V
CsbHLHO012 ATDSHSL AERA EKI NARMKLEQGCNKI - - -SGTAMVLDE I I SHVQSEQRQ - - -V
CsbHLH042 ATDNHSL AERYV EKIGERMKLEQGCDKY - - - TGKALVLDE I I SYVRSEQYQ - - -V
CsbHLH101 ATDSHSL AERYV EKISERMKMEQGCDKY - - - SGKALMLDE I I SYVaskEQNQ - - -V
CsbHLHO095 - - - - - - - - - -A EKISERMKVEQGCNKY - - -1 GKALVLDEI INY QSsSEQHQ - - -V
CsbHLH104 LV - ----VCQA EKI GERMKI QGCNKYV - - - IGKAL I LDE I I NYIlQs HHQ - - -V
CsbHLHO015 - - - - - - - - - -A EKI SERMK I QGCNKYV - - - Il GKALVLDE I INY I QsEQHQ - - -V
CsbHLH098 ATNSHSL AERYV ERISERMRLEQGCNKI - - -TGKAVMLDE I I NYVQSEQQQ - - -V
CsbHLH127 ATNSHSL AERYV ERISERMKLEQGCNKI - - - TGKAVMLDE I I NYVQOQSsSsEQQQ - - -V
CsbHLHO081 ATNSHSL AERYV EKI RERMKFEQGCSKI - - - TGKAVMLDE I INYVLSEQQQ - - -V
CsbHLHO023 SKDPQSVAARH ERI SERMRI QGGAK- - - - MDTASMLDEA I HY VK F KKQ - - -V
CsbHLH118 SKDPQSVAARH EKISERIRI QGG TK- - - - MDTASMLDEA I HYVKF KTQ - - -V
CsbHLHO014 SDDPQSVAARH ERISEKIRI QGGTK - - - - MDTASMLDEA I HY VK F KRQ - - - |
CsbHLH093 STDPQSVAARE HR I SDRFKVEQGGAK - - - - MDTVSMLEEA I HYVKF KTQ - - - |
CsbHLH117 STDPQSVAARE HRI SDKFKTEQGGAK - - - - MDTVSMLEEAIHYVKFEQTQ - - -1
CsbHLHO072 ATDPQSL YARR ERI NERLRI QNGTK - - - -VDISTMLEEAVHYVKFEQLQ - - -1
CsbHLH105 ATDPQSL YARK ERI NERLKII QNGTK- - - -VDISTMLEEAVQYVKFEQLQ - - -1
CsbHLHO022 ATHPRS | AERM TRISERMRKEQNMDK - - - QT NTADMLDLAVEY  KDEQKQ - - -V
CsbHLHO083 ATHPRS | AERYV TKI SERMRKEQNMDK - - - QT NTADMLDLAVEY  KDEQEQ - - -1L
CsbHLH115 ATHPRS I AERYV TRISERMRKEQNMDK - - - QT NTADMLDLAVEY KEEQKQ - - -Y
CsbHLH090 ATHPRS | AERYV TRISERMRKEQNMDKVASQTNTADML DLAVDY  KDEQKQ - - -V
CsbHLHO020 AAEVHNL SEKR RRINEKMKAEQNSNKT - - - - DKASMLDEA I EYLKQEQLQ - - -V
CsbHLH134 AAEAHNLSEKR SRINEKLKAEQNSNKT - - - -DKASMLDEA I DYLKQEQLQ - - -V
CsbHLHO085 RSSKRSRAAER SRINEKMKAEQNSNKT - - - -DKASMLDEA I EY L KQEQLQ - - -V
CsbHLHO021 AAEVHNL SE R DRI NEKMRAEQNCNKY - - - - DKASMLDEA I EYLKTEQLQ - - -V
CsbHLH131 AAEVHNL SE R DRI NEKMRAEQNCNKY - - - - DKASMLDEA I EYLKTEQLQ - - -V
CsbHLHO037 AAAV HNQSE R DRI NOKMKAEQNASKT - - - - DKASMLDEV I AYLKQEQAQ - - -V
CsbHLHO097 AAANHNQSE R DRI NOQOKMKAEQNSSKT - - - - DKASMLDEVII EYLKQEQAQ - - -V
CsbHLHO088 AAAV HNQSE K DK I NQORMKTEQNSSKT - - - - DKASMLDEV I EYLKVEQAQ - - -V
CsbHLH124 - - - - - - - - -QK DK I NQORMRTEQNSSKT - - - - DKASMLDEV I EYLKQOQOEQAQ - - -V
CsbHLHO018 ATDPHS I AE L ERI SERMKAEQSCNKT - - - - DKAAMLDE I LDYVKF RLQ - - -V
CsbHLH122 ATDPHS I AE L ERI AERMRAEQSCNKT - - - - DRAAMLDE I LDYVKF RLQ - - -V
CsbHLH049 ATDPHS I AE L ERIAERIRAEQNVNKT - - - -DRAAMLDE I VDYVKF RLQ - - -V
CsbHLHO056 ATDPHS I AE L ERI AERMKSEQNGNK - - - - - - =0 o 0 o o 0 0 0 = =0 =0 =0 = =0 = = = = = = = =
CsbHLHO077 KKKSHSEAESR KRINGHLAT RTLLPNIK—TDKASLLAEVVRRLRE.KKTTELT
CsbHLH120 GGGFKI T QENKSKKTRSEKCPSSSSFQQLSSVSSVEEPDSEA Il AHMKEMFYQAAFR
CsbHLH047 GRYNSKGVSHNGI SRLNSQLSFTRSLSHIEENENVANGI RTDNGHRKAAHSYTPSF
CsbHLH102 ATDSHSLAE.L EKI NEKLRSEQGCYKT - - - MGMAVMLDV Il KYvaskEQNQ - - - -
CsbHLHO087 NI NSHSQOQAEKR DRI NAQL S I RKL I PKD-KMDKAALLGSVVEHVKDEKRKME I S
CsbHLH100 ATDSHSL AERYV EKISERMRLEQSLVPGDKKTGKAL ILEEI I NYVQCEQNQQFLV
CsbHLH123 ATNSHSL AERYV EKI SERMKLEQGCSKVG - - - -KAVMLDE I INYVQSEQRQEFLS
CsbHLH092 ATHPRS | AERYV TRISDRI RKEQELVPND - -KMEQKV IVETADDWAYLQE | KAGYV
CsbHLHO039 PQSKNLVAE R KKLDARLYAERALVPKS-KLDKASI VGDA I EFVKE KKQKDLQ
CsbHLHO080 YQSKNLVTE K NR I KDGLFT RSLVPKS-KMDRASILGDA I EY I EDEQKAKKLAQ
CsbHLH108 SKDPQS I AAKN ERISERLKVEQELVPNS - KVDLVVTMLEKAISYVKFEQLQ - - - -
CsbHLHO059 DRSRTLYVSE K GRMKEKLYAERERALVPNT -KMDKASI VGDAVEYLQEEQMQRKLR
CsbHLH113 SRQRATATDRT MRI AERLDAEKELLPQKE -GGKASLLDDIIIDHIKYEQLQ - - - -
CsbHLHO016 KKLNHNASE D KKINSLYSS RSLLPADQKLSIPTTVSHVLKY I PEEQSEERLYV
CsbHLHO006 GTTKHCATDRQ EYMNDKYKAESHFNQTKNKSDRASVVGDA I EY | KE LRTVNEL
CsbHLHO057 VVMPQSTLARQ QR I SEKTRCEQKLLPWK-KMDMATMLEEAYKYVKFEQAQ - - - -
CsbHLH110 CLSAQT I AARQ RKITEKTQEEGKL IIPGOQ-KMNTAEMFQOAAFKY KFEQAQ - - - -
CsbHLHO040 TE I ENI QKE K EKMTEKFSVEQNLLPKLE --KERERLENLIIKKTLLPESMATHC
CsbHLHO082 RSYRHMI NE L ERQKHSYSG RSLLPPTK-SDKNS I IQVAVKEVQV.EKNKAEL
CsbHLHO055 VvVaoabCNETKGHVAOMPCVEGLVDVVNNFVPVP - -PSASNAFDILNTYVANEEVS - - - -

Figure S1. The multiple alignment of CsbHLH conserved domain. The conserved amino acids with
more than 33% 1dentity are shown 1n blue. The conservation ratio of them increased with deepening colour.



Figure S2. Phylogenetic tree of the bHLH family
and Oryza sativa L.. The different-coloured branches
le, yellow rect and blue star represented bHLH prote
thaliana, respectively.
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Figure S3. Conserved motifs and gene structure distributions of CsbHLH gene tamily.

The phylogenetic tree included all identified CsbHLHs was constructed using Neighbor-joining method.

The yellow and green boxes indicated CDS and UTR of CsbHLHs (Leftt).

Different coloured boxes represented different motifs (Right).
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Figure S4. The expression pattern of CsbHLHs of cluster 1, cluster 3 and cluster 5 1n different tissues. The RPKM values
were downloaded from the Tea Plant Information Archive (TPIA) and used to construct the heat map.



