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regulation of type 2 immune response -
regulation of T-helper 1 type immune response
regulation of cytokine production -
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protein modification by small protein conjugation or removal

protein modification by small protein conjugation -

positive regulation of T-helper 1 type immune response
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negative regulation of type 2 immune response -
negative regulation of cellular process -

negative regulation of cellular metabolic process -
mitochondrion morphogenesis -
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intracellular organelle lumen A

folic acid—containing compound metabolic process -
DNA metabolic process

cytosol 1

cytoplasm -

cytokine production
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