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3. Supplementary documents provided with the manuscript include:

• Supplementary Material (Supplementary Figures, Table and References).

• Supplementary Data 1 (Excel file of source data underlying the graphs and charts presented in the main figures).

• Supplementary Data 2 (Full blot/gel images).

• Supplementary Data 3 (Clinical information related to esophageal adenocarcinoma (ESCA) dataset GSE19417).

• Supplementary Data 4 (Clinical information related to esophageal adenocarcinoma (ESCA) TCGA dataset).

For biological tests, triplicates were used to be able to measure the variance. For integrated genomics, 11 normal and 88 esophageal
adenocarcinoma patient samples in The Cancer Genome Atlas were used.

No data exclusion has been done.

Triplicates were used to reproduce the experiments and measure the variance.
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RPA2 [p Ser4, p Ser8] Antibody: Novus biologicals (NBP1-23017),

Phospho-Histone H2A.X (Ser139) (20E3) Cell signaling technologies (9718)

GAPDH (14C10) HRP Conjugate Cell signaling technologies (3683)

All the antibodies used were suggested by the manufacturers product description to react specifically with the target protein

FLO-1, OE19 and OE33 were from Sigma Aldrich Corporation.

HEsEpiC cells were purchased from ScienCell Research Laboratories

Cell lines were freshly purchased from Sigma and evaluated for mycoplasma.




