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Supplementary Figure 1. The validation of OV-SURV on an independent cohort of 160 living patients with ovarian cancer.
Predicted survival time is longer than the follow-up time for the first 123 patients (1-123).
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Supplementary Figure 2. Fatty acid biosynthesis flow diagram. Obtained from the KEGG pathway database.
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Supplementary Figure 3. Fatty acid metabolism flow diagram. Obtained from the KEGG pathway database.
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Expression of hsa-mir-19b-1 in OV based on individual

Expression of hsa-let-7f-1 in OV based on individual cancer

Expression of hsa-mir-128-1 in OV based on individual

TCGA samples

cancer stages stages cancer stages
a0 2 004
20 =
30|
300 -
£ .
-t !
20 = SE—— i
E E ‘
T g 10 & zo0- i
2 2 i a
£ - - i 2
3 5 3 —
=4 =4 — «© .
— 100
= = i b= | ‘
-10 -5 o
Stanel stage: stage3 staged stagel Stagez stape3 stagat Stage?
in=1) n=27) n=365) (n=80) in=1) (n=27) n=365) in=80) in=27)
TCGA samples TCGA samples TCGA samples
Expression of hsa-mir-323a in OV based on individual Expression of hsa-mir-1237 in OV based on individual Expression of hsa-mir-486-2 in OV based on individual
cancer stages cancer stages cancer stages
30 - B
3 -1 7
£ w0 _ = =
H] | S 8 ond
= = =
E 15 E £
] i 3 ! g 05 !
2 | & H & ;
w 1o i w 1] i @ o
4 ] 2
a = z 25
3 —— 3 ] g o2 f—
& 5 =] «
U T 1 ! 7
5 -0.25
Stage1 stage? stage3 Staged Stagel Stagez Stage3 Stagel stage: Stagea Staged
=1} =27} In=365}) n=20) in=1} n=27) (n=36Y%) n=1) n=27) (n=365) n=80}
TCGA samples TCGA samples TCGA samples
Expression of hsa-mir-98 in OV based on individual cancer Expression of hsa-mir-933 in OV based on individual Expression of hsa-mir-888 in OV based on individual
stages cancer stages cancer stages
30— cao s
-
o o s @ z—
e ] T i = 1 c
g ! L= | =
E 15 | E E
g - 3 g
a i -9 2
w 10 R . v
= 5 = Ut = Oy
] e = i
3 ] 3 — 3
& s ; [ [
J; o— — ——— n—
. H ity
-5 -0z -5
stagel stages stages stgal Stagel stagez stages
=1} n=365) n=280) in=1} (n=1) n=27) (n=365)

TCGA samples

Supplementary Figure 4. Box plot showing relative expression of top ranked miRNAs across stages of patients with ovarian
cancer.
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Supplementary Figure 5. Kaplan—Meier plots of hsa-miR-889, hsa-miR-933, and hsa-miR-1237 for the high-expression and
low-expression groups of the ovarian cancer cohort.
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edges represent target genes in green

’

miRNA-gene target network. miRNAs are shown in red colored circles;

Supplementary Figure 6

colored hexagons. There are 1116 predicted interactions in the network using TargetScan.
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