
Supplementary methods 
To assess variability in individual samples and groups of samples, and define how protein expression 

profiles could be influenced by the donors' age, we generated a color-coded matrix of the Pearson 

correlation coefficients (Figure S1). Probe sets with normalized signals were used to calculate the 

correlations between 15 protein arrays representing uninvolved and lesional skin of psoriasis patients and 

the skin of healthy volunteers. Each row and column corresponded to an individual and the entry in the i-th 

row and j-th column was the Pearson correlation rij between the protein expression profiles of skin donors i 

and j. The data on skin donors were taken from Table 1. 

Supplementary analysis 
We evaluated variations in protein expression profiles among the individuals of different age 

participated in our LC-MS/MS study. A color-coded pairwise correlation matrix is shown in Figure S1. Since 

samples were obtained from the same tissue and equally processed using the same techniques, the 

generated protein expression profiles showed strong correlations to each other. The Pearson correlation 

coefficient ranged from 0.811 to 1. As expected, higher correlation was observed among samples of the 

same type. For the samples obtained from healthy skin, the correlation coefficient ranged from 0.871 to 

0.988. For the samples obtained from uninvolved skin, the correlation coefficient ranged from 0.981 to 

0.997. For the samples obtained from lesional skin, the correlation coefficient ranged from 0.946 to 0.993. 

As we noticed, the protein expression profiles of participant 10 (79 y.o.) and her fellow groupmates 

had less correlation to each other (Figure S1, row 10, columns 6-10). After examining medical history of 

participant 10 (Table 1), we proposed that this irregularity might not be primarily explained by her age, 

because one of her groupmates, namely participant 9, who was 77 y.o., and belonged to the same age 

group, was in line with the others (0.893). Thus, due to participant 10 was diagnosed with several medical 

conditions; we concluded that at least one of these conditions could cause the changes in her protein 

expression profile. 

In the same time, the protein expression profiles of participant 10 and psoriasis patients (Figure S1, 

row 10, columns 1u-5u and 1l-5l) did not show higher correlations compared to ones of participant 10 and 

healthy volunteers (Figure S1, row 10, columns 6-10). For the samples of uninvolved skin (Figure S1, row 10, 

columns 1u-5u), the three lowest correlations (0.845, 0.868 and 0.869) did not exceed 0.871, which was the 

lowest correlation of participant 10 with her fellow groupmates (Figure S1, row 10, column 8). Moreover, 

the highest correlation - 0.879 (Figure S1, row 10, column 2u) was less than three highest correlations in the 

same group (Figure S1, row 10, columns 6-10). In turn, when we compared the correlations of participant 

10 and other volunteers (Figure S1, row 10, columns 6-9) with correlations of participant 10 and uninvolved 

skin of psoriasis patients (Figure S1, row 10, columns 1u-5u) using Mann-Whitney U-test, the test did not 

reveal significant changes of correlation coefficient (α = 0.05). 

For the samples of lesional skin (Figure S1, row 10, columns 1l-5l), all correlations did not exceed 

0.871 – the lowest correlation of participant 10 with her fellow groupmates (Figure S1, row 10, column 8). 

Moreover, when we compared the correlations of participant 10 and other volunteers (Figure S1, row 10, 

columns 6-9) with correlations of participant 10 and samples of lesional skin (Figure S1, row 10, columns 1l-



5l) using Mann-Whitney U-test, the test results suggested significant changes of correlation coefficient 

(α=0.05). 

Thus, we found that correlation profile of participant 10 was similar to other profiles of healthy 

volunteers participated in our study (Figure S1, rows 6-10). Particularly, her skin sample showed the highest 

correlations with other samples of healthy skin (Figure S1, row 10, columns 6-9). In turn, it showed less 

correlation with the samples of uninvolved skin (Figure S1, row 10, columns 1u-5u) although we could not 

confirm significance of the observed differences using the statistical analysis. In addition, it had the lowest 

correlations with the samples of lesional skin (Figure S1, row 10, columns 1l-5l) and changes in correlation 

coefficient were statistically significant compared to healthy skin (Figure S1, row 10, columns 6-9). 

In the group of psoriasis patients, participant 5 showed higher correlations with tested samples of 

uninvolved skin (Figure S1, row 5l, columns 1u-5u) compared to his groupmates (Figure S1, rows 1l-5l, 

columns 1u-5u). Moreover, same sample had higher correlations with samples of healthy skin (Figure S1, 

rows 1l-5l, columns 6-10). In the first case, non-parametric Mann-Whitney U-test (α = 0.05) revealed that 

changes in correlation coefficient were significant. In the second case, the differences were not significant 

(α = 0.05). Respectively, we proposed that two parameters, namely his medical condition(s) and low PASI 

(Table 1) might contribute to irregularities in the patient's 5 protein expression profile. 



S1 Fig 

S1 Fig. Analysis of data variability in the samples of healthy, uninvolved and lesional skin. In the figure, rows and columns refer to the individuals 

participated in LC-MS/MS study (Table 1). The entry in the i-th row and j-th column is the Pearson correlation rij of protein expression profiles of skin 

donors' i and j. The color scale at the bottom indicates the correlation strength. 


