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This supplementary document includes:
e Table J1} Positive JRip rules learned from the DILI expert classification.
e Table 92} Positive JRip rules learned from the SCAR expert classification.

e Table Features associated with DILI extracted from JRip rules, and presented to experts for evalu-
ating their explanatory potential.

e Table Y4} Features associated with SCAR extracted from JRip rules, and presented to experts for
evaluating their explanatory potential.
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Table S1: JRip rules learned from the DILI expert classification. Only positive rules (i.e., rules with @ on the right-hand side) are generated. Support of rules is the
number of examples satisfying the rule. Nb of FP is the number of false positives. These two metrics are float because of weights associated with examples to balance
classes in the training. Note that the second and third attributes of Rule2 and the first attribute of Rule 5 are path patterns that only contain general classes. We
exclude this kind of attributes of our analysis because they are not sufficiently explanatory. In bold font are entities (final or not) of path patterns and neighbors.
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Table S2:  JRip rules learned from the SCAR expert classification. Only positive rules (i.e., rules with @ on the right-hand side) are generated. Support of rules is the
number of examples satisfying the rule. Nb of FP is the number of false positives. These two metrics are float because of weights associated with examples to balance
classes in the training. In bold font are entities (final or not) of path patterns and neighbors.



Table S3: Features (neighbors and path patterns) associated with DILI extracted from JRip rules, and
presented to experts for evaluating their explanatory potential with regard to DILI.
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Table S4: Features (neighbors and path patterns) associated with SCAR extracted from JRip rules,
and presented to experts for evaluating their explanatory potential with regard to SCAR.
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