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The relevant data are available from the authors upon reasonable request. Metagenome sequencing data that support the findings of this study have been
deposited in GenBank with the BioProject ID: PRJNA703330 (http://www.ncbi.nlm.nih.gov/bioproject/703330).

The genome sequences for the GUT-103 consortium strains were downloaded from PATRIC (https://www.patricbrc.org) with the accession codes: 742816.3;
1122216.3; 1120921.3; 1121098.3; 449673.7; 742726.3; 11483.3; 411471.5; 411490.6; 649757.3; 411472.5; 49741.6; 411468.9; 411902.9; 1121114.4; 476272.21;
478749.5.

The genome sequences for the novel strains used in the GUT-108 consortium that support the findings of this study have been deposited in GenBank with the
accession codes: JABFCE000000000, JABFCF000000000, JABFCG000000000, JABFHK000000000, JABFAG000000000, JABFCH000000000, JABFCI000000000,
JABFCJ000000000, JABFCK000000000, JABFCL000000000 and JABFCM000000000.

Raw data for the targeted metabolomics are available from Metabolomics Workbench repository, http://dx.doi.org/10.21228/M8XM6R, project ID PR001120.

The bacterial strains used in the GUT-103 consortium are commercially available from ATCC (https://www.ATCC.org) and DSMZ (https://www.DSMZ.de). The
bacterial strains used in the GUT-108 consortium can be obtained from the corresponding author through a Material Transfer Agreement with the restriction that
they can only be used for academic research purposes.

Source Data are provided with this paper.

A formal sample size calculation was not performed since these were novel exploratory studies. Sample size was empirically determined to
optimize numbers necessary for statistical significance based on our previous studies [ref# 19-23, 41] using IL10 -/- mice and the similar
disease models (minimum of 5 mice/group). We used 11 mice/group as a very conservative number to ensure statistical significance and
reproducibility.

No data were excluded from the study.

The GUT-103 consortium was tested in two different mouse models; the GUT-108 consortium was tested in 2 different mouse models. All
attempts at replication were successful.

The animals were randomly selected for each treatment group.

The level of inflammation (colitis) was determined by blind histology scoring.
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Antibodies
Antibodies used
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Animals and other organisms
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

anti-CD16/CD32 monoclonal antibody (Fc block, BD Biosciences, Cat# 553141)

Live/Dead fixable dead cell stains (APC-Cy7, Invitrogen, Cat# L10119) at dilution of 1:2400

anti-CD45 antibody (Pacific Orange, Invitrogen, Cat# MCD4530) at dilution of 1:300

anti-B220 antibody (Pacific Blue, Invitrogen, Cat# 48-0452-82) at dilution of 1:200

anti-CD19 antibody (BV605, Biolegend, Cat# 115539) at dilution of 1:300

anti-CD4 antibody (eFluor450, eBioscience, Cat# 48-0041-80) at dilution of 1:200

anti-CD4 antibody (APC, Biolegend, Cat# 100516) at dilution of 1:400

anti-CD3 antibody (PE-Cy5, eBioscience, Cat# 15-0031-81) at dilution of 1:300

anti-TCRb antibody (Alexa Fluor 700, BD Biosciences, Cat# 560705) at dilution of 1:300

anti-CD8 antibody (PE-Cy7, eBioscience, Cat# 25-0081-81) at dilution of 1:300

anti-CD11b antibody (PE-Cy7, BD Biosciences, Cat# 552850) at dilution of 1:300

anti-CD11c antibody (Alexa Fluor 700, BD Biosciences, Cat# 560583) at dilution of 1:400

anti-CD64 antibody (PE, Biolegend, Cat# 139304) at dilution of 1:300

anti-MHC classII antibody (BV650, Biolegend, Cat# 107641) at dilution of 1:300

anti-IFNg antibody (BV421, Biolegend, Cat# 505829) at dilution of 1:300

anti-IL-17a antibody (BV605, Biolegend, Cat# 506927) at dilution of 1:300

anti-Foxp3 antibody (PE, eBioscience, Cat# 12-5773-82) at dilution of 1:300

anti-RORgt antibody (Alexa Fluor 647, BD Biosciences, Cat# 562682) at dilution of 1:300

isotype IgG (PE-Cy5, Biolegend, Cat# 400931) at dilution of 1:300

IgG2 lambda (Alexa Fluor 700, BD Biosciences, Cat# 557985) at dilution of 1:300

IgG2a (APC, BD Biosciences, Cat# 554690) at dilution of 1:300

IgG2a (PE-Cy7, Biolegend, Cat# 400521) at dilution of 1:300

IgG2b (BV650, BD Biosciences, Cat# 563233) at dilution of 1:300

IgG2a (BV605, Biolegend, Cat# 400539) at dilution of 1:300

IgG2b (Pacific Orange, BD Biosciences, Cat# 553989) at dilution of 1:300

Antibody validation can be found on the respective manufacturers websites, including relevant citations using these antibodies. In
addition, we validated staining conditions of the antibodies (titer, temparature etc.) in our previous works (Nature Microbiology 2020
5 486; JCI 2019 130 3702; cells 2019 8 1121).

8-12 week-age male and female GF 129SvEv background IL-10-deficient mice (Il10-/-) were obtained from the University of North
Carolina National Gnotobiotic Rodent Resource Center. Il10-eGFP-reporter (Il10+/eGFP) mice on a C57BL/6J background mice were
originally provided by Dr. C. L. Karp (Global Health, Bill & Melinda Gates Foundation, USA) and raised in the National Gnotobiotic
Rodent Resource Center. 8-12 week-age male and female Il10+/eGFP mice were used. Germ-free and gnotobiotic mice were
maintained in positive-pressure isolators and housed in separate polycarbonate cages at constant room temperature (22°C ± 10%),
air humidity (50% ± 20%), and a light/dark cycle of 12 h. Mice had free access to food and water. Standard mouse chow (TD2020SX;
Teklad Diets, Madison, WI) was sterilized by irradiation at 25 kGy.

The study did not involve wild animals.

The study did not involve samples collected in the field.

All animal experiments were performed in compliance with all relevant ethical regulations for animal testing and research as
described in the National Institutes of Health Guide for the Care and Use of Laboratory Animals. The study received ethical approval
by the University of North Carolina - Chapel Hill Institutional Animal Care and Use Committee (18-266.0-B).

The single fecal sample used for transplant into germ-free mice recipients was isolated from a healthy 42-year-old Asian male
with no known diseases or current treatment. Genotyping was not performed

Volunteers were solicited from the local laboratory research community, specifying healthy status with no active
inflammatory diseases. No monetary inducements were offered for participation. Participants were motivated to advance
research, but no biases were evident.

The human fecal sample for transplant to mice was collected in compliance with all relevant ethical regulations for work with
human participants, and with informed consent from the participant under the approved University of North Carolina
Institutional Review Board protocol #17-1528.




