
155,702 analyzed SNPs

Remove Olfactory receptor gene family, HLA gene family :
BRCA(63,976), COAD(50,415), LUAD(49,540), PRAD(47,854)

56,677 SNPs

Heterozygous at least 5 patients:
BRCA(66,339), COAD(52,524), LUAD(51,667), PRAD(49,918)

Covergence & 0.4 < phi < 0.6 & delta < 0.1:
BRCA(42,712), COAD(39,955), LUAD(37,711), PRAD(36,985)

Exonic SNPs:
BRCA(97,141), COAD(91,441), LUAD(81,779), PRAD(81,460)

Fig. S1. The inclusion and exclusion filtering of exonic SNPs for alleleic imbalance analysis in four cancer types.


