
Supplementary Figure 1.

5’GAAGTGAATCCAAATACCCGTGTCATGAACAGCCGGGG 3’
E  V  N  P  N  T  R  V  M  N  S  R 
GAAGTGAATCCAAATACCCGTGTCATGAACAGCCGGGG
E  V  N  P  N  T  R  V  M  N  S  R 
GAAGTGAATCCAAATACCCGTGTCATGAACAGAGCGTG
E  V  N  P  N  T  R  V  M  N  R  A 
GAAGTGAATCCAAATACCCGTGTCATGAACAGCCCGTG
E  V  N  P  N  T  R  V  M  N  S  P 
GAAGTGAATCCAAATACCCGTGTCATGAACGGGATAGG
E  V  N  P  N  T  R  V  M  N  G  I

ORMDL1 gRNA locus
Ormdl1 gRNA sequence:

5’GAAGTAAACCCCAACACCCGAGTGATGAATAGCCGAGG
E  V  N  P  N  T  R  V  M  N  S  R   
GAAGTAAACCCCAACACCCGAGTGATGAATAGCCGAGG
E  V  N  P  N  T  R  V  M  N  S  R 
GAAGTAAACCCCAACACCCGAGTGATGAATAGTCATCC
E  V  N  P  N  T  R  V  M  N  S  H  
GAAGTAAACCCCAACACCCGAGTGATGAATAGTCAACC
E  V  N  P  N  T  R  V  M  N  S  Q  
GAAGTAAACCCCAACACCCGAGTGATGAGGCAGATGCT
E  V  N  P  N  T  R  V  M  R  Q  M  

ORMDL2 gRNA locus
Ormdl2 gRNA sequence:

5’GGCACAGCGCACAGCGAGGTGAACCCCAACACGCGGG 3’
G  T  A  H  S  E  V  N  P  N  T  R   
GGCACAGCGCACAGCGAGGTGAACCCCAACACGCGGG
G  T  A  H  S  E  V  N  P  N  T  R 
GGCACAGCGCACAGCGAGGTGAACCCCAACACCCCGG
G  T  A  H  S  E  V  N  P  N  T  P
GGCACAGCGCACAGCGAGGTGAACCCCAACACCCCGG
G  T  A  H  S  E  V  N  P  N  T  P
GGCACAGCGCACAGCGAGGTGAACCCCAACACGACGC
G  T  A  H  S  E  V  N  P  N  T  T
GGCACAGCGCACAGCGAGGTGAACCCCAACAATGAAC
G  T  A  H  S  E  V  N  P  N  N  E
GGCACAGCGCACAGCGAGGTGAACCCGAACAATGACC
G  T  A  H  S  E  V  N  P  N  N  D
GGCACAGCGCACAGCGAGGTGCTCGCTGATAACGCGG
G  T  A  H  S  E  V  L  A  D  N  A  

ORMDL3 gRNA locus
Ormdl3 gRNA sequence:

Reference sequence:

Bases matching gRNA sequence
Bases/Amino acids mismatching gRNA sequenceACCCGTGTCATGAACAGCCG

ACCCGAGTGATGAATAGCCG

CGAGGTGAACCCCAACACGC

gRNA CTL sequence:

TKO sequence:

Reference sequence:

Reference sequence:

gRNA CTL sequence:

TKO sequence:

gRNA CTL sequence:

Ormdl3 KO sequence:

TKO sequence:
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Supplementary Figure 2. 


