
 
 

Supplemental Figure S11: (A,B) Chromatin modifications associated with the open reading 

frame (ORF) of genes with slower repair on the non-transcribed strand in the snf5∆ and/or 

snf6∆ mutants relative to WT. Enrichment of histone modifications is derived from published 

chromatin IP-microarray data (ChIP-chip) and analyzed using the ChromatinDB database 

(O'Connor and Wyrick 2007).  
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