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Life sciences study design
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Validation

No sample-size calculation was performed, as we recruited all newborns from Zika-infected mothers followed at the pediatric clinic of the
CHOG after parental consent.

Asymptomatic neonates from mothers living along the Maroni river, outside of the Saint-Laurent du Maroni area, were discharged with their
mother after day 3-5 post-partum and were followed in the nearest primary healthcare center, and only came back to the CHOG in case of
emergency or need for advanced care. Thus, these infants were not included in this cohort.

Findings of this observationnal study were not reproduced, as they were based on the exposure to the 2016-Zika outbreak.

We defined a laboratory confirmed congenital ZIKV infection either by positive RT-PCR from at least one fetal/neonatal sample (amniotic fluid,
cerebrospinal fluid, urine, blood) or identification of specific IgM in neonatal blood or in cerebrospinal fluid. Neonates from ZIKV-infected
mother without a laboratory confirmed congenital ZIKV infection were classified as controls. Baseline characteristics were compared between
children with a confirmed congenital infection at birth and controls using standardized differences. Baseline characteristics were considered
unbalanced if standardized differences were >0.1. Unbalanced baseline characteristics were controlled as potential confounders or effect
modifiers for main outcomes using generalized linear multivariable models.

The investigators were blinded for clinical data collection at birth, as the results for congenital Zika infection testing were available generally
after post-partum discharge. For the evaluation at three years of life, using the Child Development Assessment Scale, investigators were also
blinded for the status of the children. Investigators were not blinded for data analysis, as the data were dichotomized for the analysis of
baseline characteristics and outcomes.

In-house MACELISA Zika assay (French Guiana National Reference Centre for arboviruses).

In adults, its sensitivity, when correlated with PCR results, varying between 87% for serum samples collected between five and 20
days from symptom onset to 98% for those collected after seven days. Specificity varies depending on the presence of co-infections
with other arboviruses, reaching 80% in negative patients, but dropping in the case of co-infections (Flamand C et al. Euro
Surveill2017;22. doi:10.2807/1560-7917.ES.2017.22.44.17-00102). Serological cross reactions with other Flaviviridae were expected
to be minimal, as circulation of Dengue virus has been low in French Guiana since 2014 and no significant circulation of other
Flaviviridae has been seen.




