Table S2. Genetic background of the E. coli strains used.

BL21 (DE3) thuA2 [lon] ompT gal (A DE3) [dcm] AhsdS
A DE3 =X sBamHIo AEcoRI-B int::(lacl::PlacUV5::T7

genel) i21Anin5

BW25113 A(araD-araB)567, AlacZ4787(::rrnB-3), lambda-, rph-1,

A(rhaDrhaB)568, hsdR514

Topl0 F- mcrA A(mrr-hsdRMS-mcrBC) ¢80 lacZAM15A lacX74

(Trans10) recAl araA139A(ara-leu)7697 galU galK rpsL (StrR)endAl
nupG

DH5a F-¢80 lac ZAM15 A(lacZY A-arg F) U169 endAl recAl

(Trans5a) hsdR17(rk-,mk+) supE44A- thi -1 gyrA96 relAl phoA

PKUW13" Wild-type (Km")

PKUW151(TCE-Glu)* | attB::sp"-lacl%-tetRAgltIp::Piiac-01,AgItSp::PLiac-

01,gItPp::PLiac-o1 (Km')

*These strains are isogenic with respect to the prototrophic K-12 strain NCM3722 12,
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